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agaccgcact gattcacatg agcgttttgc tgacatgatg ggcaactgaa gtcacccctg 3 000 

ttgcccatgc actggaaaaa aagttgaatt tgttggatat tttctggggc tgatgaacgt 3060 

tctgggatgt gctttcagtc ctcgtattac ggccagcacc ttacactgtc tctgtgaacg 3120 

gggccaagcc atgatgtgcc aacaagtgtc agctttgaaa ggtgtttgtc tcccaatcgg 3180 

ggtgactccc ctgctgcctg gcagcatgtc gcagatcagc acagagtggg gccgtggttc 3240 

agcagtgacc cacagaatgg ctttgagcat cagtctacag gacaggttgg aagcatccac 3300 

tgtgaaccag gcattagtcc cctacctggc ctgtgtgtgc tcagtagaga aggagaggga 3360 

caggccactc ccagactgcc cagcccagga gggttaataa attggggccg agccaacctg 3420 

tcagtgcttc ctgaatgccc cagcctctgt attggtgcgt tggttcagtg acattttcta 3480 

aactctcctg aaaatccagc tgctcctccc tgctgcttgg gagttcaccc aggagaggaa 3540 

atgggtgtgt tttgttaagg tcccttgtgg agactcaggg ctgaatcctg cttggtaata 3600 

tcagtgtgtg tgcttgggga tggaccttct actgaataaa aactccctcc ctccccccat 3660 

tgtggtcaca tatcattcta catatctcat ctctgagcat ctccatggaa gcttgatttt 3720 

tgttcttttt ggtttcttta tgtatttttt tctgttgtta ttatttttta atgttcaaag 3780 

actagccttt ccctttggga ttccaaatga tcccatgctg tggtctgagg ggcaaagcca 3840 

cctatgttgg cgctcgccat taatccccag cgctcagttt agaggctcac gtgcagacat 3900 

cagaggctcc atgctgcaca gtagctcagg cagggtagtg cctctcaacc cagccacaaa 3960 

actctccccg ctggagtccc agatggcgct tcacaccaag gcagtggagg caggcatggt 4020 

ttttgggcac agggcagagc ataaggatcc caggtcagtg tgggagagct actggctctt 4 080 

aggatcacct tgggcagaag tcacacggct tcatcctagg agggcccagc ttgggagtct 4140 

gcctccccct gatcccagga ccacccacag gagaggggca gtgtccatct ttctgaaggg 4200 

accctttgga gatctcgtcc taagtgtgga gaggactgac gtggccctgt catctcaaca 4260 

catcccaggg tcaggcaggc ctcagctgaa acaatgtcag ggtcctcaag ggtcccattt 4320 

agacagaccc acggcttgta acagtgcgct cctcaggagg cagcactagc gcatacccac 4380 

tccccacgga cactgagttc ctggtgacag ctgcagcccc agccccgcca ggagtcctgg 4440 

agacagcagc cctcagagac cctgcaggag tgagtgcacc ccaccttgct cagccacacc 4500 

ccactcccct gtgccctgta gttgtgctgc ccatgctcca cacaccatgg ggcccctttg 4560 

ctcatttttg gactatttat acagcaggtt tggatcatgt ttttctacta ataagaatgc 4620 

taacattgtt gtgtagataa tcagtgaggg ctttatgaag tttacacctt tgcattatta 4680 

aaggaaataa cagttcatgt gaaaaaaaaa 4710 



<210> 453 
<211> 752 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (752) 
<223> n = a,t,c or g 



<400> 453 

gcggtggaat tctgacacac tggttaacaa aggagggggc tgtttgcaaa cagattcaac 60 

caacccattg cctccagcca tccaaagatt ctgcacagcc agccacccct aaggctaaga 120 

aatcccagat gcagatctgt ggatccagcg tagcatctgt agcagctggg acatcattcc 180 

aggttttggg cccggtgtgt tggcaacaac tggatctgaa gatggcagtc agggtgcttt 240 

ggggtggtct cagcctgctc cgagtgctgt ggtgtctcct tccgcagacg ggctatgtgc 300 

acccagatga gttcttccag tcccctgagg tgatggcagg taaaactccg catgtgtggc 360 

tgagacaagc tgcagcagag tctgcttgag aagctgacgg gagactttgt ggggagggag 420 

tagcatgtct gggtagatga gtagtaaatc cacaagcaga gcagcagcct ctctctctgg 480 

ggtaagaact tggaagtggg gacttcatat ctccttcccg agtggtgaca ctgaccttct 540 

gggtaatgct tataaaccat cagtctcttt gatgtatccc tgcttggacc aacaataccg 600 

ggcatttaga atggggnaca aacacnaaaa acacaagggt ttttttttta gggggcgcgg 660 

gcttttttct ttttaggggg ggaatttttc tttggccccg gccgcttttt aaacggggga 72 0 

ggggggaaaa cacggtggta ccaccattta ca 752 
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<210> 454 
<211> 765 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (765) 
<223> n = a,t,c or g 



<400> 454 

tttcgtcgag gcgatggcgc cctgggcgct cctcagccct ggggttctgg tgcggaccgg 60 

gcacaccgtg ctgacctggg gaatcacgct ggtgctcttc ctgcacgata ccgataaaag 120 

tgcagatgaa ctgctggcca cacacagcca ctcatggaac caacatctcc aggcctttgc 180 

tcagccagga acacacttcc ccacctccaa ctgcacccca accccaccca ctcctgttct 240 

acccggccca gcctcactgt gctctccggc ctctccagag ctgcggcaat gggaggagca 300 

gggggagnnn nnnnnnnnnn nnnnnnnnnn nnnnnnngtg ctgggctccc tgctgctcta 360 

cctcgctgtg tcactcatgg accctggcta cgtgaatgtg cagccccagc ctcaggagga 420 

gctcaaagag gagcagacag ccatggttcc tccagccatc cctcttcggc gctgcagata 480 

ctgcctggtg ctgcagcccc tgagggctcg gcactgccgt gagtgccgcc gttgcgtccg 540 

ccgctacgac caccactgcc cctggatgga gaactgtgtg ggagagcgca accacccact 600 

ctttgtggtc tacctggcgc tgcagctggt ggtgcttctg tggggcctgt acctggcatg 660 

ccctggggtc tgtggttgcg gtccagcggg ctcctgttcg ccaccttcct gctgctggcc 72 0 

ctcttctcgt ggggggcagc ctggctctcg tctcgcacct ctacg 765 



<210> 455 
<211> 1322 
<212> DNA 

<213> Homo sapiens 



<400> 455 

gcacgagctc ctccgctgac taatatgctt aaattcaggg cggcggggcc ggcgcctgcc 60 

tggagggatg gggctgccgg gcgcgtaggg gccatgccgc ccgggacccg ggcctgccgc 120 

gttccgcgcc ccggccgccg cgccccacgt ccgcgccggg atggtgaacc tggcggccat 180 

ggtgtggcgc cggcttctgc ggaagaggtg ggtgctcgcc ctggtcttcg ggctgtcgct 240 

cgtctacttc ctcagcagca ccttcaagca ggaggagagg gcagtgagag ataggaatct 3 00 

cctccaggtt catgaccata atcagcccat cccgtggaaa gtgcagttta acttgggcaa 36 0 

tagcagtcgt ccgagcaatc agtgccgcaa ctccattcaa gggaagcacc tcatcacgga 42 0 

tgaactcggc tacgtttgcg agaggaagga tttgctggta aatggctgct gtaatgtcaa 480 

cgtccctagc acgaagcagt actgctgtga tggctgctgg cccaacggct gctgcagcgc 540 

ctatgagtac tgtgtctcct gctgcctgca gcccaacaag caacttctcc tggagcgctt 600 

cctcaaccgg gcagccgtgg cattccagaa cctcttcatg gcagtcgaag atcactttga 660 

gttgtgcctg gccaaatgca ggacctcatc tcagagcgtg cagcatgaga acacctaccg 720 

ggaccccata gcaaagtatt gctatggaga aagcccgccc gagctcttcc ccgcttgacg 780 

ggtgcagcgg acttgctcca gcctgggtga ggaggccccg ctgaagaact cgcctcctgg 840 

gacccagctt cagccatcgg gccaggctgc aggaagaaga caaaggcagc gtgaggaaac 900 

cttggctttg accccttctc gtgttgtcat ctttggcttc gctcaccacc cgggcttacc 960 

agatggaact cttctgtaaa gcagcttggc ccctccagcc agtcccattc gggaaagatg 1020 

aaaccggagg ccgggct cac ggtggtggtg gagttcttgg atgactcagc cctgggaccc 1080 

tgcacaggga cctgtgactt gtgttcatcg ggggccggtg tcacttccag ttttgatcca 1140 

ggctctttca ctgtaaaatt atttattgga ttcctttgga gtaatgggaa cattttaatg 1200 

ttttatgtag gaaaatgcct tgccatttta gttgaatatg ttcaaggaaa ttatttttgt 1260 

tgttgttctg tgttctcgag tttcaggagt taaatcattt ttccccccag aaaaaaaaaa 1320 
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aa 1322 



<210> 456 

<211> 1777 

<212> DNA 

<213> Homo sapiens 



<400> 456 

cctcgtcagt ccatcttggt cctgccctga cagattctcc tatcggggtc acagggacgc 60 

taagattgct acctggactt tcgttgacca tgctgtcccg ggtggtactt tccgccgccg 120 

ccacagcggc cccctctctg aagaatgcag ccttcctagg tccaggggta ttgcaggcaa 180 

caaggacctt tcatacaggg cagccacacc ttgtccctgt accacctctt cctgaatacg 240 

gaggaaaagt tcgttatgga ctgatccctg aggaattctt ccagtttctt tatcctaaaa 300 

ctggtgtaac aggaccctat gtactcggaa ctgggcttat cttgtacgct ttatccaaag 360 

aaatatatgt gattagcgca gagaccttca ctgccctatc agtactaggt gtaatggtct 42 0 

atggaattaa aaaatatggt ccctttgttg cagactttgc tgataaactc aatgagcaaa 480 

aacttgccca actagaagag gcgaagcagg cttccatcca acacatccag aatgcaattg 540 

atacggagaa gtcacaacag gcactggttc agaagcgcca ttaccttttt gatgtgcaaa 600 

ggaataacat tgctatggct ttggaagtta cttaccggga acgactgtat agagtatata 66 0 

aggaagtaaa gaatcgcctg gactatcata tatctgtgca gaacatgatg cgtcgaaagg 720 

aacaagaaca catgataaat tgggtggaga agcacgtggt gcaaagcatc tccacacagc 780 

aggaaaagga gacaattgcc aagtgcattg cggacctaaa gctgctggca aagaaggctc 840 

aagcacagcc agttatgtaa atgtatctat cccaattgag acagctagaa acagttgact 900 

gactaaatgg aaactagtct atttgacaaa gtctttctgt gttggtgtct actgaagtta 960 

tagtttaccc ttcctaaaaa tgaaaagttt gtttcatata gtgagagaac gaaatctcta 1020 

tcggccagtc agatgtttct catccttctt gctctgcctt tgagttgttc cgtgatcact 1080 

tctgaataag cagtttgcct ttataaaaac ttgctgcctg actaaagatt aacaggttat 1140 

agtttaaatt tgtaattaat tctaccatct tgcaataaag tgacaattga atgaaacagg 1200 

gtttttcaag ttgtataatt ctctgaaata ctcagctttt gtcatatggg taaaaattaa 126 0 

agatgtcatt gaactactgt cttgtttatg agaccattca gtggtgaact gtttctggct 1320 

gataggttat gagatatgta aagctttcta gtactcttaa aataactaaa tggagtatta 1380 

tatatcaatt catatcattg actttattat tttagtagta tgcctataga aaatattatg 1440 

gactcagagt gtcataaaat cactcttaag aatccatgca gcaggccagg cacagtggct 1500 

cacacctgta atgcctgcac tttggaaggc cgagacaggc ggatcacttg aggtcaggag 1560 

tttgaaacca gccaggccag cacagtgaag ccctgtctct actagaaata cggggggttg 1620 

gccgggcatg gtggcaggcg cctgtggtcc cggctactcg gggggctgag gcaggagaat 1680 

tgcttgggcg cgggaggcaa aggttgcagt gagctgagat cgcgccactg cactccagcc 1740 

tgggcaacag acctcgactc catctagaaa aaaaaaa 1777 



<210> 457 

<211> 1322 

<212> DNA 

<213> Homo sapiens 



<400> 457 

tccggttgag gaattctatt ttcatcctta tatcagagac gagaaaacta agggtcagag 60 

aaaattagca attggtctaa aattgtacag ttgtaacagg atctagaaca gggacttcag 120 

tacaggcctc cctgaccccc aagcctgtgt tctttctact gtactaggct tggaagacag 180 

cgtacgtgag agcaaagaca agctctgtcc actctgtgca tattcagtgt aggtgctggt 240 

gagattcccg ccttcaggtg tccagcaagt ggttggagac atggagccca atctcaagga 300 

cattgggagg attgaaggtc aaggcttaag aaccatctgc atcctcattt atttattcag 360 

cagctatttg ttgtgtcttc gtggaccagc ttggcagcat gaatgctgtg accaacaaga 420. 

gaggtgtgtc cttcacggag ctgccaggct gggagggagc cctgatggcg tggcttgagt 480 
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gtaaggcagg aggtgtgcag attggctgtg ggaacttact ggcctaacct tgtcaggtca 540 

gggaagctct ctagaggcag ttgtggttct caacatgaga ctcaaaacat gaggacccag 600 

ttaaaaagtg ggaaaacagc ataccccagg ccgtggaagt agcgcgtact caggcagagc 660 

aagataagaa cacagtgtct ttaaaccaaa aaccacgtgt ggctggaatg gagggaagag 720 

caaggagata agacaggtga gcaggaacca gaacaagaaa tgccctggaa gctgtgagac 780 

gcttggaatt cacctgtgaa gaaaagagta gcctcatctg aattccttgc ctcgattatg 840 

gtctccaata gaagattaaa tggctgtgga gtctagaggt tttttccttc agtgtgggca 900 

tcaccccttc tgaaaggatg gtgtaatggc taattgtatg tatcagcttg gcgaggccac 960 

agtacccaga tacttggtca agcaccagtc tagatgtcgc tgtgcaggta tttttttaga 1020 

tgaggtttaa catttatatc agtagaagga gtgaagcaga ttatcctttg taatgtatgt 1080 

aggcctcata tatcatcagt tgaaggcctt aagagaaaaa gattgaagtc cctaaagaag 1140 

aaggaactct gtctccagac tcccttcaga ctcaagactg caacatcggc ctggcacggg 1200 

gggctcacgc ctgtaatccc agcactttgg gaggctgaga tgggtggatc gcttgagatc 1260 

aggagttcaa gaccagcctg gccaacatgg tgaaaccctg tctctactaa aaaaaaagtc 132 0 

ga 1322 



<210> 458 

<211> 1842 

<212> DNA 

<213> Homo sapiens 



<400> 458 

aactgagtac ctagtcagtg tcgtggaatt cgctccaggc gctggggctt tctcagtggc 60 

cttgtcagct cacagcaggc gttaacagcc tctaattgag gaaactgtgg ctggacaggt 120 

tgcaaggcag ttctgctccc catcgtcctc ttgctgactg gggactgctg agcccgtgca 18 0 

cggcagagag tctggtgggg tggaggggct ggcctggccc ctctgtcctg tggaaatgcg 240 

ggggcaagtg gtcaccctca tactcctcct gctcctcaag gtgtatcagg gcaaaggatg 3 00 

ccagggatca gctgaccatg tggttagcat ctcgggagtg cctcttcagt tacaaccaaa 360 

cagcatacag acgaaggttg acagcattgc atggaagaag ttgctgccct cacaaaatgg 420 

atttcatcac atattgaagt gggagaatgg ctctttgcct tccaatactt ccaatgatag 480 

attcagtttt atagtcaaga acttgagtct tctcatcaag gcagctcagc agcaggacag 540 

tggcctctac tgcctggagg tcaccagtat atctggaaaa gttcagacag ccacgttcca 600 

ggtttttgta tttgataaag ttgagaaacc ccgcctacag gggcagggga agatcctgga 660 

cagagggaga tgccaagtgg ctctgtcttg cttggtctcc agggatggca atgtgtccta 720 

tgcttggtac agagggagca agctgatcca gacagcaggg aacctcacct acctggacga 780 

ggaggttgac attaatggca ctcacacata tacctgcaat gtcagcaatc ctgttagctg 840 

ggaaagccac accctgaatc tcactcagga ctgtcagaat gcccatcagg aattcagatt 900 

ttggccgttt ttggtgatca tcgtgattct aagcgcactg ttccttggca cccttgcctg 960 

cttctgtgtg tggaggagaa agaggaagga gaagcagtca gagaccagtc ccaaggaatt 1020 

tttgacaatt tacgaagatg tcaaggatct gaaaaccagg agaaatcacg agcaggagca 1080 

gacttttcct ggagggggga gcaccatcta ctctatgatc cagtcccagt cttctgctcc 1140 

cacgtcacaa gaacctgcat atacattata ttcattaatt cagccttcca ggaagtctgg 1200 

atccaggaag aggaaccaca gcccttcctt caatagcact atctatgaag tgattggaaa 1260 

gagtcaacct aaagcccaga accctgctcg attgagccgc aaagagctgg agaactttga 1320 

tgtttattcc tagttgctgc agcaattctc acctttcttg cacatcagca tctgctttgg 1380 

gaattggcac agtggatgac ggcacaggag tctctataga acagttccta gtctggagag 1440 

gatatggaaa tttggtcttg ttctatattt tggtttgaaa atgatgtcta acaaccatga 1500 

taagagcaag gctggtaaat aatatcttcc aatttacaga tcagacatga atgggtggag 1560 

gggttaggtt gttcacaaag gccacattcc aagtatttgt aatctagaaa gtggtatgta 1620 

agtgatgtta ttagcatcga gattccctcc acctgatttt caagctggca cttgtttcct 1680 

tttctcccct ctctgggttg actgcatttc taagactttg ggcggcccca ggcccatttt 1740 

tccaaagcag gaaggaaggg attgattttg gggggactca aggggaaaaa gaaaccggcc 1800 

ctccttttta aaacccggga ctggcccggc tggagaccgg gg 1842 
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<210> 459 

<211> 734 

<212> DNA 

<213> Homo sapiens 



<400> 459 

gcggtggaat tcgaatctat taccaggtgg caactggtag tattaggttt ttcttttgct 60 

ttcatgagac acagaacttt gaagctaaaa cttttgacgc ttaacatatc gagactagcc 120 

tgtagaagaa cacacagata gaatgaatga atacacagaa aaaagtcagt catggaatta 180 

ggggaggttt ttatggtttt attaatttta tttaacaaat gcttctctgg gtctagacat 240 

tgttctaaac acttttcaaa tattaacttc ttaatcctag gagcaacctt atgagatagg 300 

ttctaatatt ccctactgat gaggaaacca agatacagag atacagaaac caaggtaacc 360 

tgcccagagt cataacagtg cccagtggtg gagccagaca gttccacctg gagatttatg 420 

ctttagagta aaagcagtgc tgttcagtgt gtgaccacag acagccaagg tctttgaact 480 

aagtccaatc cacagtgaga tgagcccaga aaatgagtgt tttgacagtt ccacaacatc 540 

caagagtgtg atgtatttca taaaagtatt ggtctggcca ggtatgatgg cttatgcctg 6 00 

taatactatc gctttgaagg ctgaggcagg aggatacctt tggcttcaga gttcaaacca 660 

gtcgggaccg acatagtgag acccctcgtt ttttttttta agagaaaaag tgccgggccg 720 

aaattcactg tccc 734 



<210> 460 

<211> 620 

<212> DNA 

<213> Homo sapiens 



<210> 461 

<211> 1477 

<212> DNA 

<213> Homo sapiens 



<400> 461 

cccacgcgtc cgagaacatc tcttggcact ctctgctcca atactatgaa taatgaagct 60 

cattacttta tccctgccaa gggcaattca gttcaaccaa cattgattag gtgccttctt 120 

tttgtgttct tagttcttta gggagaacta agaacttctc cctatttgac ataaaaaaag 180 

aaggtaaaac tctatctctg gaattcgtca tattccaaat attgtcccat gtagcttcta 240 

ctcatggtag ctctgtttga taaggaatgt acattttcaa tgattccaga tatatcggca 300 

aaattatggc ttttcacatt tctagacatt tcttctttct tacttgggtc cctaattatt 360 

aggttccaag acaagtcaac taaaagagaa atttgaaaga gtcagatggt ttatataact 420 

cttaaaatcc gtattggtgg attaagccat tcctgatatt ggaccttatt gtcttcaccc 480 



<400> 460 



gcggccgcag ccccccacct 
tgtcgccggc cgccgcgcag 
aggcccgcag gccgcggggt 
ccagcggccc cgctcttggc 
agttcaaggc caagttcctg 
gccggaccag ctttagcaag 
agggcgaggg tgacatacag 
accgccggga cttcccgccc 
gcatgttacg cagcggccag 
gagactggac atgggccgag 
ctcccagccg gtaccatggg 



gggccctcgg 
taccggagca 
cccagaggcc 
tctcccgggg 
acagcctgga 
atctccagca 
cgtttccagc 
cttcctgggg 
atgatgctgg 
ggcatgggcc 



tccgccctcc cggcgcgtcc atgaactcag 
gcagcccgga ggacgcgcgc cgccggcccg 
cagaccccaa cggcctgggg ccttccggag 
ctggcccgag tgagccggac gaagtggaca 
acaacgtcaa gtacggttgg gtggttaaaa 
tccacctctg tggccgccgc taccgtttcg 
gggactttgt gtcccgcctg tggctcacat 
gctgcctgac ctcggactgt ggctgggggt 
cacagggcct tctgctgcat ttcctgccca 
tgggcccccc tgagctgtca gggtcagcct 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
620 
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gcacaatgag 
gtttatgtct 
aggggggaaa 
ttgtttaagt 
tgtatgtgtg 
cctgcaattt 
agtttctatt 
tccctttgaa 
atttattttc 
catatttagt 
ttcttacatt 
tcctaggata 
gttgcctttc 
ctttttgtcg 
agataaactt 
gtgttgtcgt 
cattttattc 



agtggagtac 
ttaaatactg 
acaagtatta 
caacatcatg 
cctgtgtgtg 
ggatagagca 
cacttcctgt 
tgactataat 
aaaattaaat 
ggttttttaa 
ggcaacattg 
ccctaaaatt 
cctgggtaag 
tttcatgggg 
ctgggtcata 
atctttctga 
cgtatctctt 



aatgcactat 
ttggagccct 
tttaggtcac 
acaaataccc 
tgcgcctgtg 
attttgggtt 
ttgtattgag 
tttggtttcc 
atgtctgtgt 
agggtcttgg 
gcacatattt 
taaacgaaac 
gatttaatgg 
ttccctaacc 
acattgtatg 
gcactctgcg 
ctcactgtcc 



tgaaagtctc 
gatatttgat 
atgtttggag 
agctctacag 

tgtgtgcaca 

gagaattttt 
aaatcatcaa 
tttgccttaa 
atgcaaaaga 
catttgctac 
ctgctgtaaa 
atacttttaa 
cttagctttt 
aagtaaagat 
gccttctcat 
cttttccaca 
ttgccct 



cttgtatcct 
gattagatga 
agatggaaag 
ggtttactat 
tgcatgggct 
tttccccttt 
tatgatttat 
attaaaaccc 
tgattaaata 
ttaagatacc 
tatacttaaa 
taatggaggg 
ttccaggggc 
atctgggctt 
atgcgtccct 
acgtacgcga 



gaaattctgt 
ttcaaaaaag 
tcttaattta 
gatgtgcagg 
tgcccccgcc 
cttaaaagtc 
tgtcattatg 
ctaagagata 
cacccacata 
ttttattttt 
taggaaggct 
gaacattggc 
cgagggccaa 
tttccttttg 
ctcgtccagt 
tcaccggaca 



540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1477 



<210> 462 
<211> 458 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (458) 
<223> n = a,t,c or g 



<400> 462 

aagcggcaga ccacatnnnn gtacgaggac gaggaggagg aggaggacgg gtcccgggag 60 

gagcggctgc ttttcttttt tgactacatg atgcacttcc tgacgggggg ctggaaggtg 120 

ctcttcgcct gtgtgccccc caccgagtac tgccacggct gggcctgctt tggtgtctcc 180 

atcctggtca tcggcctgct caccgccctc attggggacc tcgcctccca cttcggctgc 240 

accgttggcc tcaaggactc tgtcaatgct gttgtcttcg ttgccctggg cacctccatc 300 

cctggtaaca ccctgggaga ctttggtggg gtaggatctc agatgagcca ggcaggggca 360 

acacaggatc ctgccgaaat gagacacgtt cgccagcaag gtggcggcgc tgcaggacca 420 

gtgcgccgac gcgtccatcg ggaacgtgac ccgctccc 458 



<210> 463 

<211> 1280 

<212> DNA 

<213> Homo sapiens 



<400> 463 

gcggtggaat tccgggagcg cagccgccag ctccggaagg cgcgggaccc caggacccgg 60 

tcccaggctg cctttgaccc tggcgcactg tcctaacgcc tggaaaatgg tttccgctag 120 

tgggacatca ttttttaagg gtatgttgct tgggagcatt tcctgggttt tgataactat 180 

gtttggccaa attcacattc gacacagagg tcagactcaa gaccacgagc accatcacct 240 

tcgtccacct aacaggaacg atttcttaaa cacttcaaaa gtgatactct tggagctcag 3 00 

taaaagtatt cgtgttttct gtatcatctt tggagaatcc gaagatgaga gttactgggc 360 

tgtactgaaa gagacctgga ccaaacactg tgacaaagca gagctctacg atactaaaaa 420 

tgataatttg ttcaatatag aaagtaatga caggtgggta cagatgagga ccgcttacaa 480 

atacgtcttt gaaaagaatg gcgacaacta caactggttc ttccttgcac ttcccactac 540 



320 



WO 01/54477 



PCT/US01/02687 



gtttgctgtc attgaaaatt taaagtacct 
ctatctgggc cacactgtta tatttggaga 
tgtcttaagc agagagttga tgaaaagact 
tgcagatcaa agtgtgattt ggaagttatc 
atatgcagga gttcatgcag aaaatgcaga 
aaaaccaatc gcacagctta ttgaagaggc 
aggctgctgt tcagatatgg ctattacttt 
aatgatgtat ggcctgtacc ggctcagggc 
tttcttgcct ccagttggtt cagaaaatga 
gtccaagagc acttgaaatg tggctagtcc 
gtacttcatt caataattca tatattatta 
gtaatatttc atattgactc cacattgaaa 
atatactatt aaaattaaaa 



tttgtttaca agggatgcat cccagccctt 600 

cctcgaatac gtgactgtgg aaggagggat 660 

taacagactt ctcgataact ctgagacctg 720 

tgaagataag cagctggcaa tatgcctgaa 780 

ggattatgaa ggaagagatg tatttaatac 84 0 

attgtctaat aaccctcagc aagtagtaga 900 

caatggactg accccccaaa agatggaagt 960 

atttggacac tatttcaatg acacactcgt 1020 

ctgaggcctg gagaataata gacctgtgct 1080 

aaattctgat acagtgtaag tgtaaaatac 1140 

gaaaacagta tgaagatgta aaacatctca 1200 

taatgttttg gatattttgc attaaataaa 1260 

1280 



<210> 464 

<211> 2290 

<212> DNA 

<213> Homo sapiens 



<400> 464 

tttttttttt ttctaattta attctttatc attcaagtag agagacaggc attttccaaa 60 

gcaaacccaa ccctcgtgat tatttctagc cagggtgaag ctaaggaagg tagcagtagg 120 

tggtaggatc agcaccttgg ttccaggcat cacgccagtc attttatttc catcatcatc 180 

cttgtgaaga aatggaagtc tggagaggtg aaatgatgaa ggcaatctgg ccacaaatct 240 

tccttctgga tcctgctctt cagggcatgc atctcccatg ctgaaggtta aaatgggggt 3 00 

catttgccaa caaatttggg agtccgcttc tccctgaagg ctgccatgcc ctctagccgg 360 

tcccgggttg gaatattctg ggcatagcac atcccttcaa tggccatccc agatgcaatg 420 

tccacctccg ttcctcggtc aatggctact ttgcccagcc gcacggcaat gggggcctgg 480 

ggcaggatct cctgggccag tgctcgtgcc cgctggtagg cggcgtcccc ctcctcgttc 540 

tgggccacag cgtgattcac cagccccagt acgtgggcct cagttccact cagtcgtcgg 600 

cccgtgaaga tgagctcctt cgccagggcc acccccagac aacggggcag cctctgagtc 660 

cctcctacca ggatggaggg agcagggtgg gaatcagcat gggaagtggg aacccagaga 720 

aggctcagcc tgggactcag ccaagacttc tcagaggagc agggttcagg tgggagggca 780 

gagcccagaa cagagggcaa aaaaggaaag cagcgaagga ccctggatgg ggtggaattg 840 

ggcgggtgct gtagttgcga ttacctgccc ccgggaggag ccctcgcgtg gtctcaatca 900 

gtcccatgac tgccgaggaa gctgctcaga tagaacaaag tgaggcctcc ctcccccatc 960 

cggtccccca gtgctaatcc cgggggccac agctgcctct gctgtctact cgcccctcta 1020 

gccacttgcc ccatggtctg gccacagcca ggcctctcca gactctgcct ttggaagagc 1080 

cctagcccag aagtcaggag cccaggccct tatttcacca tgcccctttg atggagttgt 114 0 

aagtcaccag caagtctcac ccttcccaag cctcaaaggt ggaagaaaga tggctggccc 1200 

tcttctgtct gcttcagaga gccgctaagg atcacacgag gtacgacgct tggaacaagg 1260 

agagttccta ggaggtgccc catatctatt tgtggattac tattaatagg ttctctggct 1320 

tagccctggc ctggcctaga atgtcagtga ctcctgctcc tgctacagtc gtccgttcca 1380 

gctttgtcac agcctgaaat tgccctgact gttccagtcc atgtcctcct gagttctgct 1440 

tccttccttc gagaaacttg ccttgactga cgcacccccc cgggtctgtc tccttttctg 1500 

aattccctca gcatggacca tgtgaacgtg ggcagaaggg agtgggtttt acattcactc 1560 

cgtcttagtc ttccccaaaa ccctgtgagt tagttgcgtg aacgtgggca tgtgagaagg 1620 

agagttgggg ctagaccagc ctggtatttt ggtgcctgga cacctggtca gttccttctc 1680 

tttgacctgc attgtgtaga cagaagctac tttcatgcct ggagctacac atttttatat 1740 

gttgctcctg gggtggcagg agagagcggt ggggggagaa gggaagacat tcagactttg 1800 

cctaactgca tccaagaagg ctgctcctaa tcaccaggtc agtcacctga gaaaatgatc 1860 

agttatcttc tttatcccct cccattcttc aaacaaagct caattgctca gaacaagtaa 1920 

tgcaaatttg gctggtgcca gtattcctgc ccaggcacct ttgtgattag ctcagccatt 1980 

gacaaactat ccctgaggct cacctttttc cgaaacatgg tcgataaatc tgacttggac 2040 

agaatgggaa gactggacat tgctctttga cctccttggc tcgtaacagc aattgctttg 2100 

aggttggtca aatattccca agaatgaagg aagcaggttc tgacaggtca cagatactac 2160 
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agcagctaat ggctgcacca ggaggggaag cagcttctgc ctgagcaccc tctgtgctct 2220 
gccttgcctt agttttgctt ttggttggaa gccaagaaca gtggctgact gcagaatgtc 2280 
cagactcacc 2290 



<210> 465 

<211> 754 

<212> DNA 

<213> Homo sapiens 



<400> 465 

ctttataccc tgtgctttaa ggctgctgtg tgtcacctct agtgagcctg acttgtacca 60 

cattttggtc tggtttgttg tgctagacta gaattaacaa agatgatttt tatgagagtg 120 

cttatgcttt tgtgctgtat ggacagtttg gggtctttgg atacattcca gtggctatca 180 

agagtattgt gtcctactga gaatttgatt tttgagttga atggatacga attaaatagt 240 

acctggtttg gttggcttaa tacataatat tgaattttat tggctcacgt gaataaaact 300 

gaacacttca tgattacatg atggggaaac atgtgggggc tttgtctcta ttgaaatatt 360 

tttcttacgg gtgcgattga attttattct aggcaagagt gccctactct atcttaatgg 420 

aagtatggta ttcccagact ctgagggctg gcgtgaagct tacactatgt ggtatggtgg 480 

atgggactag ccttatgcgg gaagtctcat tgctgggctc gccgtggttt attttgctca 540 

aaccacaaga acgatacctt agttgaagga tgtcatacta agactcctta gcacagtgcg 600 

aagccgacac tctctggttt tgtttccgcc aagagaataa aagctggaag gcccatggtt ' 660 

ggactgctgc tggtgcgcga cgttaaccct ccttcccccc ctttggaacc ccccccccaa 720 

atttgaatta aagccccccc ccatattcgc cccc 754 



<210> 466 
<211> 718 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> mis cofeature 
<222> (1) . . . (718) 
<223> n = a,t,c or g 



<400> 466 

cccacgcgtc cggagactgg gctctggctc tgttcggcct ttgggtgtgt ggtggattct 60 

ccctgggcct cagtgtgccc atctgtaaag gggcagctga cagtttgtgg catcttgcca 120 

agggtccnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nctccatgtg cgtccatatt 180 

taacatgtaa aaatgtcccc cccgctccgt cccccaaaca tgttgtacat ttcaccatgg 240 

ccccctcatc atagcaataa cattcccact gccaggggtt cttgagccag ccaggccctg 3 00 

ccagtgggga aggaggccaa gcagtgcctg cctatgaaat ttcaactttt cctttcatac 360 

gtctttatta cccaagtctt ctcccgtcca ttccagtcaa atctgggctc actcacccca 420 

gcgagctctc aaatccctct ccaactgcct aaagcccttt gtgtaaggtg tcttaatact 480 

gtccnnnnnn nnnnnnaaac agggtttgga aaattccaaa taactatcca aagccctggg 540 

ggccccctgg ttttggcccg gccctgggcc tccaaatttc caagccccaa atttnnnnnn 600 

nnnnnnnnnn ttcccaaaat ggggggaaaa acctttgcat atggccgaat aaaccccacc 660 

cggcccgcaa aaaacnnnnn nnnnnnnnnn ncatctttgg cgtctctaaa ccccaccg 718 



<210> 467 
<211> 4710 
<212> DNA 
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<213> Homo sapiens 



<400> 467 

gaattccttt ccaaaaataa tcatactcag cctggcaatt gtctgcccct aggtctgtcg 60 
ctcagccgcc gtccacactc gctgcagggg gggggggcac agaatttacc gcggcaagaa 120 
catccctccc agccagcaga ttacaatgct gcaaactaag gatctcatct ggactttgtt 180 
tttcctggga actgcagttt ctctgcaggt ggatattgtt cccagccagg gggagatcag 240 
cgttggagag tccaaattct tcttatgcca agtggcagga gatgccaaag ataaagacat 3 00 
ctcctggttc tcccccaatg gagaaaagct caccccaaac cagcagcgga tctcagtggt 360 
gtggaatgat gattcctcct ccaccctcac catctataac gccaacatcg acgacgccgg 420 
catttacaag tgtgtggtta caggcgagga tggcagtgag tcagaggcca ccgtcaacgt 480 
gaagatcttt cagaagctca tgttcaagaa tgcgccaacc ccacaggagt tccgggaggg 540 
ggaagatgcc gtgattgtgt gtgatgtggt cagctccctc ccaccaacca tcatctggaa 600 
acacaaaggc cgagatgtca tcctgaaaaa agatgtccga ttcatagtcc tgtccaacaa 660 
ctacctgcag atccggggca tcaagaaaac agatgaaggc acttatcgct gtgagggcag 720 
aatcctggca cggggggaga tcaacttcaa ggacattcag gtcattgtga atgtgccacc 780 
taccatccag gccaggcaga atattgtgaa tgccaccgcc aacctcggcc agtccgtcac 840 
cctggtgtgc gatgccgaag gcttcccaga gcccaccatg agctggacaa aggatgggga 900 
acagatagag caagaggaag acgatgagaa gtacatcttc agcgacgata gttcccagct 960 

gaccatcaaa aaggtggata agaacgacga ggctgagtac atctgcattg ctgagaacaa 1020 

ggctggcgag caggatgcga ccatccacct caaagtcttt gcaaaaccca aaatcacata 1080 

tgtagagaac cagactgcca tggaattaga ggagcaggtc actcttacct gtgaagcctc 1140 

cggagacccc attccctcca tcacctggag gacttctacc cggaacatca gcagcgaaga 12 00 

aaagactctg gatgggcaca tggtggtgcg tagccatgcc cgtgtgtcgt cgctgaccct 1260 

gaagagcatc cagtacactg atgccggaga gtacatctgc accgccagca acaccatcgg 1320 

ccaggactcc cagtccatgt accttgaagt gcaatatgcc ccaaagctac agggccctgt 13 80 

ggctgtgtac acttgggagg ggaaccaggt gaacatcacc tgcgaggtat ttgcctatcc 1440 

cagtgccacg atctcatggt ttcgggatgg ccagctgctg ccaagctcca attacagcaa 1500 

tatcaagatc tacaacaccc cctctgccag ctatctggag gtgaccccag actctgagaa 1560 

tgattttggg aactacaact gtactgcagt gaaccgcatt gggcaggagt ccttggaatt 1620 

catccttgtt caagcagaca ccccctcttc accatccatc gaccaggtgg agccatactc 1680 

cagcacagcc caggtgcagt ttgatgaacc agaggccaca ggtggggtgc ccatcctcaa 1740 

atacaaagct gagtggagag cagttggtga agaagtatgg cattccaagt ggtatgatgc 1800 

caaggaagcc agcatggagg gcatcgtcac catcgtgggc ctgaagcccg aaacaacgta 1860 

cgccgtaagg ctggcggcgc tcaatggcaa agggctgggt gagatcagcg cggcctccga 1920 

gttcaagacg cagccagtcc atagccctcc tccaccggca tctgctagct cgtctacccc 1980 

tgttccattg tctccaccag atacaacttg gcctcttcct gcccttgcaa ccacagaacc 2040 

agctaaaggg gaacccagtg cacctaagct cgaagggcag atgggagagg atggaaactc 2100 

tattaaagtg aacctgatca agcaggatga cggcggctcc cccatcagac actatctggt 2160 

caggtaccga gcgctctcct ccgagtggaa accagagatc aggctcccgt ctggcagtga 2220 

ccacgtcatg ctgaagtccc tggactggaa tgctgagtat gaggtctacg tggtggctga 2280 

gaaccagcaa ggaaaatcca aggcggctca ttttgtgttc aggacctcgg cccagcccac 2340 

agccatccca gcaaccttgg gaggcaattc tgcatcctac acctttgtct cattgctttt 2400 

ctctgcagtg actcttcttt tgctctgtta ggaacttgaa cacaaaaatt aaatttgctt 2460 

aaaagcccag ttcctatgaa aaagatcagt gccccctttg gaagaacctg gcaggaccac 2520 

catggccaca gctgctgagc aaccattctg tgtggaagag aaggttttgt gattggaaaa 2580 

agctttacct ccagacatgt caccactcac agatactttt gtgccacttc ataaggagtt 2640 

tgcccccttt ttaatggcag taaaaagaat ttgagagctc tttctttaaa tgctattttt 2700 

aaaaaccatc atgctagatt tacagagaag tttctgcata tctgctactt gttgcatttt 2760 

gggttcaaac ctaaatatga tgtagcagag gaagaattct aagtaccttc taaagcttgt 2820 

gtcagattgt taaaatcacc acacattccc ctcattctaa ctctgtgctc cttgtcctcc 2880 

cttcaataat aattggcttt gcttgcaatt aagcatttaa gtgcccatgt taaaagagcc 2940 

agaccgcact gattcacatg agcgttttgc tgacatgatg ggcaactgaa gtcacccctg 3000 

ttgcccatgc actggaaaaa aagttgaatt tgttggatat tttctggggc tgatgaacgt 3060 

tctgggatgt gctttcagtc ctcgtattac ggccagcacc ttacactgtc tctgtgaacg 3120 

gggccaagcc atgatgtgcc aacaagtgtc agctttgaaa ggtgtttgtc tcccaatcgg 3180 

ggtgactccc ctgctgcctg gcagcatgtc gcagatcagc acagagtggg gccgtggttc 3240 

agcagtgacc cacagaatgg ctttgagcat cagtctacag gacaggttgg aagcatccac 3300 
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tgtgaaccag gcattagtcc cctacctggc ctgtgtgtgc tcagtagaga aggagaggga 33 60 

caggccactc ccagactgcc cagcccagga gggttaataa attggggccg agccaacctg 3420 

tcagtgcttc ctgaatgccc cagcctctgt attggtgcgt tggttcagtg acattttcta 3480 

aactctcctg aaaatccagc tgctcctccc tgctgcttgg gagttcaccc aggagaggaa 3540 

atgggtgtgt tttgttaagg tcccttgtgg agactcaggg ctgaatcctg cttggtaata 3600 

tcagtgtgtg tgcttgggga tggaccttct actgaataaa aactccctcc ctccccccat 3660 

tgtggtcaca tatcattcta catatctcat ctctgagcat ctccatggaa gcttgatttt 3720 

tgttcttttt ggtttcttta tgtatttttt tctgttgtta ttatttttta atgttcaaag 3780 

actagccttt ccctttggga ttccaaatga tcccatgctg tggtctgagg ggcaaagcca 3 840 

cctatgttgg cgctcgccat taatccccag cgctcagttt agaggctcac gtgcagacat 3900 

cagaggctcc atgctgcaca gtagctcagg cagggtagtg cctctcaacc cagccacaaa 3960 

actctccccg ctggagtccc agatggcgct tcacaccaag gcagtggagg caggcatggt 4020 

ttttgggcac agggcagagc ataaggatcc caggtcagtg tgggagagct actggctctt 4080 

aggatcacct tgggcagaag tcacacggct tcatcctagg agggcccagc ttgggagtct 4140 

gcctccccct gatcccagga ccacccacag gagaggggca gtgtccatct ttctgaaggg 4200 

accctttgga gatctcgtcc taagtgtgga gaggactgac gtggccctgt catctcaaca 4260 

catcccaggg tcaggcaggc ctcagctgaa acaatgtcag ggtcctcaag ggtcccattt 4320 

agacagaccc acggcttgta acagtgcgct cctcaggagg cagcactagc gcatacccac 4380 

tccccacgga cactgagttc ctggtgacag ctgcagcccc agccccgcca ggagtcctgg 4440 

agacagcagc cctcagagac cctgcaggag tgagtgcacc ccaccttgct cagccacacc 4500 

ccactcccct gtgccctgta gttgtgctgc ccatgctcca cacaccatgg ggcccctttg 4560 

ctcatttttg gactatttat acagcaggtt tggatcatgt ttttctacta ataagaatgc 4620 

taacattgtt gtgtagataa tcagtgaggg ctttatgaag tttacacctt tgcattatta 4680 

aaggaaataa cagttcatgt gaaaaaaaaa 4710 



<210> 468 

<211> 1277 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (1) . . . (1277) 

<223> n =; a,t,c or g 



<400> 468 

tttttttttt ttagagttta aggaaagaaa tatatttgaa ccacataaac aaacaaaaag 60 

gtattacata agaaaaaata atgtaacaat ttatgtaagt acctaacata tgagcatgct 120 

cttacatcta aaacaaaaaa taaaaaggta acattggtac tatatatata tatttgacaa 180 

gtgtgcatta aagaattctc taatataaaa catttaaaat gtggagaata ctttttcaag 240 

atacagaaaa caattgttat gataggcaca cccacaattc ttataacaac atgcttgcga 300 

ggataaaatc cacctgagca ctcatttctc agatgtacca acgctagaaa agtgttaagc 360 

actgaatatt gccacccact tttgcaatgt ttgagtttca acactgattg gtatgaattc 420 

tgaattacac aattaattac tgttattttt cagtctttct gccatgttcc atatagaagg 480 

catgtattta atatgaatac ttaacacagc aacattattt gtagcaaagt cacttccctg 540 

tgttcatttt tcctttaaag gcactatatt tagaaaagtt attacaacaa atagtgcttt 600 

ggaagatctg aaactccaaa tcaatgtgct ccatcaacca taagtagatc taagaagccc 660 

tgactgaaaa taacacaaat gtaaaaagtt gataaattta aagattataa aattggttta 720 

ttgtaaaagc aattcaagaa tacccagtta aaatcttatc ccaatgctac ccaatacaac 780 

caagaagcag ttaagcactt ttacattagg aacaaggaca taaaacaaga gaccacatca 840 

aggctatgat tcaaactcaa aaagggaaag gactcttagg tctccttcag gtcagtacag 900 

agggcatcgt aagatcaaag cactgtgcca ggtatcacag tactgctaca acactgaggt 960 

ataactgggc aaattaaagt tgaggggtaa aggaagatct ccatattcat attgttttgt 1020 

gggtgtactt aggtgactga aactctagaa cagctgcctt taatggcagc acggtgtaag 1080 

acaagtcttt attaaagaga aagaagttta taaagttctc tatcaaggtc cccctaaatt 114 0 

ttcacaaccc ccccccaaaa ctttcccacc ctccccctaa gctaaagcta atctgctgat 1200 
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atataagata taatcttaat ctgtgcctcg tgccaagctt ggcgtnntgn tggtcaagac 1260 
ggtttcaaag tgtcaat 1277 



<210> 469 
<211> 659 
<212> DNA 
<213> Homo sapiens 



<400> 469 

tttcgtggag gagtggcccg agcctctttg ctgcctgaca gccctgggct cactgtcctg 60 

cagccccacc agcagtgatg aggatctgga gtagagctgt gggggatggc cctgcagcag 120 

tctgttgtcc cctgaggtcg tggtgcctct tgctctgggc cctggattct ctggatcctg 180 

cagcagtcac cactcatgct tctgctatgc tttccggtgt cttcactcct ccttttgtct 240 

ctgccttgcc tgtccagtgg atgcaaatgc ctgttctcag ttttctgtct ttaactggga 300 

gttctgttta tgtccacatg gctctcctct caggccacca gggaagtgac acctgcagtg 360 

gtctgtagcc tagcccattt gttagggaga tgggctctgg gtgtcactgg ctgacagaat 420 

ggccacggcc ctggacttaa gtctctctgc agggcctgga ggggcgctag gctgccctga 480 

gatggcacag cccccgggaa ttgaacagtt gggtcacaaa ggaaacccat atgctgcagg 540 

gttgctggcc gctgtggggg attccacttt gccccgtttt caaaaatcaa taaccgggga 600 

aaaaatgggc cattgccacc tgagggaggg gcccttcgcc tttttttatc tagaggcac 659 



<210> 470 

<211> 1103 

<212> DNA 

<213> Homo sapiens 



<400> 470 

atttatattg cacttatgct atctatatcc tatttctcca attctttaat gcttagactt 60 

gttcctttag cagcatatgt attatcttat ttgatttgtt cagtacttct acatattaac 120 

cagaccactg tcactacata tcggggaagg aaacaaagaa aaaagataca atttgctacc 180 

ggaaatcacc agtcagcaca aagctatagt gagctcttaa gcctgtctct ctctttttct 240 

tctcttcttt cccctgtctt ctctcttcct tcttggtctc ttccttccct ccctcccttc 300 

ttttctcact ccccacacca gaaagggata atgatggtgc ccagatcggt ctagaaccct 360 

gataactatt tcttgaagga tggcagaggc tccagcccaa cgtttaccca ccctcttccc 420 

cacccaagtg gacgcacact gctcctaaca taccaagtat tacattcggt ggcagttgca 480 

gtttggaaac tacgcctacc tagaaacatt ttgaaatgcc aagttgtttt aaacttgtat 540 

gattaattca aataataacc tttcactaat accatcagct cttgattgtt cacaagccat 600 

tctggaaggt gtgagcaccc tgctcatcat ccctcccccc agccgcctct aggcactgtg 660 

gctgctctgc cagagggagg gccttggaaa acaaagagct gcgacttcaa atcaatccat 720 

tgttccacat gttatcagcc ctgaaaaagg ctttgcggag aaaatagttg caattccagt 780 

ttaaaatatg gttgggaaat acacggggat ctatctatac gcttaccaat ggctgattcc 840 

ttgcctgcag tcacggaggt aaaacacaca aggtggtgat aaaaaaaaaa tacaaagggc 900 

ttgtgtttat atgcccaaac cttttattaa tttaacgggc gactttattt acgtctcaac 960 

aagtcgtgga atctctttta taaattctct acaattcttt ttaagaaaaa gaggggctta 1020 

gacacctctg ttgaacccca acgtagcaaa tcaatggggg cggcccttag agaccattct 1080 

aacccggcgc cgccggtata tct 1103 



<210> 471 

<211> 434 

<212> DNA 

<213> Homo sapiens 
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<400> 471 

tctaaatcac tcatcattgg ttaaagccga gctcacagca gaataagcca ccatgaggct 60 

gtcggtgtgt ctcctgctgc tcacgctggc cctttgctgc taccgggcaa atgcagtggt 120 

ctgccaagct cttggttctg aaatcacagg cttcttatta gctggaaaac ctgtgttcaa 180 

gttccaactt gccaaattta aggcacctct ggaagctgtt gcagccaaga tggaagtgaa 240 

gaaatgcgtg gatacgatgg cctatgagaa aagagtgcta attacaaaaa cattgggaaa 300 

aatagcagag aaatgtgatc gctgagatgt aaaaagtttt taatgctagt ttccaccatc 360 

tttcaatgat accctgatct tcactgcaga atgtaaaggt ttcaacgtct tgctctaata 420 

aatcacttgc cctg 434 



<210> 472 

<211> 829 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<222> (1) . . . (829) 

<223> n = a,t,c or g 



<400> 472 

ttccaactgt gtgtcgggta ctgtgctagc ctggagcagc aaagaaggat aaaaagaacc 60 

ttgttttaga ggagctatta agtcagattc tgtccccaaa ctgaacagct acacaaagag 120 

gtgatttctg tttgaggggt ttgtgtgatc atctaacaac aaaggagctg ggaaccaaga 180 

aagttgggtc aataataaca atgactacat taatccagta tcatgccagg ttctattcta 240 

agcaatttac atgtattact taagtatttg tttacatttg cggaagtttt ccttgtcccg 3 00 

ggcccattca atgtgttatt tttatctcta cgtttagaaa ctttgacctt ttttgttttg 360 

tggcttgtcc cttatttgat ttaaaaagtc attatatggc caggcgtggt ggctcacgcc 420 

tgtaatccca gcactttggg aggccaaggt gggcagatca cctgaggtca gtagtccaag 480 

accagcctga ccagcaagga gaaactccca tctctactaa aatacaaaat tatccgggtg 540 

tggtgatgca tgcctgtaat cccagctact ccagaggctg aggcaggaga atcgctttaa 600 

ccctgaggcg gaggttgcag agagctgaga ttccgccatt gcactccagc ctgggcaaca 660 

aagtgaaact ccatctcaaa aaaaaaaagg gggggccctt aaaaagacaa atttataaac 720 

cggggtttga aaaaaatttt tttttggggc ccaaatttaa ttcccggccc ggttttaaac 780 

gggggagggg gggaagaagn ngnngnngcg agcacacccc tcccgcccc 829 



<210> 473 
<211> 926 
<212> DNA 

<213> Homo sapiens 



<400> 473 

tttcgtggtg gctcactcct gtaatcccag ctactcatga ggctgaagca ggagaatcac 60 

ttaaacctgg gaggcggagg ttgcagtgag ctgagatcgc accactgcac tccagcctgg 120 

gcaacagagt gagactctgt ctcaaaaaac agagtattac aagagatgac acatttgaaa 180 

cacttggaac agtgctgggc atggagtagt cactctgaaa tgttagcagc attaccatct 240 

tcatgatatg gctggcattg tgctggagat gccaaattaa taaggcctct gaggctcaca 300 

gtctgaggag ggagggagct aactatcctt gtgtgctacc acaccacaag taaaacataa 36 0 

acaaggtgtg acaggaaccc aaaacaagga gcgaccaggg tctgggctgg gtcagcttcc 42 0 

taaaggctgg gccttaaaag acaaataggc ttttaagctc ttgaggtcgg agttggggac 480 

agttggaggt gagtagagtc gaacttgggt agggcctgtg gtagaaacta tctgagggcc 540 
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aaaggccagg gtcattgctc tcctatatgc tccagctgtc agagctgtag -accagatgga 600 

aagatggtta ggtcttatcc agacactgtg gctacctgcc cattcgggtc ctctgggaag 660 

agcctgggtg gttcctaggg caaccagtgg ccattactgg ggagggaagg ggacgaatga 720 

STSrgtggacaa gacaaggggc atttcccctt gccaccacgt tagaaatagg aaggaccttc 780 

cgggaagaag ggttcccctt gccaccacgt tagaaatagg aaggaccttc cgggaagaag 840 

ggttcccctt gccaccacgt tagaaatagg aaggaccttc cgggaagaag ggttcccctt 900 

gccaccacgc cgaccctatg cagtct 926 



<210> 474 
<211> 667 
<212> DNA 

<213> Homo sapiens 



<400> 474 

tttcgtgcgc tgcaaagcgt gtcccgccgg gtccccgagc gtcccgcgcc ctcgccccgc 60 

catgctcctg ctgctggggc tgtgcctggg gctgtccctg tgtgtggggt cgcaggaaga 12 0 

ggcgcagagc tggggccact cttcggagca ggatggactc agggtcccga ggcaagtcag 180 

actgttgcag aggctgaaaa ccaaaccttt gatgacagaa ttctcagtga agtctaccat 24 0 

catttcccgt tatgccttca ctacggtttc ctgcagaatg ctgaacagag cttctgaaga 300 

ccaggacatt gagttccaga tgcagattcc agctgcagct ttcatcacca acttcactat 360 

gcttattgga gacaaggtgt atcagggcga aattacagag agagaaaaga agagtggtga 42 0 

tagggtaaaa gagaaaagga ataaaaccac agaagaaaat ggagagaagg ggactgaaat 480 

attcagagrct tctgcagtga ttcccagcaa ggacaaagcc gcctttttcc tgagttatga 540 

ggagcttctg cagaggcgcc tgggcaagta cgagcacagc atcagcgtgc ggccccagca 600 

gctgtccggg aggctgagcg tggacgtgaa tatcctggag agcgcgggca tcgcatccct 660 

ggaggtg 667 



<210> 475 

<211> 1519 

<212> DNA 

<213> Homo sapiens 



<400> 475 

ccggaactcc cgggtcgacg atttcgtagc tccctgagac tttccctggg cctcaggatc 60 

tcaccctcca tcctgtctgc cctgcaggat gccgcagctg agcctgtcct ggctgggcct 120 

cgggcaggtg gcagcattcc cgtggctgct cctgctgctg gctggggcct cccggctcct 180 

ggccggcttc ctggcctgga cctatgcctt ctatgacaac tgccgccgcc ttcagtactt 240 

tccacaaccc ccaaaacaga aatggttttg gggtcaacca ggacctcctg ctattgcgcc 3 00 

caaggatgat ctctccatca ggttcctgaa gccctggcta ggagaaggga tactgctgag 360 

tggcggtgac aagtggagcc gccaccgtcg gatgctgacg cccgccttcc atttcaacat 420 

cctgaagtcc tatataacga tcttcaacaa gagtgcaaac atcatgcttg acaagtggca 480 

gcacctggcc tcagagggca gcagttgtct ggacatgttt gagcacatca gcctcatgac 540 

cttggacagt ctacagaaat gcatcttcag ctttgacagc cattgtcagg agaggcccag 600 

tgaatatatt gccaccatct tggagctcag tgcccttgta gagaaaagaa gccagcatat 660 

cctccagcac atggactttc tgtattacct ctcccatgac gggcggcgct tccacagggc 720 

ctgccgcctg gtgcatgact tcacagacgc tgtcatccgg gagcggcgtc gcaccctccc 780 

cactcagggt attgatgatt ttttcaaaga caaagccaag tccaagactt tggatttcat 840 

tgatgtgctt ctgctgagca aggatgaaga tgggaaggca ttgtcagatg aggatataag 900 

agcagaggct gacaccttca "tgtttggagg ccatgacacc acggccagtg gcctctcctg 960 

ggtcctgtac aaccttgcga ggcacccaga ataccaggag cgctgccgac aggaggtgca 1020 

agagcttctg aaggaccgcg atcctaaaga gattgaatgg gacgacctgg cccagctgcc 1080 

cttcctgacc atgtgcgtga aggagagcct gaggttacat cccccagctc ccttcatctc 1140 

ccgatgctgc acccaggaca ttgttctccc agatggccga gtcatcccca aaggcattac 1200 
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ctgcctcatc gatattatag gggtccatca caacccaact gtgtggccgg atcctgaggt 1260 

ctacgacccc ttccgctttg acccagagaa cagcaagggg aggtcacctc tggcttttat 1320 

tcctttctcc gcagggccca ggaactgcat cgggcaggcg ttcgccatgg cggagatgaa 1380 

agtggtcctg gcgttgatgc tgctgcactt ccggttcctg ccagaccaca ctgagccccg 1440 

caggaagctg gaattgatca tgcgcgccga gggcgggctt tggctgcggg tggagcccct 1500 

gaatgtaagc ttgcagtga 1519 



<210> 476 

<211> 628 

<212> DNA 

<213> Homo sapiens 



<400> 476 

tttcgtggtt ttttaaggaa ccaaaagcat gtttgaaatt gcccagtatc gacctgttta 60 

aaaggcaaat tctctgccta tgagagatat cttctgctat aattacaagt ctctaagatg 120 

tctatcagta gtcagctttt accaagacta gcctggcacc agggttagcg aactatggcc 180 

tgctgcctgt ttttgaatgg ctcatggcta agcatggctt taaaattttt taattgttgg 240 

ggaaaaaaaa tcaaaagaat aatattttat gtgaaaatta tgaaatttaa atttcagtgt 300 

ccacaaataa acacagccac gtacattcat ttacatggtt gcttttgcac ttcaatggca 360 

gaattgagta gttagcagag accatatggt ccacaaagcc taaaatattt actatttggc 42 0 

cttttacaga aaaagcttgc tgaaccctgg tctggcaggt agctacagca gataaattga 480 

taactttaca taaaataggg cagggcacgg tggctcacat ctgtaatcgc agcactctgg 540 

gaggccgagc agggtggatc acctgagatc acgggtttga cacttgaccc aacccttgga 600 

attcaagatg ttgggtccta aacttccc 628 



<210> 477 
<211> 377 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (377) 
<223> n = a,t,c or g 



<400> 477 

nggccccttt atgagaacct ttacgttcgt cctgaccaca cccttgtcac ccccaggccc 60 

gggtgctgcg cagcccccgg gatgcagtac aatgcctcca gcgccttgcc ggatgacatc 120 

ctcaactttg tcaagaccca ccctctgatg gacgaggcgg tgccctcgct gggccatgcg 18 0 

ccctggatcc tgcggaccct gatgaggtcg gtcctggaga ggcagggcat ggcgagggga 240 

gacaggatgg ggtagatgga gggtgagagg atccagatgc tcaacacaga tgagcccatg 300 

gcttccggcg ctgcccagag agctggagac acagagagac agagagggaa agatggagag 360 

acaccaggaa ttgtatt 3 77 



<210> 478 

<211> 1247 

<212> DNA 

<213> Homo sapiens 



<400> 478 
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tttcgtgcag gagacagggg aggaaagggg tagggaggct tgtacagtgc agggggcctt 60 

atgtggacta ggaggcagcc gcccccacca gcacccactc tgtagaccca ggcgtctggc 120 

tcccagcacc cacggaaaga gcctggctag gaaactgcag cctggtgcct ggcagacagt 180 

tctcattctc cccagggcag ggagcaggtt atgaccagga ctaaggtccc agagtcccca 240 

ccctgacccc tccctgctgt tccagccgct ccctcatatc cacccctgcc ccatctcctg 300 

actttggtca cgctagcatc ttctgctgat cctgaaattg taccagcggc aagatgtggc 360 

ctggaagggg actttaagtt ctccacaact gccagcaatc cttccaccag gcaaaacaca 420 

tcatctaagg aaaagaagtg aggtttgctt agggcgtggc agcttcggat aaacgcagga 480 

ctccgcctgg cagcccgatt tctcccggaa cctctgctca gcctggtgaa ccacacaggc 540 

cagcgctctg acatgcagaa ggtgaccctg ggcctgcttg tgttcctggc aggctttcct 600 

gtcctggacg ccaatgacct agaagataaa aacagtcctt tctactatga ctggcacagc 660 

ctccaggttg gcgggctcat ctgcgctggg gttctgtgcg ccatgggcat catcatcgtc 720 

atgagtgcaa aatgcaaatg caagtttggc cagaagtccg gtcaccatcc aggggagact 780 

ccacctctca tcaccccagg ctcagcccaa agctgatgag gacagaccag ctgaaattgg 840 

gtggaggacc gttctctgtc cccaggtcct gtctctgcac agaaacttga actccaggat 900 

ggaattcttc ctcctctgct gggactcctt tgcatggcag ggcctcatct cacctctcgc 960 

aagagggtct ctttgttcaa ttttttttta tctaaaatga ttgtgcctct gcccaagcag 1020 

cctggagact tcctatgtgt gcattggggt ggggcttggg gcaccatgag aaggttggcg 1080 

tgccctggag gctgacacag aggctggcac tgagcctgct tgttgggaaa agcccacagg 1140 

cctgttccct tgtggcttgg gacatggcac aggcccgccc tctgcctcct cagccatggg 1200 

aacctcatat gcaatttggg atttactagt agccaaaagg aatgaaa 1247 



<210> 479 

<211> 2070 

<212> DNA 

<213> Homo sapiens 



<400> 479 

tttttttttt ttgagacgga gtctcgctct gtcgcccagg ctggagtgca gtggcgggat 60 

ctcggctcac tgcaagctcc gcctcccggg ttcacgccat tctcctgcct cagcctccca 120 

agtagctggg actacaggcg cccgccacta cgcccggcta attttttgta tttttagtag 180 

agacggggtt tcaccgtttt agccgggatg gtctcgatct cctgacctcg tgatccgccc 240 

gcctcggcct cccaaagtgc tgggattaca ggcgtgagcc accgcgcccg gcccacttac 300 

actttttaaa cttcttcctc ttctcctata cctaagggct ccaatgatac tacttatcag 360 

ggaagaaagt actgtatcta gataaactac ccttaagtat tacaggctta gcaagttgaa 420 

tttctagaaa atactcattc ataatttatt ttattttatt ttttttgaga cagagtcttg 480 

ctctgtcgcc caggctggag tgcagtggcg ggatctcggc tcactgcaag ctccgcctcc 540 

cgggttcacg ccattctcct gcctcagcct cccaagtagc tgggaccaca ggcgcccgcc 600 

accacacccg gctaattttt tgtattttta gtagagacgg ggtttcaccg tgttagccgg 660 

gatggtctcg atctcctgac ctcgtgatcc gcccgcctcg gcctcccaaa gtgctgggat 720 

tacaggcgtg agccaccgcg cccggccccc tcctccccaa tttttcatac agttgcccct 780 

atacaatata cacacccttg agggcaggta gaagtccagc ccacctgcgc cagggacgct 840 

gtggggagca tttttctctg agttgataag agaaccctga tgggcggtga gcagaggaac 900 

cacagaacag ccagggctca aggctggcag cggataggcc aggagagatc gctaggcccc 960 

agaaagcccc ctactttcag tcagggtggg caagagggtc ttcgcagtga agtgggaggc 1020 

aggcctggag gagggagcca gggagacccc tgggagccct gaggttgggg gccaggcagg 1080 

gagatgggga tagcagctgc ctcagtactt ggggaccttg ctgtagtctt cggaatggac 1140 

gtgccggcac aagcagatgg acaggaccat ccccaggagc tcgatgatgg ccacacccac 1200 

gcccacgccg aggatgatgc ccaggttctc ctgcagccac gcctgcacct tctccatgca 1260 

gccctcctgg tacacaggcc agtcctcagg gtggttgcca ctctgggtcc tgttgccggg 1320 

ggcctcgcag aagcccttcc tcacagaaag gctgttgtcc tcttccccct tgacttcgca 1380 

ggaacagggg taggtgacct cagggcgatt catgagctca gcgttgtctg tccagttgta 1440 

gaagctgacc cagccgcagc acttcacctg agcctgcacg tagtcccagg catcctgcag 1500 

gctgtcctcg cgactgctgt tgtagtctcg aatgagctca gtcacgatgc cgcccatctc 1560 

ctgcttcagc ttgcccatgt tgaagtagaa gagggccccg gccgtcacct gggcaatgag 1620 

gatcaggagc aggaaagcaa agtacagccc cagcaggcag cggacctcgt tgacggcgcc 1680 
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gatgcagccc aggaagccca tgagcatagt gactgccccc acgccgatga agacataggc 1740 

ccccatccta agcgagctgg aggaggtttg caggacagag atgaaactgc tcttgtcggc 1800 

caggatccac accccgaagc ccaggatcac tgcgcccagg ataaagaaga tcaagttgaa 1860 

gaggaagaga aagtatttgg tgactttgat acaggctgag cccatcccgc cagt'cctgga 1920 

gcttccttcc acgaaaccag tgcagctggt cacagggccc acttctgcct gtgcccacgt 1980 

gtcgtccaca cagcagcagg gaggactctg cgggttctgc tttctgctcc gcgctgcagg 2040 

cccagcgtca cccgctcgtg cctcagtcgg 2070 



<210> 480 

<211> 4686 

<212> DNA 

<213> Homo sapiens 



<400> 480 

gtggactgtg cattgtcact tattcgactt gggatggagc ggaatattcc tggtttgctg 60 

gttctctgtg acaatttggt tactctggaa acattggttt atgaagccag gtgtgatgta 120 

actctaaccc tgaaagaact ccagcagatg aaagacattg aaaaactaag attactgatg 180 

aatagttgtt ctgaggataa atatgtgaca agtgcctacc agtggatggt tccctttctt 240 

catcgttgtg agaaacagtc gcctggtgtg gctaatgagc tattaaaaga atatttagta 3 00 

actttagcta aaggggactt aaaattt ccc ctgaagatat ttcagcattc caaaccagat 360 

ctgcagcaaa aaattattcc tgatcaggac caactgatgg caatagcact agagtgcatc 420 

tatacctgtg aacgaaatga tcaactctgt ctttgctatg acctactaga atgtctgcca 480 

gaaagaggat atggtgataa gacagaggca accacaaagc ttcatgacat ggtagaccaa 540 

ctggaacaaa ttctcagtgt gtcagagctt ttggaaaaac atggactcga gaaaccaatt 6 00 

tcatttgtta aaaacactca atctagctca gaagaggcac gcaagctgat ggttagattg 660 

acgaggcaca ctggccggaa gcagcctcct gtcagtgagt ctcattggag aacgttgctg 720 

caagacatgt taactatgca gcagaatgta tacacatgtc tagattctga tgcctgctat 780 

gagatattta cagaaagcct tctgtgctct agtcgccttg aaaacatcca cctggctgga 840 

cagatgatgc actgcagtgc ttgttcagaa aatcctccag ctggtatagc ccataaaggg 900 

aaaccccact acagggtcag ctacgaaaag agtattgact tggttttggc tgccagcaga 960 

gagtacttca attcttctac caacctcact gatagctgca tggatctagc caggtgctgc 1020 

ttacaactga taacagacag accccctgcc attcaagagg agctagatct tatccaagcc 1080 

gttggatgtc ttgaagaatt tggggtagag atcctgcctt tgcaagtgcg attgtgccct 1140 

gatcggatca gtctcatcaa ggagtgtatt tcccagtccc ccacatgcta taaacaatcc 1200 

accaagcttc tgggccttgc tgagctgctg agggttgcag gtgagaaccc agaagaaagg 1260 

cggggacagg ttctaatcct tttagtggag caggcacttc gcttccatga ctacaaagca 1320 

gccagtatgc attgtcagga gctgatggcc acaggttatc ctaaaagttg ggatgtttgt 1380 

agccagttag gacaatcaga aggttaccag gacttggcca ctcgtcaaga gctcatggct 1440 

tttgctttga cacattgccc tcctagcagc attgaacttc ttttggcagc tagcagctct 1500 

ctgcagacag aaattcttta tcaaagagtg aatttccaga tccatcatga aggaggggaa 1560 

aatatcagtg cttcaccatt aactagtaaa gcagtacaag aggatgaagt aggtgttcca 1620 

ggtagcaatt cagctgacct attgcgctgg accactgcta ccaccatgaa agtcctttcc 1680 

aacaccacaa ccaccaccaa agcggtgctg caggccgtca gtgatgggca gtggtggaag 1740 

aagtctttaa cttaccttcg acccccttca ggggcaaaaa tgtggtggtg catatcaaat 18 00 

cggaactaca gccaatgaag atctagagaa acaagggtgt catccttttt atgaatctgt 1860 

catctcaaat ccttttgtcg ctgagtctga agggacctat gacacctatc agcatgttcc 1920 

agtggaaagc tttgcagaag tatttgctga gaactggaaa attggcagag gctaaaaata 1980 

aaggagaagt atttccaaca actgaagttc tcttgcaact agcaagtgaa gccttgccaa 2 040 

atgacatgac cttggctctt gcttaccttc ttgccttacc acaagtgtta gatgctaacc 2100 

ggtgctttga aaagcagtcc ccctctgcat tatctctcca gctggcagcg tattactata 2160 

gcctccagat ctatgcccga ttggccccat gtttcaggga caagtgccat cctctttaca 2220 

gggctgatcc caaagaacta atcaagatgg tcaccaggca tgtgactcga catgagcacg 22 80 

aagcctggcc tgaagacctt atttcactga ccaagcagtt acactgctac aatgaacgtc 2340 

tcctggattt cactcaggcg cagatccttc agggccttcg gaagggtgtg gacgtgcagc 24 00 

ggtttactgc agatgaccag tataaaaggg aaactatcct tggtctggca gaaactctag 2460 

aggaaagcgt ctacagcatt gctatttctc tggcacaacg ttacagtgtc tcccgctggg 252 0 
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aagtttttat gacccatttg gagttcctct tcacggacag tggtttgtcc acactagaaa 2580 

ttgaaaatag agcccaagac cttcatctct ttgagacttt gaagactgat ccagaagcct 2640 

ttcaccagca catggtcaag tatatttacc ctactattgg tggctttgat cacgaaaggc 2700 

tgcagtatta tttcactctt ctggaaaact gtggctgtgc agatttgggg aactgtgcca 2760 

ttaaaccaga aacccacatt cgactgctga agaagtttaa ggttgttgca tcaggtctta 2820 

attacaaaaa gctgacagat gaaaacatga gtcctcttga agcattggag ccagttcttt 2880 

caagtcaaaa tatcttgtct atttccaaac ttgttcccaa aatccctgaa aaggatggac 2940 

agatgctttc cccaagctct ctgtacacca tctggttaca gaagttgttc tggactggag 3000 

accctcatct cattaaacaa gtcccaggct cttcaccgga gtggcttcat gcctatgatg 3060 

tctgcatgaa gtactttgat cgtctccacc caggtgacct catcactgtg gtagatgcag 3120 

ttacattttc tccaaaagct gtgaccaagc tgtctgtgga agcccgtaaa gagatgacta 3180 

gaaaggctat taagacagtc aaacatttta ttgagaagcc aaggaaaaga aactcagaag 3240 

acgaagctca agaagctaag gattctaaag ttacctatgc agatactttg aatcatctgg 3300 

agaaatcact tgcccacctg gaaaccctga gccacagctt catcctttct ctgaagaata 336 0 

gtgagcagga aacactgcaa aaatacagtc acctctatga tctgtcccga tcagaaaaag 3420 

agaaacttca tgatgaagct gtggctattt gtttagatgg tcagcctcta gcaatgattc 3480 

agcagctgct agaggtggca gttggccctc ttgacatctc acccaaggat atagtgcaga 3540 

gtgcaatcat gaaaataatt tctgcattga gtggtggcag tgctgacctt ggtgggccaa 3600 

gggacccact gaaggtcctg gaaggtgttg ttgcagcagt ccacgccagt gtggacaagg 3660 

gtgaggagct ggtttcacct gaggacctgc tggagtggct gcggcctttc tgtgctgatg 3720 

acgcctggcc ggtgcggccc cgcattcacg tgctgcagat tttggggcaa tcatttcacc 3780 

tgactgagga ggacagcaag ctcctcgtgt tctttagaac tgaagccatt ctcaaagcct 3840 

cctggcccca gagacaggta gacatagctg acattgagaa tgaagagaac cgctactgtc 3900 

tattcatgga actcctggaa tctagtcacc acgaggctga atttcagcac ttggttttac 3960 

ttttgcaagc ttggccacct atgaaaagtg aatatgtcat aaccaataat ccatgggtga 4020 

gactagctac agtgatgcta accagatgta cgatggagaa caaggaagga ttggggaatg 4080 

aagttttgaa aatgtgtcgc tctttgtata acaccaagca gatgctgcct gcagagggtg 4140 j 

tgaaggagct gtgtctgctg ctgcttaacc agtccctcct gcttccatct ctgaaacttc 4200 

tcctcgagag ccgagatgag catctgcacg agatggcact ggagcaaatc acggcagtca 4260 

ctacggtgaa tgattccaat tgtgaccaag aacttctttc cctgctcctg gatgccaagc 4320 

tgctggtgaa gtgtgtctcc actcccttct atccacgtat tgttgaccac ctcttggcta 4380 

gcctccagca agggcgctgg gatgcagagg agctgggcag acacctgcgg gaggccggcc 4440 

atgaagccga agccgggtct ctccttctgg ccgtgagggg gactcaccag gccttcagaa 4500 

ccttcagtac agccctccgc gcagcacagc actgggtgtg agggccacct gtggccctgc 4560 

tccttagcag aaaaagcatc tggagttgaa tgctgttccc agaagcaaca tgtgtatctg 4620 

ccgattgttc tccatggttc caacaaattg caaataaaac tgtatggaaa cgatgaaaaa 4680 

aaaaaa 4686 



<210> 481 

<211> 1048 

<212> DNA 

<213> Homo sapiens 



<400> 481 
cccagagttc taggcattgg aaagtaggat 
ttctgttgcc tgtttcagag tccattcttt 
agggaggaca gagtttacga gggtggattt 
gattagttgt atcctaaagc caaatgtaag 
tctcttttaa ataataaaga gttaaatgtt 
atttctactg aaaaatcagg taagaggaaa 
ctagatataa agaaattcct tgtaggaaat 
tagatttgct atgcctgcct ctaccttctc 
acttactttt ttgtccactc ccaacctagc 
gggtcttcat ttctctcttt ctctgtccat 
gtatgggatt ggggaaggga atttcttctc 
gtgccttcat cttttattat ggaagagggc 



tttctgataa agtaactctt ggtgattgct 60 

tacgttttag actgacagga gagggcaagg 120 

gtggacccat gtgtatgttt gtattcatct 180 

tgaattttct tactttagaa taatatattc 240 

gcgtgaaata ttagagaaga tgggagctta 300 

tagctccacc tacagggcaa ataatttaaa 360 

ttgttacaga cttgaattta ctaccaaagc 420 

ctgggcagag tgcctccatc ccgccttagt 480 

acatatatca gtctttctca ctagccttgt 540 

gtggttcctt cttgtgtctg ttgtctgtct 600 

tctggcctct gtcttctctt tgctgtctct 660 

atttgacagg actgatgtac ttacatctga 720 
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atggattttt taaattccct gcagaattgt atagaatgtt gaaaaactta ggtggattgt 780 

tgtttaagtg acagatatat ccatcaaaga atggaacatt tctttgagag agcggaaaac 840 

tacctgttct tagccgggcg tgggggctca tgcctatagc cctaacactt tggcaagccc 900 

cagagggtcc atcgcttgag ctcaggagtt ggaaatcagg ccgggcaccc tggacgaaat 960 

accattttcc ccgagagaac atacgcaact actcccgccg tggagggaac ggcgaccggg 1020 

agacgttcac ttcttgaagg gcagtaag 1048 



<210> 482 

<211> 411 

<212> DNA 

<213> Homo sapiens 



<400> 482 

ccgggaacat gactaccact tttcccccaa ggaaaatggt ggcccagttc ctcctcgtgg 60 

cgggcaacgt ggccaacatc accaccgtca gcctctggga agaattctcc tccagcgacc 120 

tcgcagatct ccgcttcctg gacatgagcc agaaccagtt ccagtacctg ccagacggct 180 

tcctgaggaa aatgccttcc ctctcccacc tgaacctcca ccagaattgc ctgatgacgc 240 

ttcacattcg ggagcacgag ccccccggag cgctcaccga gctggacctg agccacaacc 300 

agctgtcgga gctgcacctg gctccggggc tggccagctg cctgggcagc ctgcgcttgt 360 

tcaacctgag ctccaaccag ctcctgggcg tcccccctgg ccctctgtat t 411 



<210> 483 

<211> 622 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<222> (1) . . . (622) 

<223> n = a,t,c or g 



<400> 483 

tagcagcgtg ctgtgggggc acctggaagg ggcatggggc ccatatgcac tgagggcaag 6 0 

ggtatcagtt cgtgctcacg ttgctagtaa agacttattt gatactgggt aatttataag 120 

gaaaagaggt ttaattgatt cacagttcat ggtggctggg gaggcctcag gaaacttaca 180 

ttcatggcac atggggaggc aaacatgtcc ttcttcacat ggtggcagga gagagaagtg 240 

cagagcaaaa ggggggaaaa accacttata aaaccattca gatctcatga gaactcactc 300 

actatcatga gaacagcatg ggggaaccac ttccataatt tatttacctc ccatgaggtc 360 

tcacccatga catacgggga ttatgggaac tacaattcaa gatgagattt gggtgggcgc 420 

acagccaaac catatcataa tataagacca tcaggtagaa aaagggatga aagcaatttc 480 

tctcctgctc acatggcatt gtttccaacc ctgtcaaata agcagacttt ctgccaaatg 540 

gatgtgatca taagccaagg gtgagcctcc cnatcagnnn nggnntttca cagcnttcga 600 

aggattcagt ttttagcacc ct 622 



<210> 484 

<211> 3884 

<212> DNA 

<213> Homo sapiens 



<400> 484 
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tttttttttt ttgagacgga gtctcgctct gtcgcccagg ctggagtgca gtggcgggat 60 

ctcggctcac tgcaagctcc gcctcccggg ttcacgccat tctcctgcct cagcctccca 120 

agtagctggg actacaggcg cccgccacta cgcccggcta atttttttgt atttttagta 180 

gagacggggt ttcaccgtgt tagccaggat ggtctcgatc tcctgacctc gtgatccgcc 240 

cgcctcggcc tcccaaagtg ctgggattac aggcgtgagc caccgcgccc ggcctatacg 300 

cttttttctg ttaaaaaata tttttaagtt tttaaacttt tgttaaaaat tgagacagaa 360 

gcaaacacat tacttactag gcctacacag agccaggatt atcagtatca atcccttccg 420 

cctccacatc atgtcccact ggaaggtctt cggggcagta acggacatgg agctgttatc 480 

tcctaacatg ccttcttctg gaatacctcc tgaaagacct gcctgaggct atttaacagt 540 

taactttttt tttatatgta agtaggagta ctctaaaata acaatataaa atgtagtaca 600 

ataaaataaa taagccagta acgtagttgt ttattatcaa gtatgtactg tacataattg 660 

tatatgctag acttttatac agctggcagc acagtaggtt tatttatacc agcacctcca 720 

caaacatgtg agtaatgctt tgcacttgac cttctgtcag ctatgacatc cctaggttgc 780 

aggatttttc agcttcatta taatcttatg ggaccatctt catatgtgag tggtctcttg 840 

acccaaacat tgttatgtag cacatgactg taaattttgg aatcaccttg tcagtattta 900 

caaaatagct ttctgagatt tagtggcagg atctcagctc actcctacct gcacctccca 960 

ggttcaagcg attcttatgc ctcagcctcc caagtaactg ggattataga cgtgcaccac 1020 

caagcatggc taatttttgt atttttagta gagacagggt tttgccacat tggccaggct 1080 

ggtctcaaac tcctggcctc atgtgatctg cccgcctcag cctcccccag agtgctggga 1140 

ttacaggtat gagccactgc gcctggccaa aattgcctaa atttttaaaa tcctaaattg 1200 

gtgttgaatt ttgtcaaatg ctttcctgca ttgattttga tgatcacttg atttttctcc 1260 

attcttttgt taatgtgcta aattatgttg cttaattttt gaatgaaaaa ataatcttac 132 0 

attcctgaaa taatttcggt ttggttgtga tgttttattc attctatttc gtgctgaatt 1380 

cagtttgcta atattttgtt taggaatttt gcatctatgt tcatgagaca gatcggcctg 1440 

taattttact tttttgtaat gtccttgtca ggtttaggcc tcaaagttat gttgacttta 1500 

taaaatgaac tgtgaagtat ttcctctttt ttatgcttta gtttgagtaa gattgatttt 1560 

ttttaaaact tatgtcgtcc ttaaatattt attagaattc actagggaag ttatcttggc 1620 

ctgttacttt ctttcttgag taaattttgt tttcattctt tttttatagt taagtatatt 1680 

gagttagaat gcatacacaa acaaatgcac acaacttaaa gtccagttct atgaattttg 174 0 

actaatgtat aaacctgttt aacttccact gtaagcaaaa tatagtgaat tttcgtcaac 1800 

taaaaagtcc ccttgtaccc atttaccttc agtacctatc cctaccccag ccacaggcaa 1860 

caaatgattt tcatgtgctt atttgccatc tgtatacctc tttggttagt tttctgttta 1920 

tatcttttgc ccatttattt ttttaatttt tagaaacatg ggtcttacta tgttgcccag 1980 

gatagactca aactcccgga ctcaaaggac ccttccctct cagcctcccg agtagctggg 2040 

attacaggca cacactacta ctcttggttt gcctattttt aaatcaggtt gtttgttttc 2100 

ttattattgt gttctctaca ctgtaggata ttctaccttt cctagaattt catgtaaatg 2160 

gactcagaca tactgttgtg tctggcctct tttgttcagt gtaatgtttt tgagcttcat 2220 

ccttgcatgt tatgtgtatc agtgattgat tcaattttta ttgctgcata gtattggatt 2280 

gtatagctat accacaattt gtttattcat tctcctgttg atggaatatt ggttgtttcc 2340 

agtatttagc tattattatt attatttttt ttttttgaga cggagtctcg ctctgtcgcc 24 00 

caggctggag tgcagtggcg caatctcggc tcactgcaag ctccgcctcc tgggttcacg 2460 

ccattctcct gcctcagcct cccgagtagc tgggactaca ggcgcccgcc accacgcccg 2520 

gctaattttt ttgtattttt agtagagacg gggtttcacc gtgttagcca ggatggtctc 2580 

gatctcctga cctcgtgatc cacctgcctc ggcctcccaa agtgctggga ttacaggcgt 2640 

gagccaccgc gcccggcctt gtcttcactt ttgttttttt ggtttttttt ttgagacgga 2700 

gtctcgctct gtcgcccagg ctggagtgca gtggtgcgat ctcggctcac tgcaagctcc 2760 

gcctcccggg ttcacgccat tctcctgcct cagcctccca agtagctggg actacaggcg 2820 

cccgccacta cgcccggcta attttttgta tttttagtag agacggggtt tcaccgtgtt 2880 

agccaggatg gtttcgatct cctgacctcg tgatccgccc gccttggcct cccaaagtgc 2940 

tgggattaca ggcgtgagcc accgcgcccg gccagggatg tcatttttta taactagcca 3000 

taaactttag ctttgaagta aaactatttc tagcaagtga ttcttacctg atattttttg 3 060 

ttgttcttgc ccatatttta attgggttgt gttattatgg ttctctatgt attctagatt 3120 

taagtttttg tatatggtgt gaggcaagtg tcaagtttaa ttttttttct acaaacatcc 3180 

tgttgttcca gtaccttttg atgataagac tgtcttttcc cccattgaat tatcttaacg 3240 

ccctcatgaa aagcaattgg ccatatgtat gtggatctac ttttggactc tcaattctgt 3300 

tccagtgatt tatatgtcca cccttatgtc aataccacat tattttgatt attgctgctt 3360 

tatagtaagt gacatcatgt tgcctgaaat cacgttttcc acctttattc ttctgttgat 3420 

ggttgctttg gcaattaggg gtcctttgca ttttcgtaga cattttagaa tcaacttatc 3480 

tattgctact aaaaatgctt gattgggatt gtggtaaatc tagaaactaa tttaggaaga 3540 
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atggtcatat taacagtttc aagtttcaga tccatgagca tattttcact ctccattagg 3600 

tcttttaaaa tttatcctag cagtgtttta tggtttttac tgtagaggtc ttacacattt 3660 

tgttacattt gttgctatgt gtttgacctt ttttgatact agtgtaaatg gaaatttttt 3720 

cttttatgtt ctagttgttc attattacac taaatcatct ttgggtgact actaaacatt 3780 

ctattgaaaa tttgtgaatg gcgtgaaccc gggaggtgga gcttgcagtg agccaagatc 3840 

gcgccactgc actccagcct gggcgacaga gcaagctccg tctc 3 8 84 



<210> 485 
<211> 478 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (478) 
<223> n m a,t,c or g 



<400> 485 

gaagtccntt cgagaccatt ttgtagatcc ttagtccgtg cggtggaatt cgggcgcctg 60 

gggccgccgc tccccaccgt cgttttcccc accgaggccg aggcgtcccg gagtcatggc 120 

cggcctgaac tgcggggtct ctatcgcact gctaggggtt ctgctgctgg gtgcggcgcg 180 

cctgccgcgc ggggcagaag cttttgagat tgctctgcca cgagaaagca acattacagt 240 

tctcataaag ctggggaccc cgactctgct ggcaaaaccc tgttacatcg tcatttctaa 300 

aagacatata accatgttgt ccatcaagtc tggagaaaga atagtcttta cctttagctg 360 

ccagagtcct gagaatcact ttgtcataga gatccagaaa aatattgact gtatgtcagg 420 

cccatgtcct tttggggagg ttcagcttca gccctcgaca tcgttgttgc ctaccctc 478 



<210> 486 

<211> 477 

<212> DNA 

<213> Homo sapiens 



<400> 486 

cgatagaagt gacgataaca accctggacg gccaaagaac aaccgaagta caagaagaag 60 

acaatccgac caaaagcgca tgtcaccaat aggcaaccgt catcggcact caaaatactg 120 

catggtgcta cagcaccaga gggctcggca ctgccatgag tcccgccgtt gcgtcctccg 180 

ctacggccac cactgcccct ggatggaaaa ctgtgtggga gagcgcaccc acccactctt 240 

tgtggtctac ctggcgctgc agctggtggt gcttctgtgg ggcctgtacc tggcatggtc 3 00 

aggcctccgg ttcttccagc cctggggtct gtggttgcgg tccagcgggc tcctgttcgc 360 

caccttccag ctgctgtccc tcttctcgtt ggtggccagc ctgctcctcg tctcgcacct 420 

ctacctggtg gccagcaaca ccaccacctg ggaattcatc tcctcacacc atgtatt 477 



<210> 487 

<211> 4198 

<212> DNA 

<213> Homo sapiens 



<400> 487 

cggaggggtc caggccgagt aagcggagcg ccgagcccag ctgatgcaac ctggctggac 60 
tcgcgtgaca gttcccggca cgcggcggcg acggtgaccc aggaaggggc tctggtgccg 120 
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ggctgagcgg gggaagcagg ggtagcggag ccatggggga cgctcccagc cctgaagaga 180 

aactgcacct tatcacccgg aacctgcagg aggttctggg ggaagagaag ctgaaggaga 240 

tactgaagga gcgggaactt aaaatttact ggggaacggc aaccacgggc aaaccacatg 300 

tggcttactt tgtgcccatg tcaaagattg cagacttctt aaaggcaggg tgtgaggtaa 360 

caattctgtt tgcggacctc cacgcatacc tggataacat gaaagcccca tgggaacttc 420 

tagaactccg agtcagttac tatgagaatg tgatcaaagc aatgctggag agcattggtg 480 

tgcccttgga gaagctcaag ttcatcaaag gcactgatta ccagctcagc aaagagtaca 540 

cactagatgt gtacagactc tcctccgtgg tcacacagca cgattccaag aaggctggag 600 

ctgaggtggt aaagcaggtg gagcaccctt tgctgagtgg cctcttatac cccggactgc 660 

aggctttgga tgaagagtat ttaaaagtag atgcccaatt tggaggcatt gatcagagaa 720 

agattttcac ctttgcagag aagfcacctcc ctgcacttgg ctattcaaaa cgggtccatc 780 

tgatgaatcc tatggttcca ggattaacag gcagcaaaat gagctcttca gaagaggagt 840 

ccaagattga tctccttgat cggaaggagg atgtgaagaa aaaactgaag aaggccttct 900 

gtgagccagg aaatgtggag aacaatgggg ttctgtcctt catcaagcat gtcctttttc 960 

cccttaagtc cgagtttgtg atcctacgag atgagaaatg gggtggaaac aaaacctaca 1020 

cagcttacgt ggacctggaa aaggactttg ctgctgaggt tgtacatcct ggagacctga 1080 

agaattctgt tgaagtcgca ctgaacaagt tgctggatcc aatccgggaa aagtttaata 1140 

cccctgccct gaaaaaactg gccagcgctg cctacccaga tccctcaaag cagaagccaa 1200 

tggccaaagg ccctgccaag aattcagaac cagaggaggt catcccatcc cggctggata 1260 

tccgtgtggg gaaaatcatc actgtggaga agcacccaga tgcagacagc ctgtatgtag 1320 

agaagattga cgtgggggaa gctgaaccac ggactgtggt gagcggcctg gtacagttcg 1380 

tgcccaagga ggaactgcag gacaggctgg tagtggtgct gtgcaacctg aaaccccaga 1440 

agatgagagg agtcgagtcc caaggcatgc ttctgtgtgc ttctatagaa gggataaacc 1500 

gccaggttga acctctggac cctccggcag gctctgctcc tggtgagcac gtgtttgtga 156 0 

agggctatga aaagggccaa ccagatgagg agctcaagcc caagaagaaa gtcttcgaga 1620 

agttgcaggc tgacttcaaa atttctgagg agtgcatcgc acagtggaag caaaccaact 1680 

tcatgaccaa gctgggctcc atttcctgta aatcgctgaa aggggggaac attagctagc 1740 

cagcccagca tcttcccccc ttcttccacc actgagtcat ctgctgtctc ttcagtctgc 1800 

tccatccatc acccatttac ccatctctca ggacacggaa gcagcgggtt tggactcttt 1860 

attcggtgca gaactcggca aggggcagct taccctcccc agaacccagg atcatcctgt 192 0 

ctggctgcag tgagagacca acccctaaca agggctgggc cacagcaggg agtccagccc 198 0 

taccttcttc ccttggcagc tggagaaatc tggtttcaat ataactcatt taaaaattta 2040 

tgccacagtc cttataattg gaaaaatact ggtgcccagg ttttcttgga gttatccaag 2100 

cagctgcgcc cctagctggg atctggtacc tggactaggc taattacagc ttctccccaa 2160 

caggaaactg tgggatttga aaaggaaagg gaagggaaaa cagagaacct agtggtctac 222 0 

caagtggttg gcaactttcc caatgtctgc ttactctgag gcttggcact gggggccagg 2280 

gcctgcccca gggctcctgg aatttccctt gatccagcta ggctgggaca ctccctaaat 2340 

cagctgcgtg ttgttagcat caggcagaat gaatggcaga gagtgattct gtcttcatag 240 0 

agggtggggt acttctccat aaggcatctc agtcaaatcc ccatcactgt cataaattca 2460 

aataaaatgt ctgaacaagg gtgtctggat gtgagctgga ccatctcagg agagaacaca 2520 

agtgtgaggc agctgctggc ccctcaccta gtctggggtt cctttaccct gtaatggggg 2580 

gtggggggta gaagatggac aagacacctt aacagtccct ttggcagtac taggcagaag 2640 

aggcccatac ttgggtccaa tgtgtgcagc aggcaaaaca ttttcccttc taaatgtggg 2700 

cccagaccac tgccctgtcc ccccaacatt aagaagcagt agccacagcc aagtttcaat 2760 

catttaatta acatctttaa atgaaacaca gttttcttca tgtgtctcac tcaggcttca 282 0 

gggcagaggg aatggatttt tagacatatc aaagactcaa aaatttaaag aaatatatat 2880 

atgtatatat atacttctaa cattttatgg aaattaaaaa tcagaggctt ttggtctctc 2940 

catttactct aggtcaagct catttacccc agaggacaaa gaagggctgc ctcttctaga 3000 

ccctcccttc tcctttgtcc tctgtcccac ccagcaggga aaccaagctc agaagatcct 3060 

aacaggatag agttccagta atgttggagg agggagaggg aaagagaagt caggttctct 3120 

cccacctcca gccattccca ggttgctgcc agggcctggt ttcatgcagc tttgacccag 3180 

tcctggatcc tagggggtgg ggtagatcag gagctctgag cagaacagtg ctcactgatt 3240 

atcctctttc cccaactcag tgggcaggtg cagcgtacac ccagcagcac tctccactgc 3300 

ccacaggcaa gggaagaata ttgattgatt agctacaagg agaagacagt agtgactagt 3360 

ggaaaacacc ctggagaggg ccagaggaac ctggctctca ccacatcccc tctgttccca 3420 

gccttggtga gggggcgggg aggtcatgtc aacctctctc cttggtggtg aagctaaaag 3480 

caaggttcct tgccagactc aagcccaagt cactgttaag gaaagaggat caagaaagaa 354 0 

gcggtggccc tggggggcag ccacgctgct gtggacccac aggggccaat ggggaagcca 3600 

gcttgcctag acaggtggca caggctgaaa atagaaaggt taacattccc ggagagtaca 3660 
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gtaagagagg ctgataccta ggggaccacc acccagcctg ccctagaagc actgggtgcc 3720 

cctcattgac tagagaagac ttgagtaaaa tgcacctgtg gcttcccatc cttgtcactc 3780 

agcgttagct gcccccagtg gaaccacctg tgctgaaagg cagctgcaga aaggacatgc 3840 

accgaaatga ggagagagaa aggtcagaga atgaagtgtg gagggccagg cctgggccca 3 900 

ctgctcaagg aagctccccc cctccagatg ctcccttcca tccacctcct cagtgcttgc 3960 

tcagcccaaa ggctcctgcc tctgaagtgc tgggggccca cccaccccag tgtggtcaag 4020 

gaggcaaggg gcaggtgctt gacactgcca agtgccccga gatgactcta ctgctcaccc 4080 

atttctttgg gccctggcag tctcctactt gtccccagca tggagcacct ggcagaactg 4140 

gaaggcagga gggtggttgg tgagttgagg cacaggaagg ccaatcccct ctcgtgcc 4198 



<210> 488 
<211> 861 
<212> DNA 

<213> Homo sapiens 



<400> 488 

tcgactcttt cgtcccgagc 

ggcgatggct ccgcgggcac 
aggcgccgtg agttcgccgc 

cagaacagag acgaccccgt 

tgcatacgcg cttgtccctg 

cctgcttaag aagaaaggct 

aaaggttgaa aagatagaat 

aatcgtccac tacatcatga 

agataacagc ctgtatgatc 

cagtgagtcc tgggcctttg 

atctgcatac ggtgggcggt 

ggtggcactt tataaagccc 

aggtcacggt cctttctgtt 

acaaggaacg gagaagcctg 

cggcaacaac ttgtgagaga 



<210> 489 

<211> 848 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<222> (1) . . . (848) 

<223> n = a,t,c or g 



<400> 489 

aataagggtt cttcatgtac atgcctgtgt tgtctccatg gctaaatact aagccccctg 60 

aggccaggca tgtggtcaca gattgcattt gtacgcatcc cattttgctt ctccctcctc 120 

tcacactcca atgcctggtt tgtgcagaaa gcagcttctc aaagacaggc atctatcagc 180 

acagcctgtc actgtcctgc agaggcagga ggtgagagga tcactgtgag caccactggg 240 

gcccaaagaa atgcagcgat ggtgccagac ctgcagagcc cacggagaag ctgagcccag 300 

agccagatct gtggcaccat cagcgtctgc agctgcactt ccttgtccca tttctgaagt 360 

ggcctctgaa taaaatgtga tatactcatt tctgtgctgt aacagaatag aaaccaaaat 420 

gcattaagca cctctctatg ctaggatgtg ataggcatta ttgggtcact gggtcactca 480 

gcaatccttt atggtagata atgttgtccc tacattgtat acaagaaaca aaggtgtagg 540 

cttggtgccg tggctcacgc ccataatccc agcactttgg gagggcaagg caggcaaaat 600 



gcgggacgcg gcgccctggg ggaggagggc gaagcgacgc 60 

tcccggggtc cgccgtccta gccgctgctg tcttcgtggg 120 

tggtggctcc ggacaatggg agcagccgca cattgcactc 180 

cgcccagcaa cgatactggg aatggacacc cagaatatat 240 

tgttctttat catgggtctc tttggcgtcc tcatttgcca 300 

atcgttgtac aacagaagca gagcaagata tcgaagagga 360 

tgaatgacag tgtgaatgaa aacagtgaca ctgttgggca 420 

aaaatgaagc gaatgctgat gtcttaaagg cgatggtagc 480 

ctgaaagccc cgtgaccccc agcacaccag gggagcccgc 540 

tcaccagggg ggacgccagg gaagcacgtc tgtggccatc 600 

gttgtcgaga gggatgtgtg tcatcggtgt aggcacaagc 660 

actaacaagt ccagagagag cagaccacgg cgccaaggcg 720 

ggcagattta gagttacaaa agtggagcac aagtcaaacc 780 

atgtctgtta atggggctga aaccgtccat ggggaggtgc 840 

a 861 
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aactgagggt aggaagtgga aaacaacctg ggcacatgga aaaaccccat cctactaaaa 660 

tacaaaaatt aactgaaaac acttgaaccc cggagggggg gttgccngaa cccaaatatt 720 

gccctgcatt ccaccctggg cttcaaaggg agattctttt taaaaaaaaa aaagggggcc 780 

cgctttagaa gcaactcttc cccgggcggg ggatttaaat tttttaaggg accaaaataa 840 

ccgagccc 848 



<210> 490 
<211> 1621 
<212> DNA 

<213> Homo sapiens 



<400> 490 • 

gggatctagc gaggatgccc cctacaaatt ccccacatca cgtaggccag gagcctcagc 60 

ggtgcccctt caggctcatc tcggcaagac ggtaccagct tgctcagaac aggggctggc 120 

tattcatcat ctcagagcat agagaccctc tccttgccac ccggcccttc ccacctggtt 180 

ggtgacaaat cacaaggtgg tagaagttgc cagggacaga taacatcggc agccagcggg 240 

aagaccagca agtccgaacc gaaccatgtt atcttcaaga agatctcccg ggacaaatcg 300 

gtgacccatc tacctgggga acagagacta caatagacca tgtcaggcca agtccagcct 360 

gtggatggtg tcgtgttggt tgatcctgat cttgtgaagg gaaagaaagt gtatgtcact 420 

ctgacctgcg ccttccgcta tggccaagag gacattgacg tgatcggctt gaccttccgc 480 

agggacctgt acttctcccg ggtccaggtg tatcctcctg tgggggccgc gagcaccccc 540 

acaaaactgc aagagagcct gcttaaaaag ctggggagca acacgtaccc ctttctcctg 600 

acgtttcctg actacttgcc ctgttcagtg atgttgcagc cagctccaca agattcaggg 660 

aagtcctgtg gggttgactt tgaggtcaaa gcattcgcca cagacagcac cgatgccgaa 720 

gaggacaaaa tccccaagaa gagctccgtg cgattactga tccgcaaagt acagcatgcc 780 

ccacttgaga tgggtcccca gccccgagct gaggcggcct ggcagttctt catgttttga 840 

caagcccctg caccttgcgg tctctctcaa caaaagagat ctatttccca tggggagccc 900 

catccctgtg cccgtgtctg tcccccaata acacagagaa gcccgtgaag aagattaaag 960 

cattccgtgg aacaggtggc caatgtggtt ctctactcgg agtgattatt tacgtcaagc 1020 

ccgtggctat ggaggaagcg caagaaaaag tgccaccaaa cagcactttg accaagacgt 1080 

tgacgctgct gcccttgctg gctaacaatc gagaaaggag aggcattgcc ctggatggga 1140 

aaatcaagca cgaggacaca aaccttgcct ccagcaccat cattaaggag ggcatagacc 1200 

ggaaacgttc ctgggaaatc ctggtgtctt acccagatca aaggtgaagc tccacagtgt 1260 

caggctttct tgggagagcc tcaccttccc agtgaagtcg cccaacttga aggtcccaat 1320 

tccgcctcaa tgcaccctca gccctgagga cccagcctaa ggaaagttat caggatgcaa 1380 

atttagtttt tggaggagtt tgctcgccca taaatcttga aagatgcagg agaagcttga 1440 

ggaggggaag agagaccaag aatgacattg atgagbgaag atgtcggctc aggatgccgg 1500 

aaaatgacct gtagttacca gtgcaacgag caaagcccca cagtttagtc ctttggagtt 1560 

atgctgcgta tgaaaggatg agtcttcttc cgagaaataa agcttgtttg ttctcccctg 1620 

g 1621 



<210> 491 
<211> 466 
<212> DNA 
<213> Homo sapiens 



<400> 491 

gctgggcctc gtggctccca tcaccaatgg cttggcaggt gtcgtgccct ttcaaggtgg 60 

gcaccctgcc ctggaaactc gtctatgcca atggccttgt gccataccca gctcagagcc 120 

cgactgtggc cgagacactg catcctgcct tctccggagt ccagcagtac acagccatgt 180 

gccccaccgc ggccatcacg cccatcgcgc acagcgtcct ccagccgccg cccctcttgc 240 

agcagcagca gcgagaagga gtttggagac acggagctga cgcagatgtt cgtgcccttc 300 

ggcaatatca tttcctccaa ggtgtttatg gatcgagcta ccatccagag caagtgtatc 360 
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ggcttcgtga gctttgataa cacggccagc gcccaggcag ccatccaggc catgaacggc 420 
ttccagatcg gcatgaagag gctcaaagtc cagcacgaat ggcgaa 466 



<210> 492 
<211> 767 
<212> DNA 
<213> Homo sapiens 



<400> 492 

atggaaaaac tgtcttccat gaaagtggtc cctggtgcca aaaaggttag ggaccactgt 60 

tacagagtat caggtcctca agatgctaaa atctatatga catttttaac atgtgacatt 120 

atcatcatca tcatcatcat catcatcatc actgatgata ctatttacca gggcatggtt 180 

tgaattggtg actttggtgc agttcattat tggcagccaa atgctttatc cataccttca 240 

tattgaagaa tttgttatca ggaaactacc agtcctgctt tacaggaagt ctgttatcag 300 

atatcagatg gcaagttccc catgtcttca gatgttcaaa caatattgtg gatggtctag 360 

aaagagttta agacatgctg ttaaatgtag ggctagataa ttctctgatt ctttgatgta 420 

gtctggaaag aaacaatcca ttgtccagtt aataaatatt tagtgttttc atttttaaga 480 

cactcacaat ccacaaatgt ccctaacaat ttattatttt taaagaaaat gactttttat 540 

tccttgctag tgaaaaatgt acaatttata tgctgcactg agaaaaataa cagatatact 600 

ttcttccatt cattttcatc ccaaacatat aaaaaataat ccattgattg ttccttgcat 660 

tgcatatctt attaaaagat atttcctaca tgcaactaat aagacatgct gactgttgtc 720 

agctctaaat ttatgtaaag attttttatt tttgttaaaa tgtttga 767 



<210> 493 
<211> 852 
<212> DNA 
<213> Homo sapiens 



<400> 493 

tgaaaagtga cctggagctt tggatccagt cttgccctca gcacctgtca gcatgctttt 60 

gtttttagga ttcttcatat gttccttgtt tttcagtgag ctttctacag ggaccacaca 120 

ctccttagaa tcctatcaaa tactgttgtc aaaattcttt cgtcatcctc tctgcactag 180 

aacttttaga attttaccac cattccactt ctagtaataa aaaatgggac aagtgtcagg 24 0 

ccaacagcca tttattgagt atttaataat tactggttac ctatatttca tatcaaatcc 300 

tcaaaagaac cctgttgagt aggtgttctc tttggcattt gacagtgtgg gaaatgaggg 360 

ataaagatat taaaagtttt gctcaaggcc ctgtaataag atagttccag accaaatacc 420 

acatgttctc acttataagt gggagctaaa tgatgagaac acatggacac aaatcaggga 480 

acaacaggca caggggccta ccagagggta gagggtagga ggagggagag gagcaaaaaa 540 

aataactatt gggtactaga tttagtacct gggtgatgaa ataatctgta catcacaccc 600 

ccatgacaca agtttaccta cataacaaac atgcacgtgt acccctgaac ctaaaagttt 660 

aaaaagaaaa aatgccaatg aaaacattat aaacttatga aaatccagaa gggtacccct 720 

atattaggaa ttatgactgg gttccttata ttggaggggc tattttaagg ttatatattc 780 

aggcccggcc ttgtggggcc tgccctgtaa tttcaggcct ttggggaggg ccacagggga 840 

gaaacacctt gg 852 



<210> 494 

<211> 849 

<212> DNA 

<213> Homo sapiens 
<220> 
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<221> misc_f eature 
<222> (1) . . . (849) 
<223> n = a,t,c or g 



<400> 494 

gcatctggag tctgctggct gactgtgaac tggagagctg acgcaaggaa cgtctgtggg 60 

gctgcctgcc aaccatccgt ttttcttggc ctagcaacac ctccaaggga ccactggaag 120 

gactcacatg gatatggacc attctccatt cctgaagttc agatgggctg gcccccatcc 180 

ctctgggtct tagccctggc atactgctgc aaagctccgc aacgcctttg ctcaggaagc 240 

tccccgtgca ggttctcatc aaggatgtct gcctcccctg ctacaaacag gaacgaaaac 300 

actacttcct ggattgcgtc tttacataaa tatgtaattt cccagtaaca tcacttcctg 360 

gagtccagct tctcatcggt ctcgggaacc tacagtttcc ctactcagtt ttgtccttgt 420 

caccaacagg ttatttggaa gtcatcttgt ggctttagtc cctgattatt gcttcctctg 480 

ttgtttcacc tctgatagcc tcttgatggg gccacgagaa tgaatcatta agactactgc 540 

agccgggtgc ggtggctcac tcctgtgatc ccagcacttt gggaggctga ggcgggtgga 600 

tcatttgagg tcaggagttt gagaccagcc tggccggcac ggtgaaaccc gtctctactt 660 

agaatacgaa aattaaccgg gcggtggggt ggggcccttg ggatcccagc ttactcggga 720 

ggctgaggga ggagaatctc ttggaccctt ggagggggga gggtccattt aaccaaaatt 780 

gcccccattg acttccgccc tgggcaccag agccggaatt ccgggtcaaa aaaanaaaaa 840 

aaaaaaaac 849 



<210> 495 
<211> 950 
<212> DNA 
<213> Homo sapiens 



<400> 495 

ccaactcctg acctcaggtc atccacccac ctccgccacc gtgcccggcc gaaatttgtg 60 

attttataac taagaatttt tagttaagaa cattatcagt aaagacaacg taatcccacc 120 

ctggagagtt tattgggagc ccaggaatat tcatttttaa tacacacaca cacacacaca 180 

cacacacaca cacactgatc agagtaacag gagtttctct caggagtcat actccatgag 240 

cctggaccca gtggttcttt atgtggaaac aaatttcacc tataggtaac ctggtaactg 300 

ctattttctt ctgtgtgctc tgtcaacaaa ggtatcagtg gcttgcaaga gatgccttta 360 

atactcagag cattctatct ccccctatct gggtttagaa ggaaggcctt cattagttac 420 

cttttgagaa gttactagaa ctctctatta gagacttacc ctcctgacct gataaaaagg 480 

gatacccatg tctctattaa cagctttatc tctttctaca gttttgggta tttgataagg 540 

ttaaggcaaa attttagtta tgcttaagga ggagttcttt tttcacaatt acagagaaaa 600 

ttttggtttg ttgaagattg cagaaacagc aatggtaatg taagacagtt ttggccttta 660 

atttttttct tgaaactcta cagtatacta caatagtgaa ggaaactatt aacatgagag 720 

atccttctga ataggatgtc tttctgagtt ccactattca gttacaaaac tccttaatgc 780 

ttaaaattca ttatgaaaat tagatttatt ttaaatactt tcaagtgtat acatttttat 840 

ttcataattt ttattgtctt ttaactaaag catttagttc atttatattt actgtgtacc 900 

ttttatattt aataaatata tttacttatt aaaagataaa aaaaaaaaat 950 



<210> 496 

<211> 838 

<212> DNA 

<213> Homo sapiens 



<400> 496 

tgacaataga gctatttgac tgaaagagcc actgagagtt gtcatgtgca gtctgtttgt 60 
gtgttttagg cctctgaggg cagctgtagg ttgctgaagt caaatatgaa aaaatctcaa 120 
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gaaatgatcg tgtaatctaa acccttaaac cataagcctg taaccgttag catgccttga 180 

gatgcacagg tgttcttgtc acttgatgca ggcaacaagt gttgcagcag ttgtgtggca 240 

cgtggctagg aactgtcaga gatcgccaca tcactgatgg tggccgtatc cttgctgtgc 300 

ccatggccgt catcctggaa taggaggtcc tgcggaagga gccacagaaa cctcggcctg 360 

ttcactgcat ttctgagtgt ccctgagttt gtcatttttg gtgcctgcag gtactggtag 420 

ctcttgcttg tgacctggag ctggacactc tgccttgctg tgccgagacg cacaagtggg 480 

cctggttccg gaggaactgc atggcctccc gcattgctgt ggaccttgac aaaataacac 540 

cattgccgcg actgtttctt gatgaggtat agcgagatat ttatgaaaca attttttgaa 600 

gcaaaaacat tgcttagcta taatgtaaca ggatgtttaa tttgttggac cacgattaaa 660 

ttagcttgcc atggaatatt caagaactat cacatacgtg tggaatacag cgcggatccc 720 

gccttaataa ctaactttgg tgggcccggg gggggatcat aagaaaggct .ttaaaacctt 780 

tggccaacat gagaatcccc tctctagaga atagagagtt acctccgacg cgccgcgc 838 



<210> 497 

<211> 598 

<212> DNA 

<213> Homo sapiens 



<400> 497 

gccgggcagc gggagcggcg gccgcgccat gtggctgctg gggccgctgt gcctgctgct 60 

gagcagcgcc' gcggagagcc agctgctccc cgggaacaac ttcaccaatg agtgcaacat 120 

accaggcaac ttcgtgtgca gcaatggacg gtgcatcccg ggcgcctggc agtgtgacgg 180 

gctgcctgac tgcttcgaca agagtgatga gaaggagtgc cccaaggcta agtcgaaatg 240 

tggcccgacc ttcttcccct gtgccagcgg catccattgc atcattggtc gcttccggtg 300 

caatgggttt gaggactgtc ccgatggcag cgatgaagag aactgcacag caaaccctct 360 

gctttgctcc accgcccgct accactgcaa gaacggcctc tgtattgaca agagcttcat 420 

ctgcgatgga cagaataact gtcaagacaa cagtgatgag gaaagctgtg aaagttctca 480 

agtcttcagg ccccaggtca gtgagtggca agccaggccc agagatctct gcgcccgttg 540 

gaacatcccc tttctcggga ggcttgaaag gccatggtca ttcacctctt cccagcag 598 



<210> 498 

<211> 1902 

<212> DNA 

<213> Homo sapiens 



<400> 498 

ccacacacac cacacacaaa gagtgcaatt gagagccttg ggccaggacg ctagaagata 60 

gggatgtagt tgtcgatttt ggcgcggtgg cgctgggcga tacattcagc gatccacacg 120 

atgttgcgac actcctgctc cttgagcttc acgaaggcat agaagacacc aaagtggaac 180 

tggttcagga aggccaactt gttcagcttt acctcgtgct caaagaatcg gtcctccagc 240 

gtcttgtctg caccaggttg aggtagtcgg cctggctgag caccccggcc ttcaggccgc 300 

gcaccagtcc ctccaagtag ccattgtcca cgttaaagta aagctccggg aagaacgaca 360 

tggctgctgc gggagcggcg ggactggtgc gcggcctgaa ggccggggtg ctcagccagg 420 

ccgactacct caacctggtg cagtgcgaga cgctagagga cttgaaactg catctgcaga 480 

gcactgatta tggtaacttc ctggccaacg aggcatcacc tctgacggtg tcagtcatcg 540 

atgaccggct caaggagaag atggtggtgg agttccgcca catgaggaac catgcctatg 600 

agccactcgc cagcttccta gacttcatta cttacagtta catgatcgac aacgtgatcc 660 

tgctcatcac aggcacgctg caccagcgct ccatcgctga gctcgtgccc aagtgccacc 720 
cactaggcag cttcgagcag atggaggccg tgaacattgc tcagacacct gctgagctct • 780 

acaatgccat tctggtggac acgcctcttg cggctttttt ccaggactgc atttcagagc 840 

aggaccttga cgagatgaac atcgagatca tccgcaacac cctctacaag gcctacctgg 900 

agtccttcta caagttctgc accctactgg gcgggactac ggctgatgcc atgtgcccca 960 

tcctggagtt tgaagcagac cgccgcgcct tcatcatcac catcaattct ttcggcacag 1020 
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agctgtccaa agaggaccgt gccaagctct ttccacactg tgggcggctc taccctgagg 1080 

gcctggcgca gctggctcgg gctgacgact atgaacaggt caagaacgtg gccgattact 1140 

acccggagta caagctgctc ttcgagggtg caggtagcaa ccctggagac aagacgctgg 1200 

aggaccgatt ctttgagcac gaggtaaagc tgaacaagtt ggccttcctg aaccagttcc 1260 

actttggtgt cttctatgcc ttcgtgaagc tcaaggagca ggagtgtcgc aacatcgtgt 1320 

ggatcgctga atgtatcgcc cagcgccacc gcgccaaaat cgacaactac atccctatct 1380 

tctagcgtcc tggcccaagg ctctcaattg cactctttgt gtgtgtgtgt gtgtgtgtgc 1440 

gcgtgtgtgt gcgtgtgtgt gtatgtggtc tgtgacaagc ctgtggctca cctgcctgtc 1500 

cggggtgtag tacgctgtcc tagcggctgc ccagttctcc tgaccctctt agagactgtt 1560 

cttaggcctg aaaaggggct gggcaccccc ccccaccaag gatggacgaa gaccccctcc 1620 

agagcaagga ggccccctca gccctgtggt tacagccgct gatgtatcta aaaagcatgt 1680 

cactttcatg ttcctcccta actccctgac ctgagaaccc tggggcctgg gggcagtttg 1740 

agcctcctct cccttctgtg ggtcgctccc agagccatgg cccatgggaa ggacagagtg 1800 

tgtgtgtcct tggggcctgg ggggatgttg ctcctcagct ccctccctca gccctgcccc 1860 

tctgagacaa taaaactgcc ctctctaagg ccaaaaaaaa aa 1902 



<210> 499 

<211> 2122 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<222> (1) . . . (2122) 

<223> n = a, t , c or g 



<400> 499 

gtcttgctgt cacccagact ggagtgcagt ggcatgatca tagctcactg cagactcaaa 60 

ctcccggact caagcaatcc actcacctca gcctcctaac tgggactaca ggtgcacacc 120 

accatgctca gataattttt taactttttg tagagaaagg gtctcactat gttccccagg 180 

ctggtctcaa gcgatcctcc catctcagtc tcccaaagtg ctgggattac aggcatgagc 240 

caccactgtg cctggcctaa aaattttttg ttaaaaatgc tttccaccgg ccgggtgcag 300 

tggctcatgc ctataatttt tttgtttttt cagaagatgg gaggcaacat ggtaggttca 360 

caattaaaat tgtcttgaaa gtatttattg tttaataatt ctttctcccc tcagccccat 420 

ccggccactc tctctttctg cttttctgat catcctaaag gctgaataca tcctcctcat 480 

gtgtggagga cacgaagcaa tactaaaatc aatacactcg atcaggtctt catcagatac 540 

cacgtcactg tggggtagag tgctagtttt caacaaatgg tgggtgttct tatgggctcc 600 

acaaggtagt cctttctcaa ggtcgctggg gccactcatg gagttgaaat gccgctgccc 660 

atctaagtac aacatggact ctccatatgt ttttgggaaa accagtggca cttctttttc 720 

cgacatgaac gtgaaatgaa agacattggt ggttgtatgc tgcttctcct gcagggaggc 780 

cacttcactg tgtactctga cttgaatata attattctga gtaaagcata cctgtgaaga 840 

aagaaagagc aatgagccaa cctcaacagg tttctgaaac atgatgtcat ctactgctac 900 

cacaaacggt cgagaaccac caaagctaca agcagtagcc cacgcaagtt catatgcctt 960 

cctcataagg aaaccaccaa agatccgatt gaaaatgttc cgctcctgag ggtggcaaat 1020 

ttccaaactc ttcagttttg aattctccat ccacactgca ttagagggta aaactcgact 1080 

ccgaaaactt atagtctttg gatccagtgt gctgagaaac atctcatgta tggtggtcct 1140 

ctcctcagcg ctgggggcca ttttcagtaa cgacgtggag ctgaaggcaa ttcttctccc 1200 

cttgttcaat tccccttgtc taaagagctc ctcttcctct gggctttcag ggatgagtgg 1260 

atttacaaat gccggccctt tattttcaga atcacgagcc accattacaa atgttgcatc 1320 

caaaacagga caaaattcat caeca tgtaa ctggaacatt tgeatcttea cttccatgga 1380 

tgtcttcccg acccagctaa catggccact gaacttaatg tcctgttctg ggctcaagct . 1440 

cttcttacac atatcaatct tatccaccag ggctgtaact atcgataaag gagacatctt 1500 

ggcggagtgg attttgttgt gcatgtaaca aataagaact cccaagctgt caagatcctc 1560 

aagaatcctg ccaaatctta cggtgttttg aacagtcaaa tatttctctt gtaattcagg 1620 

ctcactgccc aaaggcaaga gaacttcaat ataactgtcc ttcattctcc taggaggcag 1680 

tccatcctgt gatttageca agaaactatg aagtaatttc ctttcttcca ttgccttcac 1740 
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atggtctctc cagtttgtgg atgctcctac tatctcccgc aacttatctc gaacttcatg 1800 

aatgtggaag attccctgtt tcttggggtfc ctggggtcct tgagtcagtc ctcttccagg i860 

agtaagctgc cctttgccca aggcacaaag ccgcagtgct gcccgcctca ttgcgctagg 192 0 

ctgccgtgcg cgcgatggag aaccgggccc cgcgcgctag tcggcggagg gaaactgagg 1980 

cgataaaaga cgcacgagta ccagaccgcg cccttgctga ggacagcccg ggagccggac 204 0 

agcggcccgg ctcgagcggc cgctcgagcc gggaattcca ccgcnctcct ataatggtct 2100 

tctatggggg gggggggggg eg 2122 



<210> 500 
<211> 458 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (1) . . . (458) 
<223> n = a,t,c or g 

<400> 500 

aatatcctgt ggenggaett ntgaaaagng cagccgctgt cttaaggggc ctgtgtggtc 60 

acaagcagag tggggatgtc acctgcaact geaeggatgg ccggatggtc cccagctgtc 120 

tgacctgcgt cggccactgc agcaatggcg gctcctgtac catgaacagc aaaatgatgc 180 

ctgagtgcca gtgcccaccc cacatgacag ggtcccggtg tgaggagcac gtcttcagcc 240 

agcagcagcc aggacatata gcctccatcc taatccctct gctgttgctg ctgctgctgg 300 

ttctggcggc cggagtggta ttctggtata ageggegagt acaaggtget aaaggcttcc 360 

atcaccaacg gatgaccaac ggggccatga acgtggagat tggaaacccc acctacaaga 420 

tgtacgaagg eggagagect gatgatgtgg gaggecta 458 



<210> 501 
<211> 511 
<212> DNA 
<213> Homo sapiens 



<400> 501 

gectttcttt tatacatctt cctcaaccta cagctcatga tettgeaggt ccttcacctt 60 

tactggggtt attacatctt gaagatgetc aacagatgta tattcatgaa gagcatccag 120 

gatgtgagga gtgatgacga ggattatgaa gaggaagagg aagaggaaga agaagaggct 180 

accaaaggca aagagatgga ttgtttaaag aacggcctcg gggctgagag gcacctcatt 240 

cccaatggcc ageatggeca ttagctggaa gectacagga ctcccatggc acagcatget 300 

gcaagtactg ttggcagcct ggcttccagg ccccacaccg accccacatt ctgcccttcc 360 

ctctttctca ccaccgcctt ccctcccacc taagatgtgt ttaccaaaat gttgttaact 420 

tgtgttaaaa tgttaaatat aagcatgccc atggattttt actgeagtta ggactcagac 480 

tggtcaaaga tttcaaagat ttctccacaa a 511 



<210> 502 

<211> 964 

<212> DNA 

<213> Homo sapiens 



<400> 502 
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ccggtcgacg atttcgtgga cgctggcagc tgggttctcc cgtttccctt gggcaggagc 60 

agggtcgggt tcaaagcctc cggaacgcgt tgtggcccct tctccggctc gcagccgacc 120 

ggaaagcccg cctcctccct cggccggccc tggggccgtg tccgccgggc aactccagcc 180 

gaggcctggg cttctgcctg caggtgtctg cggcgaggcc cctagggtac agcccgattt 240 

ggccccatgg tgggtttcgg ggccaaccgg cgggctggcc gcctgccctc tctcgtgctg 300 

ggggtgctgc tggtggtgat cgtcgtcctc gccttcaact actggagcat ctcctcccgc 360 

cacgtcctgc ttcaggagga ggtggccgag ctgcagggcc aggtccagcg caccgaagtg 420 

gcccgcgggc ggctggaaaa gcgcaattct gacctctttg ctgttgttgg acacgcacaa 480 

gaaacagatc gaccagaagg aggccgacta cggccgcctc agcagccggc tgcaggccag 540 

agagggcctc gggaagagat gcgaggatga caaggttaaa ctacagaaca acatatcgta 600 

tcagatggca gacatacatc atttaaagga gcaacttgct gagcttcgtc aggaatttct 660 

tcgacaagaa gaccagcttc aggactatag gaagaacaat acttaccttg tgaagaggtt 720 

agaatatgaa agttttcagt gtggacagca gatgaaggaa ttgagagcac agcatgaaga 78 0 

aaatattaaa aagttagcag accagttttt agaggaacaa aagcaagaga cccaaaagat 840 

tcaatcaaat gatggaaagg aattggatat aaacaatcaa gtagtaccta aaaatattcc 900 

aaaagtagct gagaatgttg cagataagaa tgaagaaccc tcaagcaatc atattccaca 960 

tggg 964 



<210> 503 
<211> 681 
<212> DNA 
<213> Homo sapiens 



<400> 503 

ggctgttgaa ttcggcacga ggagaccgca gcccttctct ggagtctcag agccgcaaga 60 

caccacgact cccagaggac cttgcgtcgg gcaagaaaga ctacaccttc cagaggcctc 120 

tgcggcgccg cgacaggaag cggcgggcga gccgagtgtc cttgcgcgtg gatccgagcg 180 

accatggtgg cccgggtgtg gtcgctgatg aggttcctca tcaagggaag tgtggctggg 240 

ggcgccgtct acctggtgta cgaccaggag ctgctggggc ccagcgacaa gagccaggca 3 00 

gccctacaga aggctgggga ggtggtcccc cccgccatgt accagttcag ccagtacgtg 360 

tgtcagcaga caggcctgca gataccccag ctcccagccc ctccaaagat ttactttccc 420 

atccgtgact cctggaatgc aggcatcatg acggtgatgt cagctctgtc ggtggccccc 480 

tccaaggccc gcgagtactc caaggagggc tgggagtatg tgaaggcgcg caccaagtag 540 

cgagtcagca ggggccgcct gccccggcca gaacgggcag ggctgccact gacctgaaga 6 00 

ctccggactg ggaccccact ccgagggcag ctcccggcct tgccggccca ataaaggact 660 

tcagaagtga aaaaaaaaaa a 681 



<210> 504 

<211> 4179 

<212> DNA 

<213> Homo sapiens 



<400> 504 

cggttcgacc cacgcgtccg ccctccagca gccctagtgt gcagagccaa gtactctttg 60 

ttaactggct tttctccctt cttaccaggt acctgcacat gttgttcttt gtcagtgctg 120 

tcaagtgtgt gccagggtga tccatggtca ctttccggga tggcagcaag gtgacttcgg 180 

ctgaggatga ccctgactga aaggctgcgt gagaagatat ctcgggcctt ctacaaccat 240 

gggctcctct gtgcatccta tcccatcccc atcatcctct tcacagggtt ctgcatctta 3 00 

gcctgctgct acccactgct gaaactcccc ttgccaggaa caggacctgt ggaattcacc 360 

acccctgtga aggattactc gcccccacct gtggactctg accgcaaaca aggagagcct 420 

actgagcagc ctgagtggta tgtgggtgcc ccggtggctt atgtccagca gatatttgtg 480 

aagtcctcag tgtttccctg gcacaagaac ptcctggcag tagatgtatt tcgttcacct 540 

ttgtcccggg cattccaact ggtggaggag atccggaacc acgtgctgag agacagctct 600 
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gggatcagga gcttggagga gttgtgtctg caagtgaccg acctgctgcc aggccttagg 660 

aagctcagga acctact ccc tgagcatgga tgcctgctgc tgtcccctgg gaacttctgg 720 

cagaatgact gggaacgctt ccatgctgat cctgacatca ttgggaccat ccaccagcac 780 

gagcctaaaa ccctgcagac ttcagccaca ctcaaagact tgttatttgg tgttcctggg 840 

aagtacagcg gggtgagcct ctacaccagg aagaggatgg tctcctacac catcaccctg 900 

gtcttccagc actaccatgc caagttcctg ggcagcctgc gtgcccgcct gatgcttctg 960 

caccccagcc ccaactgcag ccttcgggcg gagagcctgg tccacgtgca cttcaaggag 1020 

gagattggtg tcgctgagct catccccctt gtgaccacct acatcatctt gtttgcctac 1080 

atctacttct ccacgcggaa gatcgacatg gtcaagtcca agtgggggct ggccctggct 1140 

gccgtggtca cagtgctcag ctcgctgctc atgtctgtgg gactctgcac actcttcggc 1200 

ctgacgccca ccctcaatgg cggcgagatt ttcccctacc ttgtggtggt tattgggtta 1260 

gagaatgtgt tggtgctcac caagtctgtg gtctcaaccc cggtagacct ggaggtgaag 1320 

ctgcggatcg cccaaggcct aagcagcgag agctggtcca tcatgaagaa catggccacg 1380 

gagctgggca tcatcctcat cggctacttc accctagtgc ccgccatcca ggagttctgt 1440 

ctctttgctg tcgtggggct ggtgtctgac ttcttccttc agatgctgtt tttcaccact 1500 

gtcctgtcca ttgacattcg ccggatggag ctagcagacc tgaacaagcg actgccccct 1560 

gaggcctgcc tgccctcagc caagccagtg gggcagccaa cgcgctacga gcggcagctg 1620 

gctgtgaggc cgtccacacc ccacaccatc acgttgcagc cgtcttcctt ccgaaacctg 1680 

cggctcccca agaggctgcg tgttgtctac ttcctggccc gcacccgcct ggcacagcgc 1740 

ctcatcatgg ctggcaccgt tgtctggatt ggcatcctgg tatacacaga cccagcaggg 1800 

ctgcgcaact acctcgctgc ccaggtgacg gaacagagcc cattgggtga gggagccctg 1860 

gctcccatgc ccgtgcctag tggcatgctg ccccccagcc acccggaccc tgccttctcc 1920 

atcttcccac ctgatgcccc taagctacct gagaaccaga cgtcgccagg cgagtcacct 1980 

gagcgtggag gtccagcaga ggttgtccat gacagcccag tcccagaggt aacctggggg 2040 

cctgaggatg aggaactttg gaggaaattg tccttccgcc actggccgac gctcttcagc 2100 

tattacaaca tcacactggc caagaggtac atcagcctgc tgcccgtcat cccagtcacg 2160 

ctccgcctga acccgaggga ggctctggag ggccggcacc ctcaggacgg ccgcagtgcc 222 0 

tggcccccac cggggcccat acctgctggg cactgggaag caggacccaa gggcccaggt 2280 

ggggtgcagg cccatggaga cgtcacgctg tacaaggtgg cggcgctggg cctggccacc 2340 

ggcatcgtct tggtgctgct gctgctctgc ctctaccgcg tgctatgccc gcgcaactac 2400 

gggcagctgg gtggtgggcc cgggcggcgg aggcgcgggg agctgccctg cgacgactac 2460 

ggctatgcgc cacccgagac ggagatcgtg ccgcttgtgc tgcgcggcca cctcatggac 2520 

atcgagtgcc tggccagcga cggcatgctg ctggtgagct gctgcctggc aggccacgtc 2580 

tgcgtgtggg acgcgcagac cggggattgc ctaacgcgca ttccgcgccc aggcaggcag 2640 

cgccgggaca gtggcgtggg cagcgggctt gaggctcagg agagctggga acgactttca 2700 

gatggtggga aggctggtcc agaggagcct ggggacagcc ctcccctgag acaccgcccc 2760 

cggggccctc cgccgccttc cctcttcggg gaccagcctg acctcacctg cttaattgac 2820 

accaactttt cagcgcagcc tcggtcctca cagcccactc agcccgagcc ccggcaccgg 28 80 

gcggtctgtg gccgctctcg ggactcccca ggctatgact tcagctgcct ggtgcagcgg 2940 

gtgtaccagg aggaggggct ggcggccgtc tgcacaccag ccctgcgccc accctcgcct 3000 

gggccggtgc tgtcccaggc ccctgaggac gagggtggct cccccgagaa aggctcccct 3060 

tccctcgcct gggcccccag tgccgagggt tccatctgga gcttggagct gcagggcaac 3120 

ctcatcgtgg tggggcggag cagcggccgg ctggaggtgt gggacgccat tgaaggggtg 318 0 

ctgtgctgca gcagcgagga ggtctcctca ggcattaccg ctctggtgtt cttggacaaa 3240 

aggattgtgg ctgcacggct caacggttcc cttgatttct tctccttgga gacccacact 33 00 

gccctcagcc ccctgcagtt tagagggacc ccagggcggg gcagttcccc tgcctctcca 3360 

gtgtacagca gcagcgacac agtggcctgt cacctgaccc acacagtgcc ctgtgcacac 3420 

caaaaaccca tcacagccct gaaagccgct gctgggcgct tggtgactgg gagccaagac 34 80 

cacacactga gagtgttccg tctggaggac tcgtgctgcc tcttcaccct tcagggccac 3 540 

tcaggggcca tcacgaccgt gtacattgac cagaccatgg tgctggccag tggaggacaa 3600 

gatggggcca tctgcctgtg ggatgtactg actggcagcc gggtcagcca tgtgtttgct 3660 

caccgtgggg atgtcacctc ccttacctgt accacctcct gtgtcatcag cagtggcctg 3720 

gatgacctca tcagcatctg ggaccgcagc acaggcatca agttctactc cattcagcag 3780 

gacctgggct gtggtgcaag cttgggtgtc atctcagaca acctgctggt gactggcggc 3 840 

cagggctgtg tctccttttg ggacctaaac tacggggacc tgttacagac agtctacctg 3 900 

gggaagaaca gtgaggccca gcctgcccgc cagatcctgg tgctggacaa cgctgccatt 3960 

gtctgcaact ttggcagtga gctcagcctg gtgtatgtgc cctctgtgct ggagaagctg 4020 

gactgagcgc agggcctcct tgcccaggca ggaggctggg gtgctgtgtg ggggccaatg 4080 

cactgaacct ggacttgggg gaaagagccg agtatcttcc agccgctgcc tcctgactgt 4140 
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aataatatta aactttttta aaaaaccata aaaaaaaaa 4179 



<210> 505 
<211> 2220 
<212> DNA 

<213> Homo sapiens 



<400> 505 

agattggggg cgggactgac ggcggccggc ttagcttcca cagccaaggc cttccgccga 60 

gttggttttt gggttgttga tcgcggtggc cgggcggtct gcggtcgggc tgagacacgc 120 

ggagcaatgg cgacctttgt gagcgagctg gaggcggcca agaagaactt aagcgaggcc 180 

ctgggggaca acgtgaaaca atactgggct aacctaaagc tgtggttcaa gcagaagatc 240 

agcaaagagg agtttgacct tgaagctcat agacttctca cacaggataa tgtccattct 300 

cacaatgatt tcctcctggc cattctcacg cgttgtcaga ttttggtttc tacaccagat 360 

ggtgctggat ctttgccttg gccagggggt tccgcagcaa aacctggaaa acccaaggga 420 

aagaaaaagc tttcttctgt tcgtcagaaa tttgatcata gattccagcc tcaaaatcct 480 

ctctcaggag cccagcaatt tgtggcaaag gatccccaag atgatgacga cttgaaactt 540 

tgttcccaca caatgatgct tcccactcga ggccagcttg aagggagaat gatagtgact 600 

gcttatgagc atgggctgga caatgtcacc gaggaggctg tttcagctgt tgtctatgct 660 

gtggagaatc accttaaaga tatactgacg tcagttgtgt caagaaggaa agcttatcgg 720 

ttacgagatg gtcattttaa atatgccttt ggcagtaacg tgaccccgca gccatacctg 780 

aagaatagtg tagtagctta caacaactta afcagaaagcc ctccagcttt tactgctccc 840 

tgtgctggtc agaatccagc ttctcaccca ccccctgatg atgctgagca gcaggctgca 900 

ctcctgctgg catgctccgg agacactcta cctgcatctt tgcctccggt gaacatgtac 960 

gatctttttg aagctttgca ggtgcacagg gaagtcatcc ctacacatac tgtctatgct 102 0 

cttaacattg aaaggatcat cacgaaactc tggcatccaa atcatgaaga gctgcagcaa 1080 

gacaaagttc accgccagcg cttggcagcc aaggaggggc ttttgctgtg ctaaattagg 1140 

atttgagggt gtgggaccct caccaaattc attgattact gaaaattgaa tgttttttgg 1200 

gtccacattt caaggctgaa gtgtatagtg tatatataac ctttcctatg gaaatgtgac 1260 

attgagtaca ttttgtgttg ctgttgtgaa gccattaata taaatctttg gtaatgaccc 1320 

atatctctat atgtatgtgt tcccagttgt gggagcaggc actaatgaaa tcctgtgcct 1380 

ggaatggaga tatttaggta cctgaggctt agtgtcctgt ggtctgcatg taagatagat 1440 

gacatcctag aacaaagaag ctgttttaac ttaatccccc tgatcagcag gatatctgtg 1500 

tgttcagtga catcatacat tctgtatcta gaagtctaaa atttctgcct ttctcctaaa 1560 

gaatgtgttc ttgcattttg gttgaaataa cctacacagt gttaaaaatc agatacctcc 162 0 

tttagtgacc agttcaaatt ttaatagcga taggtagccc ctgagaaatt tatcactata 168 0 

actccacagg aaatatgact tggaagtgct ctgtgtacta aacaaaataa agcccctctt 1740 

tgcatttaaa accaaagtca aaacaaaact cttgtaatgc aattaattaa ctttatgtct 1800 

tcccatgact caagttttgt taaatatgcc caaaaacttt gattggcagt ttccctcggg 1860 

gtaaatttat tccctatagg aatggtattt taaggaaatc ctatacaaat tgggatatat 1920 

gcttgggtaa ttcctcccag tttcctaggg agggtaccct atttcctacc gtttccaagt 1980 

gatgaagtga aaataattta cattccgata gtgttactga ataacaaacc tacttaagag 2040 

atatgttgct ttttacttaa gggatagtgt tgatagataa attagaatgt atagataggt 2100 

ttgtgaaagt ctaaataatg gctgtataga tatgtatata tggttcacat atctggatct 2160 

gtgtatttga ttttgtactt taaatgtgac aaataaacct tttgggagaa aaaaaaaaaa 2220 



<210> 506 

<211> 2095 

<212> DNA 

<213> Homo sapiens 



<400> 506 

tggaatggca ctcagggcaa aggcagaggt gtgcatggca gtgccctggc tgtccctgca 6 0 
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aagggcacag gcactgggca cgagagccgc cc'gggtcccc aggacagtgc tgccctttga 120 

agccatgccc cggcgtccag gcaacaggtg gctgaggctg ctgcagatct ggagggagca 180 

gggttatgag gacctgcacc tggaagtaca ccagaccttc caggaactgg ggcccatttt 240 

caggtacgat ttgggaggag caggcatggt gtgtgtgatg ctgccggagg acgtggagaa 300 

gctgcaacag gtggacagcc tgcatcccca caggatgagc ctggagccct gggtggccta 360 

cagacaacat cgtgggcaca aatgtggcgt gttcttgctg aatgggcctg aatggcgctt 420 

caaccgattg cggctgaatc cagaagtgct gtcgcccaac gctgtgcaga ggttcctccc 480 

gatggtggat gcagtggcca gggacttctc ccaggccctg aagaagaagg tgctgcagaa 540 

cgcccggggg agcctgaccc tggacgtcca gcccagcatc ttccactaca ccatagaagc 600 

cagcaacttg gctctttttg gagagcggct gggcctggtt ggccacagcc ccagttctgc 660 

cagcctgaac ttcctccatg ccctggaggt catgttcaaa tccaccgtcc agctcatgtt 720 

catgcccagg agcctgtctc gctggaccag ccccaaggtg tggaaggagc actttgaggc 780 

ctgggactgc atcttccagt acggcgacaa ctgtatccag aaaatctatc aggaactggc 84 0 

cttcagccgc cctcaacagt acaccagcat cgtggcggag ctcctgttga atgcggaact 900 

gtcgccagat gccatcaagg ccaactctat ggaactcact gcagggagcg tggacacgac 960 

ggtgtttccc ttgctgatga cgctctttga gctggctcgg aaccccaacg tgcagcaggc 1020 

cctgcgccag gagagcctgg ccgccgcagc cagcatcagt gaacatcccc agaaggcaac 1080 

caccgagctg cccttgctgc gtgcggccct caaggagacc ttgcggctct accctgtggg 114 0 

tctgtttctg gagcgagtgg cgagctcaga cttggtgctt cagaactacc acatcccagc 1200 

tgggacattg gtgcgcgtgt tcctctactc tctgggtcgc aaccccgcct tgttcccgag 1260 

gcctgagcgc tataaccccc agcgctggct agacatcagg ggctccggca ggaacttcta 1320 

ccacgtgccc tttggctttg gcatgcgcca gtgccttggg cggcgcctgg cagaggcaga 1380 

gatgctgctg ctgctgcacc atgtgctgaa acacctccag gtggagacac taacccaaga 144 0 

ggacataaag atggtctaca gcttcatatt gaggcccagc atgttccccc tcctcacctt 1500 

cagagccatc aagtaatcac gtctctgcac ccagggtccc agcctggcca ccagcctccc 156 0 

tttctgcctg accccaggcc acccctcttc tctcccacat gcacagcttc ctgagtcacc 162 0 

cctctgtcta accagcccca gcacaaatgg aactcccgag ggcctctagg accagggttt 168 0 

gccaggctaa gcagcaatgc cagggcacag ctggggaaga tcttgctgac cttgtcccca 1740 

gccccacctg gccctttctc cagcaagcac tgtcctctgg gcagtttgcc cccatccctc 1800 

ccagtgctgg ctccaggctc ctcgtgtggc catgcaaggg tgctgtggtt ttgtcccttg 1860 

ccttcctgcc tagtctcaca tgtccctgtt cctcttcccc tggccagggc ccctgcgcag 1920 

actgtcagag tcattaagcg ggatcccagc atctcagagt ccagtcaagt tccctcctgc 1980 

agcctgcccc ctaggcagct cgagcatgcc ctgagctctc tgaaagttgt cgccctggaa 2040 

tagggtcctg cagggtagaa taaaaaggcc cctgtggtca cttgtcctga aaaaa 2 095 



<210> 507 

<211> 1555 

<212> DNA 

<213> Homo sapiens 



<400> 507 

tttttttttt ttcacgtttc atttttattg tgctgggggt caggcagcag cccccactga 60 

ggccccaccc agcctccggg ctgcctggcc tgtgccatgg gtcccaggct ccagcaggga 120 

gctcgtacct tccctcagct gagggcccac ctggccttgg gatgccgttg gggtagccag 180 

ggtgggggta gccaggggtg gattcacaga gaagatccca gcccatccca tgccagggtc 240 

tggggagcct cccgaggaag gggaggagga agaggaggaa ggccctgcct ggccttccgc 300 

tcagtcaccc cgaggtggct tctggacccc cagcatgttg ggcaggggca tgggggctgc 360 

agggcggcgt gaggggctca gtccagcctg gggcgctggg cagtcacgag tctttcttgc 420 

aggagcagga ccccagctgc tcctccagga aggaaatctg ctcgctcagg gagtcgatgc 480 

ggccgagctg ctggaaggag tgcaccagga ggctgccggg gtccgggagc ccatgctcca 540 

gtgcctgcga ggccaggctg tgcagtgggg ccagcaccag ctgcagcttc tcctccagca 600 

ggtccaccct ggactgcagc ctctgcactt cttccttcat tgcactgtcc actcctgtcg 660 

ggttgggggc caccctgggg ggccctccct tgggcacaca gagtgtaccg tctgcagaca 720 

ggctgtgccc ctcccaacac tggcaccagt aactgccggc ggtgttgacg cagcgctggg 780 

gacagccgcc cctcctagca ctgcattcat ccacatctga ctggcaagtg tcaccccgcc 840 

atcctgcagg gcagcggcag cggccaggct ggacacagct ccctccgttc cggcatggcg 900 
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gctggcatat tgctgctcca caggccccag gaagcccgct ggtcctcttc cagccggggc 960 

agcacgcgta gcgaggcctg gcaggggcca gcccagggct gcggcggtag gcggtcctat 1020 

agatggttcg gtaggtgctg caggcccggt gcccgtcgca ggtggtgagg aagggctggt 1080 

acacacgctg cacgaacgac tcggagacag ggtccccgtg agcccggaca gcacacaccc 1140 

tacggccggg ccggtaggcg tgctctgtgc cgcccactgc caacaccaga agccacatca 1200 

gcagcacctc ctgagagccc ctcatggcct gtgcctccag gcggggtggc cttctcctct 1260 

gggtggcctg gcggaggaga atcagtcatc ccccggacag gggcaggagc tgctcctccg 1320 

ggtggtgggg gccacctgtg cctccccggt cctgggggct gctgatgctg ctggagccca 1380 

ggcgtggcca tggtggccgc tgctgtgtcc tgggactgga gatggaccct agcccttgct 1440 

gggg° ctca g gcccactggc cgcctggagg cacctcctga ggcccacctg cctggcctgt 1500 

ccacaggagc ctcccttgca gccgtgcagg gccagcttgg tgccggacgc gtggg 1555 



<210> 508 

<211> 2133 

<212> DNA 

<213> Homo sapiens 



<400> 508 

gatgaaacaa atacttcatc ctgctctgga aaccactgca atgacattat tcccagtgct j 60 

gttgttcctg gttgctgggc tgcttccatc ttttccagca aatgaagata aggatcccgc 120 

ttttactgct ttgttaacca cccaaacaca agtgcaaagg gagattgtga ataagcacaa 180 

tgaactgagg agagcagtat ctccccctgc cagaaacatg ctgaagatgg aatggaacaa 240 

a gaggctgca gcaaatgccc aaaagtgggc aaaccagtgc aattacagac acagtaaccc 3 00 

aaaggatcga atgacaagtc taaaatgtgg tgagaatctc tacatgtcaa gtgcctccag 360 

ctcatggtca caagcaatcc aaagctggtt tgatgagtac aatgattttg actttggtgt 420 

agggccaaag actcccaacg cagtggttgg acattataca caggttgttt ggtactcttc 48 0 

atacctcgtt ggatgtggaa atgcctactg tcccaatcaa aaagttctaa aatactacta 540 

tgtttgccaa tattgtcctg ctggtaattg ggctaataga ctatatgtcc cttatgaaca 600 

aggagcacct tgtgccagtt gcccagataa ctgtgacgat ggactatgca ccaatggttg 66 0 

caagtacgaa gatctctata gtaactgtaa aagtttgaag ctcacattaa cctgtaaaca 720 

tcagttggtc agggacagtt gcaaggcatc ctgcaattgt tcaaacagca tttattaaat 780 

acgcattaca caccgagtag ggctatgtag agaggagtca gattatctac ttagatttgg 840 

catctactta gatttaacat atactagctg agaaattgta ggcatgtttg atacacattt 900 

gatttcaaat gtttttcttc tggatctgct ttttatttta caaaaatatt tttcatacaa 960 

atggttaaaa agaaacaaaa tctataacaa caactttgga tttttatata taaactttgt 1020 

gatttaaatt tactgaattt aattagggtg aaaattttga aagttgtatt ctcatatgac 1080 

taagttcact aaaaccctgg attgaaagtg aaaattatgt tcctagaaca aaatgtacaa 1140 

aaagaacaat ataattttca catgaaccct tggctgtagt tgcctttcct agctccactc 1200 

taaggctaag catcttcaaa gacgttttcc catatgctgt cttaattctt ttcactcatt 1260 

cacccttctt cccaatcatc tggctggcat cctcacaatt gagttgaagc tgttcctcct 1320 

aaaacaatcc tgacttttat tttgccaaaa tcaatacaat cctttgaatt ttttatctgc 13 80 

ataaatttta cagtagaata tgatcaaacc ttcattttta aacctctctt ctctttgaca 1440 

aaacttcctt aaaaaagaat acaagataat ataggtaaat accctccact caaggaggta 1500 

gaactcagtc ctctcccttg tgagtcttca ctaaaatcag tgactcactt ccaaagagtg 1560 

gagtatggaa agggaaacat agtaacttta caggggagaa aaatgacaaa tgacgtcttc 1620 

accaagtgat caaaattaac gtcaccagtg ataagtcatt cagatttgtt ctagataatc 1680 

tttctaaaaa ttcataatcc caatctaatt atgagctaaa acatccagca aactcaagtt 1740 

gaaggacatt ctacaaaata tccctggggt attttagagt attcctcaaa actgtaaaaa 1800 

tcatggaaaa taagggaatc ctgagaaaca atcacagacc acatgagact aaggagacat 1860 

gtgagccaaa tgcaatgtgc ttcttggatc agatcctgga acagaaaaag atcagtaatg 1920 

aaaaaactga tgaagtctga atagaatctg gagtattttt aacagtagtg ttgatttctt 1980 

aatcttgaca aatatagcag ggtaatgtaa gatgataacg ttagagaaac tgaaactggg 2040 

tgagggctat ctaggaattc tctgtactat cttaccaaat tttcggtaag tctaagaaag 2100 

caatgcaaaa taaaaagtgt ctcaaaaaaa aaa 2133 
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<210> 509 

<211> 420 

<212> DNA 

<213> Homo sapiens 



<400> 509 

cgaacggccg aacgggaacc tcctatgctg gtggacacga agctcaccga ctatgaggaa 60 

cagacggacg gaaaggacct gcacaccacc actggcttca ccctataacc tggtccctca 120 

tctccagaac ctgctagctg tcctgcttat gatattagtg ctgactccaa tggtccttaa 180 

cccacacaag ctgtatcaga tgatgacgca gaatatctta ttgcagaagc cacagaaaaa 240 

ttttatttgg acagccctga aagggaacct atcctatcct cggaaccttc tcctgcagtc 300 

acacctgtca ctcctactac actcattgct cctagaattg aatcaaagag tatgtctgct 360 

cccgcgatct ttgatagatc cagggaagag attgaagaaa aagccaatgg agacattttt 420 



<210> 510 

<211> 1185 

<212> DNA 

<213> Homo sapiens 



<400> 510 

ttgagcaaca tgacaggtgg ctgaggagcc aggtgcagag tggtagagtt ggctggcgga 60 

gtggccagca catgagacga caggcaggta ggtggacgga gagatagcag cgacgcggac 120 

aggccaaaca gtgacagcca cgtagaggat ctggcagaca aagagacaag actttggaag 180 

tgacccacca tggggctcag catctttttg ctcctgtgtg ttcttgggct cagccaggca 240 

gccacaccga agattttcaa tggcactgag tgtgggcgta actcacagcc gtggcaggtg 300 

gggctgtttg agggcaccag cctgcgctgc gggggtgtcc ttattgacca caggtgggtc 360 

ctcacagcgg ctcactgcag cggcagcagg tactgggtgc gcctggggga acacagcctc 420 

agccagctcg actggaccga gcagatccgg cacagcggct tctctgtgac ccatcccggc 480 

tacctgggag cctcgacgag ccacgagcac gacctccggc tgctgcggct gcgcctgccc 540 

gtccgcgtaa ccagcagcgt tcaacccctg cccctgccca atgactgtgc aaccgctggc 600 

accgagtgcc acgtctcagg ctggggcatc accaaccacc cacggaaccc attcccggat 660 

ctgctccagt gcctcaacct ctccatcgtc tcccatgcca cctgccatgg tgtgtatccc 720 

gggagaatca cgagcaacat ggtgtgtgca ggcggcgtcc cggggcagga tgcctgccag 780 

ggtgattctg ggggccccct ggtgtgtggg ggagtccttc aaggtctggt gtcctggggg 840 

tctgtggggc cctgtggaca agatggcatc cctggagtct acacctatat ttgcaagtat 900 

gtggactgga tccggatgat catgaggaac . aactgacctg tttcctccac ctccaccccc 960 

accccttaac ttgggtaccc ctctggccct cagagcacca atatctcctc catcacttcc 1020 

cctagctcca ctcttgttgg cctgggaact tcttggaact ttaactcctg ccagcccttc 1080 

taagacccac gagcggggtg agagaagtgt gcaatagtct ggaataaata tccctccctg 1140 

agactgaacc aaacaaaatc cttgacaaac actgaaatta taaac 1185 



<210> 511 

<211> 2872 

<212> DNA 

<213> Homo sapiens 



<400> 511 

ttagagctcg ggtctcctcg ccacagctcc gagtctttcg ttctgggagg cccaggcggc 60 

ttcgcgttct gagaataaac agaacctctg ttgctctgcg acttgcaggc actgggagat 120 

tcgtagctaa gacgccaggg catcccggaa gctgggaaat gggactgttg acattcaggg 180 

atgtggccgt agaattctct ttggaggagt gggaacacct ggaaccagct cagaagaatt 240 
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tgtatcagga tgtgatgtta gaaaactaca gaaacctggt ctctctgggt cttgttgtct 3 00 

ctaagccgga cctgatcacc tttttggaac aaaggaaaga gccttggaat gtgaagagtg 360 

aggagacagt agccatccag ccagatgtgt tttcgcatta taacaaggac ctgttgacag 420 

agcactgcac agaagcttca ttccaaaaag tgatatcgag gagacatggg agctgtgatc 480 

ttgagaattt acatttaaga aaaaggtgga aaagggagga gtgtgaaggg cacaatggat 540 

gttatgatga aaagactttt aaatatgatc aatttgatga atcctctgtt gaaagtttgt 600 

ttcaccagca aatactttct tcttgtgcca aaagctataa ctttgatcaa tataggaagg 660 

tctttactca ttcatcattg cttaatcaac aagaggaaat agatatttgg ggaaaacatc 720 

acatatatga taaaacttca gtgttattta ggcaggtctc tactctaaat agttaccgaa 780 

atgtttttat tggagagaaa aattatcatt gcaataattc tgaaaaaacc ttgaaccaaa 840 

gctcaagccc taaaaatcat caggaaaatt attttctaga aaaacaatac aaatgtaaag 900 

aatttgagga agtctttctt cagagtatgc atgggcaaga gaaacaagaa cagtcttaca 960 

aatgtaataa atgtgtagaa gtttgtaccc agtcattaaa acatattcaa catcagacca 1020 

tccatatcag agaaaactca tatagctata acaaatatga taaagatctt agtcagtcat 1080 

caaatcttag aaagcagata atccataatg aagagaaacc atacaaatgt gaaaaatgtg 1140 

gggatagctt aaaccatagt ttgcacctta ctcaacatca gatcattcct accgaagaga 1200 

aaccctataa atggaaagaa tgtggcaagg tctttaacct taactgtagt ttatacctta 1260 

ctaaacagca gcaaattgat actggagaaa acctttacaa atgtaaagca tgtagcaaat 1320 

cttttactcg ttcctccaat cttattgtgc atcagagaat tcacactgga gagaaaccat 1380 

acaaatgtaa agaatgtggc aaagcctttc gctgtagttc ataccttact aaacataagc 1440 

gaattcatac tggagagaaa ccttataaat gtaaagaatg tggaaaagct tttaaccgta 1500 

gttcatgcct tactcaacat cagacaactc atacaggaga aaaactttac aaatgtaaag 1560 

tatgtagcaa atcttatgct cgttcttcaa atcttattat gcatcagaga gttcatactg 162 0 

gagagaagcc ttataaatgt aaagaatgtg gcaaagtctt tagccgtagt tcttgcctta 1680 

ctcaacatcg gaaaattcat actggagaaa atctttacaa atgcaaagta tgtgctaaac 1740 

cttttacttg tttctcaaat cttattgtgc atgagagaat tcatactgga gagaaaccct 1800 

ataaatgtaa agaatgtggc aaagcctttc cttatagttc acaccttatt cgacatcatc 186 0 

gaattcatac tggagaaaaa ccatacaaat gtaaagcatg tagcaaatct tttagtgact 1920 

cctcaggtct tactgtgcat cggcgaactc atactggaga gaaaccctat acatgtaaag 1980 

aatgtggcaa agcctttagt tatagttcag atgttattca gcatcggaga attcatactg 2040 

gccagagacc ctacaaatgt gaagaatgtg gcaaagcctt caactatagg tcatacctca 2100 

ctacacatca aagaagtcat actggagaga gaccctacaa atgtgaagaa tgtggcaaag 2160 

ccttcaactc taggtcatac ctcactacac atcggagaag acatactgga gagagaccct 222 0 

acaaatgtga tgaatgtggt aaagccttca gctataggtc atacctcact acacatcgga 22 80 

gaagtcatag tggagagaga ccc tacaaat gtgaagaatg tggcaaagcc tttaactcta 2340 

ggtcatacct cattgcacat cagagaagtc atactagaga aaaactttaa aaatgtaaaa 2400 

catggagcag attttttact tgttacccat gtcttattgt gcatcagata atttatatgg 246 0 

gagtgaaacc ctacaaatgt taagaatgtg gcataacctt taactatttt caagccttac 2520 

acaatagcag agaatataaa ctgaaaaaat ccatacaaat attaaaaatg tggcaaatta 258 0 

ttttaaactg tgctcaaccc ttactcaaga taatccatac tagagaaaca ctatagatgt 2640 

aaaaatgtga aaagttttat tcaaaatatc aaacttatga gtcacctagg ggttcataga 2 700 

aaaaggaagt ttgcagatgc aataaatgtg aggaagtatt taataaaaaa tgaagtctaa 2760 

atgtgtcaga gaatttatgt gagaaaggac taaagcacag acactttcag cctttatact 2820 

aaataagagt atttttgctc agatatctta aggcaaataa tagtatttat tg 2872 



<210> 512 
<211> 971 
<212> DNA 

<213> Homo sapiens 



<400> 512 

cccacgcgtc cgctcagggc ttcattttct gtcctccacc 
cctcgccctc ctcctggctg ttctccaagg agtctgtgcc 
tggagcagag gtgaaaaagc ccggggagtc tctgaagatc 
cagctttacc agctactgga tcggctgggt gcgccagatg 
gatggggatc atctatcctg gtgactctga taccagatac 



atcatggggt caaccgccat 60 

gaggtgcagc tggtgcagtc 120 

tcctgtaagg gttctggata 180 

cccgggaaag gcctggagtg 240 

agcccgtcct tccaaggcca 3 00 
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ggtcaccatc tcagccgaca agtccatcag caccgcctac ctgcagtgga gcagcctgaa 360 

ggcctcggac accgccatgt attactgtgc gagacacaca gtgagagaaa ccagccccga 420 

gcccgtctaa aaccctccac accgcaggtg cagaatgagc tgctagagac tcactcccca 480 

ggggcctctc tattcatccg gggaggaaac actggctgtt tgtgtcctca ggagcaagaa 540 

ccagagaaca atgtgggagg gttcccagcc cctaaggcaa ctgtataggg gacctgacca 600 

tgggaggtgg attctctgac ggggctcttg tgtgttctac aaggttgttc atggtgtata 660 

ttagatggtt aacatcaaaa ggctgcctaa caggcacctc tccaatatga cagtatttta 720 

attagtgaaa attttacaca gttcatcatt gcttgcttgc cttcctccct cctgtccact 780 

ctcactcact ccttctttta ttttctactt aattttacaa aatcatttaa cccctttttg 840 

aactattaat aggctatctt tgtttggtga ttgttttcct ttcaataata tgtactgaat 900 

aattcatctt tgtgccaatt cataagtatt ctggtgtaat aaagacttct ttcataaaaa 960 

ttggataaat t 971 



<210> 5X3 
<211> 422 
<212> DNA 
<213> Homo sapiens 



<400> 513 

atctacagcg ttggataggt gttaccggaa cggcggcgac 
gtggggcata cataatcttt ttgctatgct tcgaagctgg 
gtaaacacaa agtgaacctc tgagatagaa aatcaagtat 
ggatcaagga ggacagcctt gtcagcagtg gcccttgaac 
attccagcac caacaggatc caagccagat tgactgggct 
tgcccaaaga gaagcttcag gacagcaaag catggtagaa 
aaatggacaa gatatgtcta caatggaatc ttgtcccaac 

gg 



<210> 514 
<211> 1568 
<212> DNA 

<213> Homo sapiens 



<400> 514 

gagtcagccc ccgggggagg ccatgaacgc cacggggacc ccggtggccc ccgagtcctg 60 

ccaacagctg gcggccggcg ggcacagccg gctcattgtt ctgcactaca accactcggg 120 

ccggctggcc gggcgcgggg ggccggagga tggcggcctg ggggccctgc gggggctgtc 180 

ggtggccgcc agctgcctgg tggtgctgga gaacttgctg gtgctggcgg ccatcaccag 240 

ccacatgcgg tcgcgacgct gggtctacta ttgcctggtg aacatcacgc tgagtgacct 300 

gctcacgggc gcggcctacc tggccaacgt gctgctgtcg ggggcccgca ccttccgtct 360 

ggcgcccgcc cagtggttcc tacgggaggg cctgctcttc accgccctgg ccgcctccac 420 

cttcagcctg ctcttcactg caggggagcg ctttgccacc atggtgcggc cggtggccga 480 

gagcggggcc accaagacca gccgcgtcta cggcttcatc ggcctctgct ggctgctggc 540 

cgcgctgctg gggatgctgc ctttgctggg ctggaactgc ctgtgcgcct ttgaccgctg 6 00 

ctccagcctt ctgcccctct actccaagcg ctacatcctc ttctgcctgg tgatcttcgc 660 

cggcgtcctg gccaccatca tgggcctcta tggggccatc ttccgcctgg tgcaggccag 720 

cgggcagaag gccccacgcc cagcggcccg ccgcaaggcc cgccgcctgc tgaagacggt 780 

gctgatgatc ctgctggcct tcctggtgtg ctggggccca ctcttcgggc tgctgctggc 840 

cgacgtcttt ggctccaacc tctgggccca ggagtacctg cggggcatgg actggatcct 900 

ggccctggcc gtcctcaact cggcggtcaa ccccatcatc tactccttcc gcagcaggga 960 

ggtgtgcaga gccgtgctca gcttcctctg ctgcgggtgt ctccggctgg gcatgcgagg 1020 

gcccggggac tgcctggccc gggccgtcga ggctcactcc ggagcttcca ccaccgacag 1080 

ctctctgagg ccaagggaca gctttcgcgg ctcccgctcg ctcagctttc ggatgcggga 1140 
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aagggggtac ccgaactaga 60 

agtctgaatc aacctaagtt 120 

attctaaaag aagggatgtg 180 

catcagcaat ggatgcactc 240 

gcattggccc aagcttggat 3 00 

caaccaccat gaatgatgcc 360 

aatcattgga aatttccagg 420 
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gcccctgtcc agcatctcca gcgtgcggag catctgaagt tgcagtcttg cgtgtggatg 1200 

gtggaagcca ccgggtgcgt gccaggcagg cccctcctgg ggtacaggaa agctgtgtgc 1260 

acgcaagcct cgcctgtatg gggagcaggg aacgggaaca ggcccccatg gtcttcccgg 1320 

tggcctctcg gggcttctga cgccaaatgg gcttcccatg gtcaccctgg acaaggaggt 1380 

aaccacccca cctccccgta ggagcagaga gcaccctggt gtgggggcga gtgggttccc 1440 

cacaaccccg cttctgtgtg attctgggga agtcccggcc cctctctggg cctcagtagg 1500 

gctcccaggc tgcaaggggt ggactgtggg atgcatgccc tggcaacatt gaagttcgat 1560 

catggtaa 1568 



<210> 515 
<211> 857 
<212> DNA 
<213> Homo sapiens 



<400> 515 

gaagggctga cgctgcagtg ggctgtgatc ccatcactgc actccagcct ccggggctca 60 

agtgatcctc ccacctcagc ctctcaatta gctgggacta cagccgtagt gccaccatgc 120 

ccagctaatt gttagtttta aattttttgt agagatgagg gtctcactat gctgcccagg 180 

ctggtctcga cctcctggcc tcaagtgatc ctcctgcctc agcctcccaa agagctggga 240 

ttacaggctt gagccaccat gcctggcata ttcctatttt tgagaagagg tagaaacttc 3 00 

agggtctatg cttgtatcca cttctctccg gacgcgtggg ttcagcttca ctgacttctg 3 60 

gattctcctc ttgagtaaaa ggactcagcc aactatgaag ttttttgttt ttgctttaat 420 

cttggctctc atgctttcca tgactggagc tgattcacat gcaaagagac atcatgggta 480 

taaaagaaaa ttccatgaaa agcatcattc acatcgaggc tatagatcaa attatctgta 540 

tgacaattga tatcttcagt aatcatgggg catgattatg gaggtttgac tggcaaattc 600 

gctttggact cgtgtattct catttgtcat accgcatcac actaccactg ctttttgaag 660 

aattatcata aggcaatgca gaataaaaga aataccatga tttagtgaat tctgtgtttc 720 

aggatacttc ccttcctaat tatcatttga ttagatactt gcaatttaaa tgttaagctg 780 

ttttcactgc tgtttctgag taatagaaat tcattcctct ccaaaagcaa taaaattcaa 840 

gcacattaaa aaaaaaa 857 



<210> 516 

<211> 2133 

<212> DNA 

<213> Homo sapiens 



<400> 516 
gatgaaacaa atacttcatc ctgctctgga 
gttgttcctg gttgctgggc tgcttccatc 
ttttactgct ttgttaacca cccaaacaca 
tgaactgagg agagcagtat ctccccctgc 
agaggctgca gcaaatgccc aaaagtgggc 
aaaggatcga atgacaagtc taaaatgtgg 
ctcatggtca caagcaatcc aaagctggtt 
agggccaaag actcccaacg cagtggttgg 
atacctcgtt ggatgtggaa atgcctactg 
tgtttgccaa tattgtcctg ctggtaattg 
aggagcacct tgtgccagtt gcccagataa 
caagtacgaa gatctctata gtaactgtaa 
tcagttggtc agggacagtt gcaaggcatc 
acgcattaca caccgagtag ggctatgtag 
catctactta gatttaacat atactagctg 
gatttcaaat gtttttcttc tggatctgct 



aaccactgca atgacattat tcccagtgct 60 

ttttccagca aatgaagata aggatcccgc 120 

agtgcaaagg gagattgtga ataagcacaa 180 

cagaaacatg ctgaagatgg aatggaacaa 240 

aaaccagtgc aattacagac acagtaaccc 300 

tgagaatctc tacatgtcaa gtgcctccag 360 

tgatgagtac aatgattttg actttggtgt 420 

acattataca caggttgttt ggtactcttc 480 

tcccaatcaa aaagttctaa aatactacta 540 

ggctaataga ctatatgtcc cttatgaaca 600 

ctgtgacgat ggactatgca ccaatggttg 660 

aagtttgaag ctcacattaa cctgtaaaca 720 

ctgcaattgt tcaaacagca tttattaaat 780 

agaggagtca gattatctac ttagatttgg 840 

agaaattgta ggcatgtttg atacacattt 900 

ttttatttta caaaaatatt tttcatacaa 960 
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atggttaaaa agaaacaaaa tctataacaa caactttgga tttttatata taaactttgt 1020 

gatttaaatt tactgaattt aattagggtg aaaattttga aagttgtatt ctcatatgac 1080 

taagttcact aaaaccctgg attgaaagtg aaaattatgt v tcctagaaca aaatgtacaa 1140 

aaagaacaat ataattttca catgaaccct tggctgtagt tgcctttcct agctccactc 1200 

taaggctaag catcttcaaa gacgttttcc catatgctgt cttaattctt ttcactcatt 1260 

cacccttctt cccaatcatc tggctggcat cctcacaatt gagttgaagc tgttcctcct 1320 

aaaacaatcc tgacttttat tttgccaaaa tcaatacaat cctttgaatt ttttatctgc 1380 

ataaatttta qagtagaata tgatcaaacc ttcattttta aacctctctt ctctttgaca 1440 

aaacttcctt aaaaaagaat acaagataat ataggtaaat accctccact caaggaggta 1500 

gaactcagtc ctctcccttg tgagtcttca ctaaaatcag tgactcactt ccaaagagtg 1560 

gagtatggaa agggaaacat agtaacttta caggggagaa aaatgacaaa tgacgtcttc 1620 

accaagtgat caaaattaac gtcaccagtg ataagtcatt cagatttgtt ctagataatc 1680 

tttctaaaaa ttcataatcc caatctaatt atgagctaaa acatccagca aactcaagtt 1740 

gaaggacatt ctacaaaata tccctggggt attttagagt attcctcaaa actgtaaaaa 1800 

tcatggaaaa taagggaatc ctgagaaaca atcacagacc acatgagact aaggagacat 1860 

gtgagccaaa tgcaatgtgc ttcttggatc agatcctgga acagaaaaag atcagtaatg 1920 

aaaaaactga tgaagtctga atagaatctg gagtattttt aacagtagtg ttgatttctt 1980 

aatcttgaca aatatagcag ggtaatgtaa gatgataacg ttagagaaac tgaaactggg 2040 

tgagggctat ctaggaattc tctgtactat cttaccaaat tttcggtaag tctaagaaag 210 0 

caatgcaaaa taaaaagtgt ctcaaaaaaa aaa 2133 



<210> 517 

<211> 1404 

<212> DNA 

<213> Homo sapiens 



<400> 517 

tttttttttt ttaaggcttg taggttttaa tgtttcatga ctggtaacag agtagtctcg 60 

aggggatcct tggagaacct gttctgactt tagaagcact tcctgtggac aatggagggc 120 

cctgcctcat catactcagg cttgctgatc cacatctgct ggaaggtgga gagagaggcc 180 

aggatagagc ccccgatcca gactgagtac ttccgctctg ggggagcaat aatcttgatc 240 

ttcatggtgc tgggggccag ggctgtgatc tccttctgca tcctgtcagc aatgccaggg 300 

tacatggtgg tgcccccaga gaggacattg ttggcatata agtccttacg gatgtcaatg 360 

tcacacttca tgatggaatt gtaggttgtc tcatgaattc cagcggactc catgccaata 420 

aaggaaggct ggaagagggt ctcagggcag cggaagcgct cattgccaat ggtgataacc 480 

tgcccatctg gcagctcata gctcttctcc agggaggaag aggaagctgc tgtggccatc 540 

tcattctcaa aatccagggc cacatagcac agcttctcct tgatgtctcg cacaatttct 600 

ctctcagctg tggtcacaaa ggaatagcct ctctctgtga ggatcttcat gaggtagtcc 660 

gtgaggtcac ggccagccaa gtccaggcgc atgatggcat ggggcagggc atagccttca 720 

tagatgggga cattgtgggt gacgccatca cctgaatcca ggacgatgcc tgtcgtgcgg 780 

ccagaggcat agagggagag cacagcttga atggcgacgt acatggcagg gacattgaag 840 

gtttcaaaca tgatctgggt catcttttcc ctgttggcct tgggatttag gggagcctct 900 

gtgagcaggg tggggtgctc ttcaggtgct acacgcagct cattgtagaa ggagtggtgc 960 

cagatcttct ccatgtcatc ccagttggtg atgatgccgt gttcaatggg gtatttgaga 1020 

gttaggatcc ctcgcttgct ctgagcctca tcccccacat agctgtcttt ctggcccatt 1080 

cccaccatca caccctggtg gcgagggcgg cccacaatgg aggggaagac agcccggggg 1140 

gcatcatctc ctgcgaagcc tgccttgcac aggccagagc cattgtcaca cacgagcgcg 1200 

gtggtctcct cttcacacat ggtgtatgtg gctgagtgag ctggggactg gagcaccgag 1260 

gcatggtggc gggcgcctgt agtcccagct actcgggagg ctgaggcagg agaatggcgt 1320 

gaacccggga ggcggagctt gcagtgagcc aagatcgagc cactgcactc cagccgaggg 1380 

tatgagaggt tcttctccca gtga 1404 



<210> 518 
<211> 698 



352 



WO 01/54477 



PCT7US01/02687 



<212> DNA 

<213> Homo sapiens 



<400> 518 

gcgggaggca ggagactggg gtgtgtgggg tcctctgaca gtgcacacgt ctcggaagtc 60 

cagcagaccg tttcctgaag tcctgagaag gccagagacc tcccttctgc ctttcccagc 120 

ccccacctcg ctccttatga agcaggtggg cagggacaac cagggctggg gttatgagtg 180 

cacggggatg gccatgtgaa gccttcgtgc ttgcccaggt gtgctggtgt tggttgtgtg 240 

tgcggggacg gctatgtgaa gccctcacac tcgcccaggt gcgtcggcat caggtatgtg 300 

tgccgggaca gccatgtgaa gccctcacac tcacccaggt gcgtcggcat cagttgtgtg 360 

tgtggggacg gccatgtgaa gccctcacac tcgcccaggt gtgctggctt tggttgtgtg 420 

tgcagggatg gccacatgaa gccctcactc tcgcccaggt gcgtcagcat caggtgtgtg 480 

tgcggggacg gccatgtgaa gccctctcac tcgcccaggt gcgttgatgt tgtgtgtgca 540 

gggatggcca tgtgaagccc tcactctcac ccaggtgcgt tgatgtcagt tgtgtgtgca 600 

gggtcagcca tgtgaagccc tcagactagc ccaggtgtgt cggtgtcagt tgtgtgtgtg 660 

gggatggcca cgtgaagccc tcacacttgc cccggcgc 698 



<210> 519 
<211> 752 
<212> DNA 
<213> Homo sapiens 



<400> 519 

cctccgacag cctctccaca ggtaccatga aggtctccgc ggcagccctc gctgtcatcc 60 

tcattgctac tgccctctgc gctcctgcat ctgcctcccc atattcctcg gacaccacac 120 

cctgctgctt tgcctacatt gcccgcccac tgccccgtgc ccacatcaag gagtatttct 180 

acaccagtgg caagtgctcc aacccagcag tcgtctttgt cacccgaaag aaccgccaag 240 

tgtgtgccaa cccagagaag aaatgggttc gggagtacat caactctttg gagatgagct 300 

aggatggaga gtccttgaac ctgaacttac acaaatttgc ctgtttctgc ttgctcttgt 360 

cctagcttgg gaggcttccc ctcactatcc taccccaccc gctccttgaa gggcccagat 420 

tctgaccacg acgagcagca gttacaaaaa ccttccccag gctggacgtg gtggctcacg 480 

cctgtaatcc cagcactttg ggaggccaag gtgggtggat cacttgaggt caggagttcg 540 

agaccagcct ggccaacatg atgaaacccc atctctacta aaaatacaaa aaattagccg 600 

ggcgtggtag cgggcgcctg tagtcccagc tactcgggag gctgaggcag gagaatggcg 660 

tgaacccggg aggcggagct tgcagtgagc cgagatcgcg ccactgcact ccagcctggg 720 

cgacagagcg agactccgtc tcaaaaaaaa aa 752 



<210> 520 

<211> 2533 

<212> DNA 

<213> Homo sapiens 



<400> 520 

gggagccgga ggaggagcgg ccgccgccgc caccgccgcc gccatagaga ctgtagccgt 60 

ggagactgtt acttaccaac ggggaccaac acgcagcagc cgctgccgcc gccgcgggag 120 

ccgctgcccg aactcccggc ccgaactcca gacctgagca tgcagaattc cgagggtgga 18 0 

gcggattcgc cagcgtccgt ggctctgcgt ccctcggcgg cagccccgcc tgtgccagcc 24 0 

tccccgcaga gggtgttggt ccaggcagcc agctccaatc ccaaagggtc ccagatgcag 300 

ccgatctccc tccccagagt tcagcaggta ccccagcagg tgcagccggt gcagcacgtg 360 

tatcctgccc aggtgcagta cgtggaaggg ggagacgccg tctacaccaa tggagccata 42 0 

cgaacagcct acacctacaa ccccgagcct cagatgtacg cccccagcag cacggcttct 48 0 

tacttcgagg ccccaggcgg tgcccaggtg accgtggcag cctcgtcccc gccagcggtc 540 
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ccctcccaca gcatggtggg catcaccatg gatgtcgggg ggagccccat cgtctccagc 6 00 

gcgggagcct atctcatcca cggggggatg gacagcacca gacactccct ggcccacacc 660 

tcccgctcat cgcccgccac gcttgaaatg gcgattgaaa acctccaaaa aagcgaagga 720 

atcacatcac acaaaagcgg tttactcaac agccatctcc agtggctgtt ggataattat 780 

gaaacagcgg aaggtgtgag tctccccaga agttctcttt acaaccacta ccttcggcac 840 

tgccaggagc acaagctaga cccagtgaac gccgcctcct tcgggaaact gatccgttct 900 

gtgtttatgg ggctgagaac gcggcggctg ggcaccaggg gcaactcgaa gtaccattac 960 

tatgggattc gtctgaagcc ggactcacca ctgaaccggc tgcaggagga cacgcagtac 1020 

atggccatgc ggcagcagcc catgcaccag aagcccaggt accggccagc ccagaagacg 1080 

gacagcctcg gggacagcgg ctcccacagc ggcctgcaca gcactccgga acagaccatg 1140 

gccgtgcaga gccagcacca ccagcagtac atagatgtct cccacgtctt ccccgagttc 12 00 

ccagcgcccg acctgggcag cttcctgctg caggacggcg tcacactgca cgacgtcaag 12 60 

gccctgcagc tggtgtacag acggcactgc gaggcaactg tagatgtggt gatgaacctc 1320 

cagttccact acatcgagaa gctgtggctc tccttctgga actctaaggc ctcctccagc 1380 

gacggcccca cctctcttcc tgccagtgac gaagaccccg agggcgccgt cctgcccaag 1440 

gacaagctta tctccctgtg tcagtgcgac cccatcctca ggtggatgag gagctgcgac 15 00 

cacatcctct accaggcgct ggtggagatt ctcatccccg acgtgctgag gccggtcccc 1560 

agtaccttga cacaggccat ccgtaacttt gccaagagct tggaaggctg gttgacaaat 1620 

gccatgagtg acttcccaca acaggtcatc cagaccaagg tgggcgtcgt cagtgccttc 1680 

gcccagacgc tgcggcgcta cacgtccctc aaccacctgg cgcaggcggc ccgggcggtg 1740 

ctgcagaaca cgtcccagat caaccagatg ctcagcgacc tcaaccgcgt ggactttgcc 18 00 

aacgtgcagg agcaggcctc gtgggtgtgc cagtgcgagg agagtgtggt gcagcggctg 1860 

gagcaggatt tcaagctgac cctgcagcag cagagctccc tggaccagtg ggccagctgg 1920 

ctggacagtg tggtcaccca ggtcctgaag cagcatgccg gcagccccag cttccccaag 1980 

gccgcccggc agttcttgct gaaatggtcc ttttacagct ccatggtgat ccgggacctg 2040 

accccgcgca gcgctgccag cttcggctcc ttccacctca tccgcctgct ctacgacgag 2100 

tacatgttct acctggtgga gcaccgcgtc gcggaggcca ccggagagac gccgatcgct 2160 

gtgatgggag agttcaacga tctcgcctct ctgtcgctga cgctgctcga caaagatgac 2220 

atgggcgatg agcagcgtgg cagcgaggcg ggcccagacg cccgcagcct gggtgagccc 2280 

ctggtaaagc gggagcgcag tgaccccaac cactccctgc agggcatcta gcagccccgg 2340 

ccggcgcctc ctcgaggttc caaaagatgc cgcctggtca ctctgggaac ctggatttca 2400 

ccggctccac caaattagtg cctcttagat gatgtgatgt ttactttgac tcaagcgggg 2460 

gctcccgggg tcagtgttca agaaggaaag cagttgttga agctacagaa gcccaggcca 2520 

gggct cccac tgg 2533 



<210> 521 
<211i> 545 
<212> DNA 

<213> Homo sapiens 



<400> 521 

caataatgca gttatcactg gtcccagcga tgtgtgtttc tggggaaaaa tattaatcag 60 

ctggagtcaa taatcattcc agggctttga tctggcatca catataagtg agatgttaag 120 

ctactaagga gtgaaaagtg aaaaaactgc- ttgtatgctg cccccactgt ctcagggatg 180 

gtgctcagag tatgttttct tatatttgtc ctgtatcaca atcttgggaa gtacattttt 240 

attatatatg tctacagatg caaagacagg ttcactaaag gttgcataac agttgtgcag 3 00 

cagagtggaa ttctcactga gctcaaaggc cagggttctt ttctctacgt gttgctgtgt 360 

cttgatatta ccctcctagt taggagtgta ttcaaaaatg acaattcaag gtttgacttc 420 

caagccaatt gaaaaattgg ttaagcggtg gctcactcct gtaatccttg catcccaaag 4 80 

gaggccgagg caggcaggtg gatcacctga ggtcaggaat ttgagaccgg cctgaccggc 540 

atggg 545 



<210> 522 
<211> 522 
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<212> DNA 

<213> Homo sapiens' 



<400> 522 

ccatctcctt ttgtctcgtt tccatctccc ttcctctcct tttctctttc gccttcagtc 60 

actaaccctg acatggtctc tgagctgcgt gccattcagt tcagtgctct ggttggctcc 120 

tgccttggtg gcaggaggtt gggggcaggg aggagcagct gccctcctgt cccctacctt 180 

ggcctcacca tcccatcccc tgcccagagt gatcggggtg agtaccgcac agaagagggc 240 

ctggtaaagg gacacgcgta ttccatcacg ggcacacaca aggtaagtgt cccccatggg 300 

tggggtggca ggccatgtcc aggcatcacc cccactgacg atgctgcccc aggtgttcct 36 0 

gggcttcacc aaggtgcggc tgctgcggct gcggaaccca tggggctgcg tggagtggac 420 

gggggcctgg agcgacaggt gggatgggtc tggggtgggt gtggggctgg accccacctg 480 

cccgcccctc acaccacagt ctctccagct gcccacgctg gg 522 



<210> 523 

<211> 2305 

<212> DIJA 

<213> Homo sapiens 



<400> 523 

cccgtgtttt gtaaaaaata tagatgagac cacccggatc ttcatcacac tcttatagtt 60 

ttgcatatgg taacattgtt tttataataa gcgagtttaa aaaggcgaag aaaaaagata 120 

tcccaggaga attctgaccc aaaataactt ggtacagctc ccttacataa gactgtgctc 180 

ttgaagtact atttgccagt aaaagaaacc caactttctt ggtaaaatgg ctgattccag 240 

tcagaaaatg tcacacgaca gggacgttaa tccattagtc tatttttttc acttgtattt 300 

gtctttttct ttatatgtcc ttctttctca ttttgggcgt tggttcatgt ctttcctatt 360 

ctctagttcc actcataatt ctttcattct gccattttta tccggaaagc gtaggctgcc 420 

cagacgcccc gagggaccaa agctgaaggg aggagccctc gtaagcagac aagagtgcgc 480 

gcgtcgagct tgcgcagccg cagtagaagc cgcacgctct tcggcaggct gcgcaaccgc 540 

agctggaggc ctcgtgtgcc cggggtgggg cacgaaactg ggcggagcta ggccccctcg 600 

cgcgctgacg cgactggtcg cggcggaagg gtgtaagcac gcaggcgcga tggtggctcg 660 

ggggggcagg gaggcggggt cgcgcaggcg ctgtgagagg cggtagcggc ggcggcggcg 720 

gtggtatcgg cggcagctgt gagggggttc cgggaagatg gtgctgatca aggaattccg 780 

tgtggttttg ccatgttctg ttcaggagta tcaggttggg cagctttact ctgttgcaga 840 

agctagtaag aatgagactg gtggtggaga aggaattgaa gtcttaaaga atgaacctta 900 

tgagaaggat ggagaaaagg gacagtatac gcacaaaatt tatcacctaa agagcaaagt 960 

gcctgcattc gtgaggatga ttgctcccga gggctccttg gtgtttcatg agaaagcctg 1020 

gaatgcgtac ccctactgta gaacaattgt aacgaatgaa tatatgaaag atgatttctt 1080 

cattaaaatc gaaacatggc acaaaccaga cttgggaaca ttagaaaatg tacatggttt 1140 

agatccaaac acatggaaaa ctgttgaaat tgtccatata gatattgcag atagaagtca 1200 

agttgaacca gcagactaca aagctgatga agacccagca ttattccagt cagtcaagac 1260 

caagagaggc cctttgggac ccaactggaa gaaggagctg gcaaacagcc ctgactgtcc 1320 

ccagatgtgt gcctataagc tggtgaccat caaattcaag tggtggggac tgcaaagcaa 1380 

agtagaaaac ttcattcaaa agcaagaaaa acggatattt acaaacttcc atcgccagct 1440 

tttttgttgg attgacaagt ggatcgatct cacgatggaa gacattagga gaatggaaga 1500 

cgagactcag aaagaactag aaacaatgcg taagaggggt tccgttcgag gcacgtcggc 1560 

tgctgatgtc tagatgagtc ccctgtaggg gtcagagaca atgtcaaact gtttacgtaa 1620 

tcaaggtcaa gtgaggggaa caagcgcagc cagtgatgag tgaagaagaa tctgaccagt 1680 

atcttgcagt gttgacgttt cccagatgtg tgcttgtgat gatacacaca catgcacagg 1740 

ttctcaacca cgtgtgtata tatgtatgtg tgcatatgtc tgtagctgta tataaagcgc 1800 

atgtagagct acagatccag atacacacac ttgtgtatat atgtacatac agacatactg 1860 

aagggattag tacaatttct ccaaagtact gtacctatct tcagcaagaa tgcaaaagaa 1920 

aatattttca atatatatac ctggaacaga ttttaataat tatcagagta ataccattaa 1980 

tggacaaatt gactgcaatg taatactagc tggtatgttt cataaatgtc aagctgtgga 2 040 

ccaacatata tagcctttta ttatttttct cttcttttaa gtcagtctgt tataaatttt 2100 
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tttttagtcc cataagcagt agactcccac agaaaatttc ttcaaaattt tttggtgttc 2160 

caatgaatct gggatgtaaa ctctgaatgt atttataact atttatttct gggatggtca 2220 

ttatcttgta gccaaatttg acaatataaa gtaaggagca aagttacagg gccagttttt 2280 

acttgtttgc cctgagggat gtatt 2305 



<210> 524 

<211> 3771 

<212> DNA 

<213> Homo sapiens 



<400> 524 

tttcgtagat caggaaaagc aatacttaaa ttcacttctg agccgaaact gggcattttg 60 

ggggatgggc atggcaaaca gcagtagagt tctttaggaa aaaattaggg acgttttcag 120 

cagctcccgc cacctactat gtccgggcta ctgcgggatc cacagaatgg aagctgcccg 180 

ccaacaggaa gaatgtctcc tccctctgca gggcttcctt tcccccatcg agggcccctg 240 

gggaccacag gtccccagcg ggtagggcgg aggcgtggcc ttgcgaaggt cagcggaggc 300 

cacccagagc tcacagcctc ctgccagcgc gctctctgtt tctctgcagc cccgaagctc 360 

gcgaatgtag caggcgcccc aagctcggtc ctcaagaagc catggcggaa tccaggggcc 420 

gtctgtacct ttggatgtgc ttggctgctg cgctggcatc tttcctgatg ggatttatgg 48 0 

tgggctggtt tattaagcct ctcaaagaaa caaccacttc tgtgcgctat catcaaagta 540 

tacggtggaa actggtatcc gaaatgaaag ctgaaaacat caaatcattt cttcgttctt 600 

ttacaaagct tcctcatctg gcaggaacag aacaaaattt cttgcttgcc aagaaaatcc 660 

aaacccagtg gaagaaattt ggactagatt cagccaagtt ggttcattat gatgtcctct 720 

tatcttaccc caatgagaca aatgccaact atatatcgat tgtggatgaa catgaaactg 780 

agattttcaa aacatcatac cttgaaccac caccagatgg ctatgagaat gttacaaata 840 

ttgtgccacc atataatgct ttctcagccc aaggcatgcc agagggagat cttgtatatg 900 

tgaactatgc tcgcactgaa gactttttca aactagaaag agagatgggc atcaactgta 960 

ctgggaagat tgttattgca agatatggaa aaatcttcag aggaaataaa gttaaaaatg 1020 

ccatgttagc aggagccata ggaatcatct tgtactcaga tccagctgac tactttgctc 1080 

ctgaggtaca gccatatccc aaaggatgga atcttcctgg aactgcagcc cagagaggaa 114 0 

atgtgttaaa tttgaatggt gctggtgacc cactcactcc aggctatcca gcaaaagaat 12 00 

acactttcag acttgatgtt gaagaaggag tgggaatccc ccgaatacct gtacatccca 1260 

ttggatataa tgatgcagaa atattattac gctacttggg aggaattgct ccaccagata 1320 

agagttggaa gggagccctt aatgtgagtt atagtatcgg acctggcttt acagggagtg 138 0 

attctttcag gaaggttaga atgcatgttt ataacatcaa taaaattaca aggatttaca 144 0 

atgtagttgg aactatcaga ggatctgtgg aacctgacag gtatgttatt ctgggaggtc 1500 

accgggactc ctgggtattt ggagctattg acccaaccag tggggttgct gttttgcaag 1560 

aaattgcccg gagttttgga aaactgatga gtaaaggctg gagacctaga agaactatca 1620 

tttttgccag ctgggatgca gaagaatttg gacttctggg ttccacagaa tgggctgagg 1680 

agaatgtcaa aatactccag gagagaagca ttgcttatat caactcggat tcatctatag 1740 

aaggcaatta tactctcaga gttgactgta ctccccttct ttaccaatta gtgtataaac 1800 

tgacaaaaga gatccccagc cctgatgatg ggtttgagag taaatttttg tatgaaagct 1860 

gggtggaaaa agacccttca cctgaaaata aaaatttgcc tagaatcaat aagctgggat 1920 

ctggaagtga ctttgaagct tattttcaga gacttggaat tgcttcaggc agagcccgtt 1980 

acactaagaa taagaaaaca gataagtaca gcagctaccc agtgtaccac acaatttatg 2040 

agacatttga attggtagag aaattttatg accccacatt taaaaaacaa ctttctgtgg 2100 

ctcaattacg aggagcactg gtatatgagc ttgtggattc taaaatcatt ccttttaata 2160 

ttcaagacta tgcagaagct ttgaaaaact atgcagcaag tatctataat ctatctaaga 2220 

aacatgatca acaattgaca gaccatggag tatcatttga ctccttattt tctgctgtga 2280 

aaaacttctc agaggctgct tcagattttc ataaacgact tatacaagtt gatcttaaca 2340 

atcccattgc agtgagaatg atgaatgacc aactgatgct cctggaaaga gcattcatcg 2400 

atcctcttgg tttaccagga aagctgttct ataggcacat catatttgct ccaagtagcc 2460 

acaacaaata tgctggagaa teat t tec tg gaatctatga tgctatcttt gatattgaaa 2520 

ataaagecaa ctctcgtttg gcctggaaag aagtaaagaa acatatttct attgeagett 2580 

ttacaattca agcagcagca ggaactctga aagaagtatt atagaaggtc tcaagtggct 2640 

agecattaaa ggtgttgcta aaagtctgag gataaaattc acctttctga taacttatga 2700 
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agccagggtg ttctaaactc ttttcatgtc atgttttgat tataggcttt ggtcttttca 2760 

tctgcaaagc cttttttttt tgctctttaa aagttaataa ttatattagc aaagggttaa 282 0 

tctaatgaag taaaaaactc ctgtgtggca gaaagtaaaa gaaaattccc taaattatag 288 0 

caaggaacat gaattctcag acattgtgag tgtgggaatg taaaatggta aaatcacttt 2940 

tgaaaacagt ttggcagttt cctataaagt taaacataca cttttacttt aggactccag 3000 

aattccactt ctagttattt attcaagaga aggaaaaaca atgatcacag caatacttgt 3060 

atgcatgttc attgcaactt aaaagcgtaa aaaccccaaa tgtccatcca cagacgaatg 3120 

tataaactgt ggtatccatt acacaataga ctacttacta ctcagcaata aaaatgaagt 318 0 

aactttcaat aaatgcaata ttattggcag acattgttga aggaaaaaag ccagacaaac 3240 

aacctacata aaatatgttt ctatttagat gaagtggcaa actaatctgt agtgttaaaa 3300 

attagattag tgattgcctg ggccaagtgg caggttgggg aggatggctg caaagaagta 3360 

tgaggaaact ttctccaata gatgagaatt ttccgtatct tgatctgagt ggcaaattgt 3420 

aaacttaaaa tatatataaa atttattgta tgaaaattaa gcctcaataa acgtgattat 3480 

aaaaaacaag tctgcaagga aaccagaatc atataccttc tcttgtgaaa tcaccatgaa 3540 

gtgtgaatgg tcaggaaaaa gccagtaata ttcatacatt taataatttc agctctactg 3600 

aataaacata taagtctgat gggtgatgaa aatagctact acaatcttca tattctaact 3660 

cctataaaga ctgtatatca gaatctgcaa acttttatgc agatcccagt gactcaatta 372 0 

catgttcaac tatgattaaa gcttcaataa acttggttgt tcatctactt c 3771 



<210> 525 

<211> 908 

<212> DNA 

<213> Homo sapiens 



<400> 525 

tttcgtggga gagatacaga attgtaaatg ctcattctct tacatatatt aaagaacata 60 

aaactatatt tagtaaacat gttaaagact aaactttgtt tttataaaga tagagggagt 120 

ccagaggagg ggatagataa agaggagatg aagttggggg gcaggaaatg gacttaggga 180 

acacagtaat gccattggat tcaggaaaac ctgtgctagg catcaggctt tcttccctcc 240 

cctctgcttt taaaatcact tgatggacat ttatctccat cagccattct tcttatctac 300 

ctccagacag atggctctgt atgaaacact gggacaagaa catctgcgta ttacctaatg 360 

aacacttaac tattgtgctc agttgtgttt gttcactgat aatccaccag gctggatact 420 

ttattcgaca catgctatta gaaaacctat ctcagagtgg acaaaattaa actgacaggt 480 

aaagagtaga atggcttggg ataactacca aaccaagcag cacctggtac acgtgttaaa 540 

aaaagccatt tatgagaccc tgactgtgaa cccccgtgaa ccccatcttt tgagggcccc 6 00 

ctgactctgt ttctttcccc cacttatttt ggaaggcccc aaaagctctt ttttcccggc 660 

gacgggtatt cccccccgtg ggggaccccc cgcggggagg cgccctctct tttttttggc 720 

tccagggact cccgcccctg gggggagggc cgtcaaaagg ggggggggag gatttctccc 780 

acgggggggc tccttttttt tttgtgtcga cggccggaac aaaaagaccg gccccccttc 840 

ttgtcctaca ctgccacgca gtaacacgcc cgccccccgc ccgccgcgcg acgcgcgcat 900 

agcctgcc 908 



<210> 526 
<211> 4179 
<212> DNA 

<213> Homo sapiens 



<400> 526 

cggttcgacc cacgcgtccg ccctccagca gccctagtgt gcagagccaa gtactctttg 60 

ttaactggct tttctccctt cttaccaggt acctgcacat gttgttcttt gtcagtgctg 120 

tcaagtgtgt gccagggtga tccatggtca ctttccggga tggcagcaag gtgacttcgg 180 

ctgaggatga ccctgactga aaggctgcgt gagaagatat ctcgggcctt ctacaaccat 240 

gggctcctct gtgcatccta tcccatcccc atcatcctct tcacagggtt ctgcatctta 300 
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gcctgctgct acccactgct gaaactcccc ttgccaggaa caggacctgt ggaattcacc 360 

acccctgtga aggattactc gcccccacct gtggactctg accgcaaaca aggagagcct 420 

actgagcagc ctgagtggta tgtgggtgcc ccggtggctt atgtccagca gatatttgtg 480 

aagtcctcag tgtttccctg gcacaagaac ctcctggcag tagatgtatt tcgttcacct 540 

ttgtcccggg cattccaact ggtggaggag atccggaacc acgtgctgag agacagctct 600 

gggatcagga gcttggagga gttgtgtctg caagtgaccg acctgctgcc aggccttagg 660 

aagctcagga acctactccc tgagcatgga tgcctgctgc tgtcccctgg gaacttctgg 720 

cagaatgact gggaacgctt ccatgctgat cctgacatca ttgggaccat ccaccagcac 780 

gagcctaaaa ccctgcagac ttcagccaca ctcaaagact tgttatttgg tgttcctggg 840 

aagtacagcg gggtgagcct ctacaccagg aagaggatgg tctcctacac catcaccctg 900 

gtcttccagc actaccatgc caagttcctg ggcagcctgc gtgcccgcct gatgcttctg 960 

caccccagcc ccaactgcag ccttcgggcg gagagcctgg tccacgtgca cttcaaggag 1020 

gagattggtg tcgctgagct catccccctt gtgaccacct acatcatctt gtttgcctac 1080 

atctacttct ccacgcggaa gatcgacatg gtcaagtcca agtgggggct ggccctggct 1140 

gccgtggtca cagtgctcag ctcgctgctc atgtctgtgg gactctgcac actcttcggc 1200 

ctgacgccca ccctcaatgg cggcgagatt ttcccctacc ttgtggtggt tattgggtta 1260 

gagaatgtgt tggtgctcac caagtctgtg gtctcaaccc cggtagacct ggaggtgaag 1320 

ctgcggatcg cccaaggcct aagcagcgag agctggtcca tcatgaagaa catggccacg 1380 

gagctgggca tcatcctcat cggctacttc accctagtgc ccgccatcca ggagttctgt 1440 

ctctttgctg tcgtggggct ggtgtctgac ttcttccttc agatgctgtt tttcaccact 1500 

gtcctgtcca ttgacattcg ccggatggag ctagcagacc tgaacaagcg actgccccct 1560 

gaggcctgcc tgccctcagc caagccagtg gggcagccaa cgcgctacga gcggcagctg 1620 

gctgtgaggc cgtccacacc ccacaccatc acgttgcagc cgtcttcctt ccgaaacctg 1680 

cggctcccca agaggctgcg tgttgtctac ttcctggccc gcacccgcct ggcacagcg'c 1740 

ctcatcatgg ctggcaccgt tgtctggatt ggcatcctgg tatacacaga cccagcaggg 1800 

ctgcgcaact acctcgctgc ccaggtgacg gaacagagcc cattgggtga gggagccctg 186 0 

gctcccatgc ccgtgcctag tggcatgctg ccccccagcc acccggaccc tgccttctcc 1920 

atcttcccac ctgatgcccc taagctacct gagaaccaga cgtcgccagg cgagtcacct 1980 

gagcgtggag gtccagcaga ggttgtccat gacagcccag tcccagaggt aacctggggg 2040 

cctgaggatg aggaactttg gaggaaattg tccttccgcc actggccgac gctcttcagc 2100 

tattacaaca tcacactggc caagaggtac atcagcctgc tgcccgtcat cccagtcacg 2160 

ctccgcctga acccgaggga ggctctggag ggccggcacc ctcaggacgg ccgcagtgcc 2220 

tggcccccac cggggcccat acctgctggg cactgggaag caggacccaa gggcccaggt 2280 

ggggtgcagg cccatggaga cgtcacgctg tacaaggtgg cggcgctggg cctggccacc 2340 

ggcatcgtct tggtgctgct gctgctctgc ctctaccgcg tgctatgccc gcgcaactac 2400 

gggcagctgg gtggtgggcc cgggcggcgg aggcgcgggg agctgccctg cgacgactac 2460 

ggctatgcgc cacccgagac ggagatcgtg ccgcttgtgc tgcgcggcca cctcatggac 2520 

atcgagtgcc tggccagcga cggcatgctg ctggtgagct gctgcctggc aggccacgtc 2580 

tgcgtgtggg acgcgcagac cggggattgc ctaacgcgca ttccgcgccc aggcaggcag 2640 

cgccgggaca gtggcgtggg cagcgggctt gaggctcagg agagctggga acgactttca 2700 

gatggtggga aggctggtcc agaggagcct ggggacagcc ctcccctgag acaccgcccc 2 760 

cggggccctc cgccgccttc cctcttcggg gaccagcctg acctcacctg cttaattgac 2 820 

accaactttt cagcgcagcc tcggtcctca cagcccactc agcccgagcc ccggcaccgg 2880 

gcggtctgtg gccgctctcg ggactcccca ggctatgact tcagctgcct ggtgcagcgg 2940 

gtgtaccagg aggaggggct ggcggccgtc tgcacaccag ccctgcgccc accctcgcct 3000 

gggccggtgc tgtcccaggc ccctgaggac gagggtggct cccccgagaa aggctcccct 3 060 

tccctcgcct gggcccccag tgccgagggt tccatctgga gcttggagct gcagggqaac 3120 

ctcatcgtgg tggggcggag cagcggccgg ctggaggtgt gggacgccat tgaaggggtg 3180 

ctgtgctgca gcagcgagga ggtctcctca ggcattaccg ctctggtgtt cttggacaaa 3240 

aggattgtgg ctgcacggct caacggttcc cttgatttct tctccttgga gacccacact 3300 

gccctcagcc ccctgcagtt tagagggacc ccagggcggg gcagttcccc tgcctctcca 3360 

gtgtacagca gcagcgacac agtggcctgt cacctgaccc acacagtgcc ctgtgcacac 3420 

caaaaaccca tcacagccct gaaagccgct gctgggcgct tggtgactgg gagccaagac 3480 

cacacactga gagtgttccg tctggaggac tcgtgctgcc tcttcaccct tcagggccac 3540 

tcaggggcca tcacgaccgt gtacattgac cagaccatgg tgctggccag tggaggacaa 3600 

gatggggcca tctgcctgtg ggatgtactg actggcagcc gggtcagcca tgtgtttgct 3660 

caccgtgggg atgtcacctc ccttacctgt accacctcct gtgtcatcag cagtggcctg 3720 

gatgacctca tcagcatctg ggaccgcagc acaggcatca agttctactc cattcagcag 3780 

gacctgggct gtggtgcaag cttgggtgtc atctcagaca acctgctggt gactggcggc 3840 
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cagggctgtg tctccttttg ggacctaaac tacggggacc tgttacagac agtctacctg 3900 

gggaagaaca gtgaggccca gcctgcccgc cagatcctgg tgctggacaa cgctgccatt 3960 

gtctgcaact ttggcagtga gctcagcctg gtgtatgtgc cctctgtgct ggagaagctg 4020 

gactgagcgc agggcctcct tgcccaggca ggaggctggg gtgctgtgtg ggggccaatg 4080 

cactgaacct ggacttgggg gaaagagccg agtatcttcc agccgctgcc tcctgactgt 4140 

aataatatta aactttttta aaaaaccata aaaaaaaaa 4179 



<210> 527 
<211> 1449 
<212> DNA 

<213> Homo sapiens 



<400> 527 

aaatagccat tttcccgtct tatctccata agttttaatc tctacctacc agttccccag 60 

gccctaatat ttaccaccat attggtaact gccagtgtta gtatgtcatc ttctggattc 12 0 

ttttgccagg cccataatgc tgccaatcat tccctagttt ccccgcttcc ctcttttgtt 180 

tttgtactgc atccctctac tgctctaagc tcattttgca ctttgcctgg tctcctggtc 240 

tcactgtttc taaatatttc ttatccatct tggtattctt aacacccagc acagaaaaat 300 

caataaatac catgggaagg agcaagcagg gctagaaaca caatggatgg tcactagata 360 

ttaatcatct ttgagtaatt cttctaatca aacatgctct gcatctagtt aggcaagcca 420 

gctccgaaca cagaggctcc aagaacagca aaaggtgcat atccctgggg agagcccatg 4 80 

gctggagtta gttctccaag gtgttcctgc ccacaccttt tctaatgagt ccagttagtt 54 0 

taactcaata gtgtgtgaac acgtaagtaa gctgccatta tccaacaccg cctggaaaaa 6 00 

caaccatgca tctggtccct cccatatccc tcagctgcaa acttgagagt aggataaact 660 

tctagctttc tcttacagtg gccaggtgtt tgtgggcata gggtaataca gatggtctct 720 

tgaaaaaaag tttagcggct agtctgaaga aaaataacaa acctttgatt gggacttagc 78 0 

atatgataca actgttcttc atactataca tacaaaatca agtgtagtaa gtagcattac 84 0 

cagtatttta aagatgaggc caggtgcggg ggctcacgcc tataatccca gcactttggg 900 

aggccaaggc aggcagatca cttgaggtca ggagttcaag actagcctgg ccaaccctat 960 

ctccgctaaa aatacaaaaa ttagctgggc ttgtcctgca cacttgtaat cccagctact 1020 

caagaggctg aggcaggaga atcgcttgaa cccaggagac agaagctgca atggagccaa 1080 

gactgcgcca ctgcactcca gcttgtgcta cagagcaaga ccctggtctc aaatgcgtgg 1140 

gaggatggaa cgcggaacac cctcgtgggg ggcgggggtt acccttcccc acttggggga 1200 

cgtaaaaaaa aaaaaagggg gccgccttta agagacacat ttcccccggt tcgcgagact 1260 

attttctttg ttggcccaaa ataataccgg ccgggtttaa aggcgtgtgg agaaaggcgg 1320 

acacctcctg tctgtgcgga tggtgcgctg gctctctcct ctcgctttcc atcataataa 1380 

ctatggtcaa cgctcgtcta gtgccgctat ctagagacat cgctacgccg tgaggactcg 1440 

ccgcgtgca 1449 



<210> 528 
<211> 346 
<212> DNA 
<213> Homo sapiens 



<400> 528 

cgataaaact tgccttaacg ctggtaccat tattcccgac caagagcaat catattagat 60 

ggaccttggg cgtgttttca ttactttgat cctgaactta cttagggaga ccattttcaa 120 

gcgtgaccag agccctgaac ccaaggtgcc ggaacagtca gttaaggaag ataggaagtt 180 

gtgtgaaaga ccgttggcgt cttctccccc caggctatat gaggatgatg agacccctgg 24 0 

agccctttct gggctgacca atatggctgt catccagata gatggccaca tgagtgggca 3 00 

gatggtaaaa catctgatga actcaatgat gaagctgtgt gtcatg 346 
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<210> 529 

<211> 988 

<212> DNA 

<213> Homo sapiens 



<400> 529 

gtcgagggag tttgcctgcc tctccagaga aagatggtca tgaggcccct gtggagtctg 60 

cttctctggg aagccctact tcccattaca gttactggtg cccaagtgct gagcaaagtc 120 

gggggctcgg tgctgctggt ggcagcgcgt ccccctggct tccaagtccg tgaggctatc 180 

tggcgatctc tctggccttc agaagagctc ctggccacgt ttttccgagg ctccctggag 240 

actctgtacc attcccgctt cctgggccga gcccagctac acagcaacct cagcctggag 300 

ctcgggccgc tggagtctgg agacagcggc aacttctccg tgttgatggt ggacacaagg 360 

ggccagccct ggacccagac cctccagctc aaggtgtacg atgcagtgcc caggcccgtg 420 

gtacaagtgt tcattgctgt agaaagggat gctcagccct ccaagacctg ccaggttttc 480 

ttgtcctgtt gggcccccaa catcagcgaa ataacctata gctggcgacg ggagacaacc 540 

atggactttg gtatggaacc acacagcctc ttcacagacg gacaggtgct gagcatttcc 600 

ctgggaccag gagacagaga tgtggcctat tcctgcattg tctccaaccc tgtcagctgg 660 

gacttggcca cagtcacgcc ctgggatagc tgtcatcatg aggcagcacc agggaaggcc 720 

tcctacaaag atgtgctgct ggtggtggtg cctgtctcgc tgctcctgat gctggttact 780 

ctcttctctg cctggcactg gtgcccctgc tcagggcccc acctcagatc aaagcagctc 840 

tggatgagat gggacctgca gctctccctc cacaaggtga ctcttagcaa cctcatttcg 900 

acagtggttt gtagcgtggt gcaccagggc cttgttgaac agatccacac tgctctaata 960 

aagttcccat ccttaatgaa aaaaaaaa 988 



<210> 530 

<211> 1194 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> misc_f eature 
<222> (1) . . . (1194) 
<223> n = a,t,c or g 



<400> 530 
gataggactt ttttattgaa 
acaaataaag ggattttata 
aaatgactgg ttgtttaaga 
agtcatgaaa gaatttaata 
ttaacaccaa agttatttta 
ataaagaatg gcctaaacca 
ttctcaaagg aaatgatgct 
ggagacaaac cagtattaca 
tacagtctat aggtggtaat 
gtaaaattta tctctttttg 
ccacacatgg acatgccatt 
aactgcagcc ccccgacacg 
tccaacaccc cctaacagca 
ccatcagctc gtacttgtgt 
agtccttctg gctattgaag 
actcccccac tgcgctgtca 
caacgcgctg agtcccattg 
ctggagtggc cctgctctgg 
ccactgtcca ggggccccct 



gattggtaaa tggtgcactc taagctatgg aaagaaggtt 60 

taagaaagga tcttgtatag taaattcttg tcctaaaagg 120 

caagtcagaa agttgagtac attgtaagag ggtctgtgaa 180 

attaagaaat ttaataatta aaggaaagga attgccaaga 240 

gccacccaat aacgtttttc tcccaatcat atcataagtt 300 

aaaattatgc cctaatagca agtcaagggg gaaacatgtt 360 

tttatattaa cgtttctggt aatgtacagc gacatctagt 420 

atccattggt gtaacaggta tcaaactcta ctgccatagt 480 

cttaatactc atatggtaac cctatatttt aaaccttctt 540 

cctagaagca atcaaacttc aaatggtgct gcaaacaaag 600 

ctttccagga aagccttaga tcaacctcag gaggagcccc 660 

acgccccttt tcagcaggaa gtagccagaa agaatcgtcg 720 

gttatggtta cgtctcctcg gcgctgccgg atgagtggct 780 

ctgcacacct tgtccacctc ggctcgcttc cgttccataa 840 

tactcgccta tgggccgccc cagctccatc actgctagga 900 

aaatgcacgt attcctcccg gttgtagatg agcccgtcca 960 

aacgcatagc attcctgccg ttcctggtag acggaattct 1020 

accacagata tgagcagcac catcagtaat gctgtcagag 1080 

gaaacctgca ggatcatcct ccagttggaa aaggttggca 1140 
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gaataaaaaa agctgcagtc aggaaaaccg nnngcgtggg tcgccgctgg. tctt 1194 



<210> 531 
<211> 431 
<212> DNA 
<213> Homo sapiens 



<400> 531 

cttcattttc tgtcctccac catcatgggg tcttctttca tcctcgccct cctcctggct 60 

gtgctccaag gactctctgc cggggtgcta ctggagcaat ccagagcaga ggtgaaaaag 120 

cccggggagt ctcttaagat ctcctgtaag gcctctggat acaggtttac cagtgcctgg 180 

atcgcctggg tgcgccagat gcccgggaaa ggcctggagt ggatgggaac catctatcct 240 

gctgactctg aagtcagata cagtccgtcc ctccaaggcc aggtcaccct ctcagtcgac 300 

gagtccatca gcaccgccta cctacagtgg aatagcctga gggcctcgga caccgccacc 360 

tattattgtg cgagacaaat cataggagcg cttcccactg atccctttga tctcttgggc 420 

caagggacaa g 431 



<210> 532 

<211> 2053 

<212> DNA 

<213> Homo sapiens 



<400> 532 

atggacggtg aggcagtccg cttctgcaca gataaccagt gtgtctccct gcacccccaa 60 

gaggtggact ctgtggcaat ggctcctgca gcccccaaga taccgaggct cgttcaggct 120 

accccggcat ttatggctgt gaccttggtc ttctctcttg tgactctctt tgtagtggat 180 

catcaccact ttggcaggga ggcagaaatg cgagagctta tccagacatt taaaggccac 240 

atggagaatt ccagtgcctg ggtagtagaa atccagatgt tgaagtgcag agtggacaat 300 

gtcaattcgc agctccaggt gctcggtgat catctgggaa acaccaatgc tgacatccag 360 

atggtaaaag gagttctaaa ggatgccact acattgagtt tgcagacaca gatgttaagg 420 

agttccctgg agggaaccaa tgctgagatc cagaggctca aggaagacct tgaaaaggca 480 

gatgctttaa ctttccagac gctgaatttc ttaaaaagca gtttagaaaa caccagcatt 540 

gagctccacg tgctaagcag aggcttagaa aatgcaaact ctgaaattca gatgttgaat 600 

gccagtttgg aaacggcaaa tacccaggct cagttagcca atagcagttt aaagaacgct 660 

aatgctgaga tctatgtttt gagaggccat ctagatagtg tcaatgactt gaggacccag 720 

aaccaggttt taagaaatag tttggaagga gccaatgctg agatccaggg actaaaggaa 780 

aatttgcaga acacaaatgc tttaaactcc cagacccagg cctttataaa aagcagtttt 840 

gacaacacta gtgctgagat ccagttctta agaggtcatt tggaaagagc tggtgatgaa 900 

attcacgtgt taaaaaggga tttgaaaatg gtcacagccc agacccaaaa agcaaatggc 960 

cgtctggacc agacagatac tcagattcag gtattcaagt cagagatgga aaatgtgaat 1020 

accttaaatg cccagattca ggtcttaaat ggtcatatga aaaatgccag cagagagata 1080 

cagaccctaa aacaaggaat gaagaatgct tcagccttaa cttcccagac ccagatgtta 1140 

gacagcaatc tgcagaaggc cagtgccgag atccagaggt taagagggga tctagagaac 12 00 

accaaagctc taaccatgga aatccagcag gagcagagtc gcctgaagac cctccatgtg 1260 

gtcattactt cacaggaaca gctacaaaga acccaaagtc agcttctcca gatggtcctg 1320 

caaggctgga agttcaatgg tggaagctta tattattttt ctagtgtcaa gaagtcttgg 1380 

catgaggctg agcagttctg cgtgtcccag ggagcccatc tggcatctgt ggcctccaag 1440 

gaggagcagg catttctggt agagttcaca agtaaagtgt actactggat cggtctcact 1500 

gacaggggca cagagggctc ctggcgctgg acagatggga caccattcaa cgccgcccag 1560 

aacaaagcgt gagtctagcc accatctggc gctgtcccag gcactgfcctt tggtggacct 1620 

agctacacac tgtgtgtccc ttcccagtaa gtggtagtgt tgtgtgtata tgtgtgtgac 1680 

gtgtgtggtg tgtatgtggt gtatgtgtgg tgtgtgtgcc atgtatgtgg catgtgtaat 1740 

gcatgtggtg tgcgaggtgt atgtgtggta tgtgtgtgat gtgtgtgcgt ttggacacac 1800 
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aggtgtggtc atcgctctca cctggactcc tccacagagg gtcattagga aaggacaggt 1860 

cctgaggctg gcatgcagcc agtgagtggg tctttctgtt tttttccccc tgccctactc 1920 

aggcctggtt ccaagggatc ctgcccactc agaaagtata ttattgtgaa ttctgggatg 1980 

ggagcttgca gcttcataga cacccctccc tgtccctgga tcctcagtaa ctaagagcaa 2040 

cctgagcaca gac 2053 



<210> 533 

<211> 1567 

<212> DNA 

<213> Homo sapiens 



<400> 533 

aattcccggg tcgacgattt cgtggccgtc atggcgcccc gaaccctcgt cctgctactc 60 

tcgggggctc tggccctgac ccagacctgg gcgggctctc actccatgag gtatttcttc 120 

acatccgtgt cccggcccgg ccgcggggag ccccgcttca tcgcagtggg ctacgtggac 180 

gacacgcagt tcgtgcggtt cgacagcgac gccgcgagcc agaggatgga gccgcgggcg 240 

ccgtggatag agcaggaggg tccggagtat tgggacgggg agacacggaa agtgaaggcc 3 00 

cactcacaga ctcaccgagt ggacctgggg accctgcgcg gctactacaa ccagagcgag 360 

gccggttctc acaccgtcca gaggatgtat ggctgcgacg tggggtcgga ctggcgcttc 420 

ctccgcgggt accaccagta cgcctacgac ggcaaggatt acatcgccct gaaagaggac 48 0 

ctgcgctctt ggaccgcggc ggacatggca gctcagacca ccaagcacaa gtgggaggcg 54 0 

gcccatgtgg cggagcagtt gagagcctac ctggagggca cgtgcgtgga gtggctccgc 60 0 

agatacctgg agaacgggaa ggagacgctg cagcgcacgg acgcccccaa aacgcatatg 66 0 

acccaccacc ccatctctga ccatgaagcc accctgaggt gctgggccct gagcttctac 720 

cctgcggaga tcacactgac ctggcagcgg gatggggagg accagaccca ggacacggag 78 0 

ctcgtggaga ccaggcctgc aggggatgga accttccaga agtgggcggc tgtggtggtg 84 0 

ccttctggac aggagcagag atacacctgc catgtgcagc atgagggttt gcccaagccc 900 

ctcaccctga gatgggagcc gtcttcccag cccaccatcc ccatcgtggg catcattgct 96 0 

ggcctggttc tctttggagc tgtgatcact ggagctgtgg tcgctgctgt gatgtggagg 1020 

aggaagagct cagatagaaa aggggtgaaa gatagaaaag gagggagtta ctctcaggct 108 0 

gcaagcagtg acagtgccca gggctctgat gtgtctctca cagcttgtaa agtgtgagac 1140 

agctgccttg tgtgggactg agaggcaaga gttgttcctg cccttccctt tgtgacttga 1200 

agaaccctga ctttgtttct gcaaaggcac ctgcatgtgt ctgtgttcgt gtaggcataa 1260 

tgtgaggagg tggggagacc accccacccc catgtccacc atgaccctct tcccacgctg 1320 

acctgtgctc cctccccaat catctttcct gttccagaga ggtggggctg aggtgtctcc 1380 

atctctgtct caacttcatg gtgcactgag ctgtaacttc ttccttccct attaaaatta 1440 

gaaccttagt ataaatttac tttctcaaat tcttgccatg agaggttgat gagttaatta 1500 

aaggagaaga ttcctaaaat ttgagagaca aaataaatgg aagacatgag aaccttccaa 1560 

aaaaaaa 1567 



<210> 534 

<211> 345 

<212> DNA 

<213> Homo sapiens 



<400> 534 

gcgacatgcg ctccctctgg aaggccaatc gggcggatct gcttatctgg ctggtgacct 60 

tcacggccac catcttgctg aacctggacc ttggcttgga ggatgcggtc atcttctccc 120 

tgctgctcga ggaggtccgg acacagatgt gagtccgcca tgttggtccc ctcattccag 180 

ctagtgagag agtaccacag ggctccccgc agctttcccc acatctctgg ggacttcagg 240 

ctccttcgga cccctctgtt atcccctttt tctgccccct cttcgtgcat tctctctctc 300 

cttcacaggc cccactactc tgtcctgggg caggtgccag acaca 345 
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<210> 535 
<211> 781 
<212> DNA 
<213> Homo sapiens 



<400> 535 

aattcccggg tcgacgattt cgtgattcct gcagggcctg agcctccgca gagcccggcg 60 

ttcaaggaga aaaaaggagc cgcggatggc ccatgttcta gaactacatc ctcggtcact 120 

gtcccagtac agccatctgt agcacctcct cagtaactga cggtgatgtt cctttcccta 180 

cgctgtttat accatcagcc tggggttttc tttggaggtg acacaaagaa tgaagatatt 240 

caaatgttat tttaaacata ccctacagca gaaagttttc atcctgtttt taaccctatg 300 

gctgctctct ttgttaaagc ttctaaatgt gagacgactc tttccgcaaa aagacattta 360 

cttggttgag tactccctaa gtacctcgcc ttttgtaaga aacagataca ctcatgttaa 420 

ggatgaagtc aggtatgaag ttaactgttc gggtatctat gaacaggagc ctttggaaat 480 

tggaaagagt ctggaaataa gaagaaggga catcattgac ttggaggatg atgatgttgt 540 

ggcaatgacc agtgattgtg acatttatca gactctaaaa ggttatgctt aaaagcttgc 600 

ctcaaaggag gagaaaacct tcccaatagc ctattctttg gttgcccacc aagaagcaat 660 

tatgggtgag aggcttatcc atgctatata ccaccagcac aatatttact gcatccatta 720 

tgagcggggg gcacctggaa ccttcaaagt tgcctgaacc aattactaag ggctctcccc 780 

c 781 



<210> 536 

<211> 590 

<212> DNA 

<213> Homo sapiens 



<400> 536 

tttcgtctgg ctgtcaaaat actggactat tcagggcatt tgcccagcat gtactacaca 6 0 

gactaaacat cacacaagaa ggacctaagg atggaaaaat tcgagtcacc attcttgcac 12 0 

ggagcacaga ataccggaaa atccttaacc aaaatgagct tgtaaatgca ctgaaaacag 180 

tatctacatt tgaagtccag attgttgatt acaagtatag agaacttggg tttttagatc 240 

aactaaggat cacacacaac acggacatat ttattggaat gcatggagct ggtctgaccc 300 

atttactttt ccttccagac tgggctgctg tatttgaact gtacaactgt gaagatgaac 360 

gctgttactt agacttggcc aggctgagag gcgttcacta catcacttgg cgacggcaga 420 

acaaagtctt tcctcaggat aagggccacc atccaaccct gggggagcac ccgaagttca 480 

ccaactactc tttcgatgta gaagaattta tgtatcttgt ccttcaggct gcagaccacg 54 0 

tattgcaaca cccaaagtgg ccatttaaga agaaacatga tgagctataa 590 



<210> 537 

<211> 442 

<212> DNA 

<213> Homo sapiens 



<400> 537 

agtggggccg cctctgaaaa aaaatgtgag agcagtcact catgaaatgt tgtttaaggg 60 

gaaccttctg gatccttttc atggcaccat ggcaagaaga agctgtatct tatctatgga 120 

agataaagca tggagttggc taatggatgc tgaactaaat ctccataccc acttcatccg 180 

tgtttttggc ttatgtatgg gatgctagaa tggcctatct ccatgtattt tgttgcabtt 240 

ctccattgct tcttgtgttc tggcgggaat cttggtgatt cttttcaagc actacctgag 300 

ctctgtgcca attgttcctc ttctcccagg gtgttgtgct gcgtggtcat gtctccactt 360 
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ccttagccct gtccattgac agaaccttgg gttctgtgat ggctgcctct aaacccttgt 420 
gaaagcgggg aatattcctc cc 442 



<210> 538 

<211> 901 

<212> DNA 

<213> Homo sapiens 



<400> 538 

ttaagagttg ggtccctgtt ttggagatgt atatacccca cttccctcac tggaccagcc 60 

cgccaggctg aggctccccc tgcagtccct gtatgctcct tcctatgcag tcggaggcct 12 0 

tccctgtggt cctttgccct gcttctctgc tgctgtgagg gttgctccct gccctccaga 180 

cccctccctg ccctgccacg gacacagacc ccaggcagca tccctccccc tcatgctggg 240 

cacagtgtgg actgtttctc ctctatgtgc aaactcatca cagtgtggac tgtttctcct 300 

ctatgtgcaa actcttccca acccatcatg ccctggaaga tgccatgccc ccatacgcag 360 

tgggagcagc ggatttggcc caggtctgtc cctggcctgc tggatgactt tgcaccaatc 420 

tctccagggt ggtactgtcc aataaaaatg aaatataagc tgaagcagga attgtaaatt 480 

ttcatgtagc cacattaaaa gagaatgaag atcgggcgca atggctcatg cctgtaatcc 540 

aggcaccttg gtaggctgag acggccggat cacttgatgt cgggagtttg agaccatctt 600 

gaccaacatg atgagacccc gtctctacta aaaatacaca aaatttaacc gtgcatggtg 660 

gcacgccccc tgttagtccc acccactggt taggataagg caggaaaatc cctggaacct 720 

ggaaaggcgg aggttggaac ttacccaaaa acgccccctc tgcacttcca cctggggcaa 780 

cagaaccgga acttcttctt gagaaaataa aagtagtggg ggcgcgcccc ttcaaaggaa 840 

tcccacgtca cagctgccct acaattcccg agccaaaaac atttttaaag agtggagccc 900 

C 901 



<210> 539 

<211> 384 

<212> DNA 

<213> Homo sapiens 



<400> 539 

atctcttgtg tgacattggc cggttgtcat atgttaactt cggaccttat gcctggaaac 60 

agcttgagat tgaatatgtc acagatcata gcaacccttt ggtcaatgga ccttgcactc 120 

aagtgaggag acaggccatg cctttcaaga gcatgcagct cactgatttc attctcaagt 180 

tttcgcacag tgcccaccat aagtatgtcc gacaagcctg gtaaaaggca gacatgaata 24 0 

caatatgggc agccacacca tgggccaaga agattgaagc cagataaagg aaagccccta 300 

tgacagattt tgatcgtttt aaagctatga aggccaagaa aatgatgaac ataataatca 360 

agaatgaagt tattaagctt caag 3 84 



<210> 540 

<211> 732 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (732) 
<223> n = a,t,c or g 
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<400> 540 

ttctacttta atgtttcctg acaatacttg atttgtgggg aggggaattt tctgtatctt 60 

tcctctctct ctctagccgg gcctttccac cttatgttat atatagaatg taagtctcat 120 

aagctggttg ctcccttggc agttttcttt gctctgtttt tcctccttat atttttttgg 180 

gtggcattct cctatccctt tgagttactc ttcttgcagc tcagatcacg tcaagcagat 240 

attggggttc agtgatgtct ggtgatgtct ggaagtgccc catgtcagaa ttccagctgt 300 

tcagcagcac aggaagattg tacacctgca actgtgcgaa tggtcctgtt gcctcctgca 360 

ttttggcctc tgttctatta aggaagagta aagatggagc tcctcctgcc tccatcacaa 420 

aagcacatat catctgtccc tttggatttt acttccaaga cgtgtgtcat ccccaacgtg 480 

agttgcctta tggggccggc agaacctcag gtatgtgcct gaaaaggaaa atatccttgg 540 

ggaaaatctg ggaggaaaat tttttttttt ttccggggag gttgcggtta tccgggagca 600 

ctacctaaaa aagtagggca gtccacccac cccccccccc ctnccccccc cccccccacg 660 

ccgccaacct aaaacgnnaa aaagggcgtc ccgaaaaaaa cccccccccc cccctccccc 720 

cccccttgac ta 732 



<210> 541 

<211> 1634 

<212> DNA 

<213> Homo sapiens 



<400> 541 

cccacgcgtc cgcccacgcg tccgctcgac tcttagcttg tcggggacgg taaccgggac 6 0 

ccggtgtctg ctcctgtcgc cttcgcctcc taatccctag ccactatgcg tgagtgcatc 120 

tccatccacg ttggccaggc tggtgtccag attggcaatg cctgctggga gctctactgc 180 

ctggaacacg gcatccagcc cgatggccag atgccaagtg acaagaccat tgggggagga 240 

gatgactcct tcaacacctt cttcagtgag acgggcgctg gcaagcacgt gccccgggct 300 

gtgtttgtag acttggaacc cacagtcatt gatgaagttc gcactggcac ctaccgccag 36 0 

ctcttccacc ctgagcagct catcacaggc aaggaagatg ctgccaataa ctatgcccga 420 

gggcactaca ccattggcaa ggagatcatt gaccttgtgt tggaccgaat tcgcaagctg 480 

gctgaccagt gcacccgtct tcagggcttc ttggttttcc acagctttgg tgggggaact 54 0 

ggttctgggt tcacctccct gctcatggaa cgcctgtcag ttgattatgg caagaaatcc 6 00 

aagctggagt tctccattta cccggcaccc caggtttcca cagctgtagt tgagccctac 660 

aactccatcc tcaccaccca caccaccctg gagcactctg attgtgcctt catggtagac 720 

aatgaggcca tctatgacat ctgtcgtaga aacctcgata tcgagcgccc aacctacact 780 

aaccttaacc gccttattag ccagattgtg tcctccatca ctgcttccct gagatttgat 840 

ggagccctga atgttgacct gacagaattc cagaccaacc tggtccccta cccccgcatc 900 

cacttccctc tggccacata tgcccctgtc atctctgctg agaaagccta ccatgaacag 960 

ctttctgtag cagacatcac caatgcttgc tttgagccag ccaaccagat ggtgaaatgt 1020 

gaccctggcc atggtaaata catggcttgc tgcctgttgt accgtggtga cgtggttccc 1080 

aaagatgtca atgctgccat tgccaccatc aaaaccaagc gcacgatcca gtttgtggat 1140 

tggtgcccca ctggcttcaa ggttggcatc aactaccagc ctcccactgt ggtgcctggt 1200 

ggagacctgg ccaaggtaca gagagctgtg tgcatgctga gcaacaccac agccattgct 1260 

gaggcctggg ctcgcctgga ccacaagttt gacctgatgt atgccaagcg tgcctttgtt 1320 

cactggtacg tgggtgaggg gatggaggaa ggcgagtttt cagaggcccg tgaagatatg 1380 

gctgcccttg agaaggatta tgaggaggtt ggtgtggatt ctgttgaagg agagggtgag 1440 

gaagaaggag aggaatacta attatccatt ccttttggcc ctgcagcatg tcatgctccc 1500 

agaatttcag cttcagctta actgacagat gttaaagctt tctggttaga ttgttttcac 1560 

ttggtgatca tgtcttttcc atgtgtacct gtaatatttt tccatcatat ctcaaagtaa 1620 

agtcattaac atca 1634 



<210> 542 

<211> 842 

<212> DNA 

<213> Homo sapiens 
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<400> 542 

cccacgcgtt cgaacaaaaa ttggaagaaa ttaaagagaa tgcacaggac accatgagac 60 

agattaataa aaagggtttt tggagctatg gccctgtgat tcttgtcgtc ctggttgtgg 120 

ctgttgtggc aagttctgtg aatagctact attcctctcc agcccagcaa gtgcccaaaa 180 

atccagcttt ggaggccttt ttggcccagt ttagccaatt ggaagataaa tttccaggcc 240 

agagttcctt cctgtggcag agaggacgga agtttctcca gaagcacctc aatgcttcca 300 

accccactga gccagccacc atcatattta cagcagctcg ggagggaaga gagaccctga 360 

agtgcctgag ccaccatgtt gcagatgcct acacctcttc ccagaaagtc tctcccattc 420 

agattgatgg ggctggaagg acctggcagg acagtgacac ggtcaagctg ttggttgacc 480 

tggagctgag ctatgggttt gagaatggcc agaaggctgc tgtggtacac cacttcgaat 540 

ccttccctgc cggctccact ttgatcttct ataagtattg tgatcatgag aatgctgcct 600 

ttaaagatgt ggccctggtc ctgactgttc tgctagagga ggaaacatta gaagcaagtg 660 

taggcccaag ggaaacggaa gaaaaagtga gagacttact ctgggccaag tttaccaact 720 

cttgacactc ccacctcctt caaccacatg ggattcagga caaatttgag tggggctgtg 780 

ggagccgaat ttcacacctg gtactgccag tccagccagt gagtagcata gaagaacagg 840 

99 842 



<210> 543 

<211> 1100 

<212> DNA 

<213> Homo sapiens 



<400> 543 

tggagattta atataaagta atacagtata aaacataaag taatataaaa tctgtaaggt 60 

aattcattac ttatactttc aagtaaatac taaacttttt aaaatctttt ggtgtgaggt 120 

gataattttg tttgatacat tatcctttct tatttagtga catgtgccag ttctctctca 180 

cttgctttca aatactgcaa gtgatgaggc aaaaattctt aaagcctctc ttaatactgc 240 

tgcacagatt aaaactgggg tctttgtaca ctccttcaag tgtagcaagg tatgattctt 300 

cagtaaatga aaacagatct gttaactcta gtgcatatga agaagcaaaa gaattgatgc 360 

tttccatgaa ctaattttgg aaagacacag ttttagtagc cagttgcttt cttatatgaa 420 

cagacatata gaatattgtc cttttcctgc agattaacat ttgggtggga gtctgaggtg 480 

gaatattgat ttaaaaaaaa ctagtagttt ggtcaaggag aacaacagga agggaaaggc 540 

tttcccagca aaggctggca ttgttgggga aattgtggta ggtccccatt tgctgcagat 600 

ggaggggcct gaaaaaacag taaggctaga tcgggcttgg tggctcacgc ctgtaatccc 660 

aacacttttg gaagccaagg cgggcaaaac acgaggtcag gaattcgaga ccagcctggc 720 

taactggtga aaccctggct tactaaaata ccaaacgtac tgggggcacc ggtggcacct 780 

gaagcctccc actggcgaac ggaggcggat atatgctgca ccccaaagca taagcgccat 840 

taccttatct gccctgtctc cccccttgga ctactatatc tctctcaccc ccctgcggcc 900 

cgacacgccg cgcgcctcgc ccgcgcttat cgccattaac ccctccggcc gaaccgctcc 960 

actatgccta tacttcttca tgctcgtctc atcactggcc tccgtacgat gccgcttccc 1020 

gcccgcgcgc cgcgacaacg ttcgtccgct caatacgcat ccgcccggct tcgtccctcg 1080 

cgcccaccct ccgaacggct 1100 



<210> 544 
<211> 939 
<212> DNA 
<213> Homo sapiens 



<400> 544 

tttcgtgcgt ctccggctgc tcccattgag ctgtctgctc ■ gctgtgcccg ctgtgcctgc 60 
tgtgcccgcg ctgtcgccgc tgctaccgcg tctgctggac gcgggagacg ccagcgagct 120 
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ggtgattgga gccctgcgga gagctcaagc gcccagctct gcccgaggag cccaggctgc 180 

cccgtgagtc ccatagttgc tgcaggagtg gagccatgag ctgcgtcctg ggtggtgtca 240 

tccccttggg gctgctgttc ctggtctgcg gatcccaagg ctacctcctg cccaacgtca 300 

ctctcttaga ggagctgctc agcaaatacc agcacaacga gtctcactcc cgggtccgca 360 

gagccatccc cagggaggac aaggaggaga tcctcatgct gcacaacaag cttcggggcc 420 

aggtgcagcc tcaggcctcc aacatggagt acatgacctg ggatgacgaa ctggagaagt 480 

ctgctgcagc gtgggccagt cagtgcatct gggagcacgg gcccaccagt ctgctggtgt 540 

ccatcgggca gaacctgggc gctcactggg gcaggtatcg ctctccgggg ttccatgtgc 600 

agtcctggta tgacgaggtg aaggactaca cctaccccta cccgagcgag tgcaacccct 660 

ggtgtccaga gaggtgctcg gggcctatgt gcacgcacta cacacagata gtttgggcca 720 

ccaccaacaa gatcggttgt gctgtgaaca cctgccggaa gatgactgtc tggggagaag 780 

tttgggagaa cgcggtctac tttgtctgca attattctcc aaaggggaac tggattggag 840 

aagcccccta caagaatggc cggccctgct ctgagtgccc acccagctat ggaggcagct 900 

gcaggaacaa cttgtgttac cgagaagaaa cctacactc 939 



<210> 545 

<211> 1053 

<212> DNA 

<213> Homo sapiens 



<400> 545 

ttagccaaga tggtctccaa ctcctgacct cgtgatcgcc cgcctcagcc tcccaagtgc 60 

tgggattaca ggcttgagca actgcgcaca acccagaact attttaagca ggccaatctt 120 

tgtattgttt gggccacaca cacgattcag ccagagggtg ggggcccttt cacgtctctt 180 

ctcgtggccc gggccctgtc agcggcattc acctgtgtgg taggagccat cggctgtggg 240 

aactctgtgg aagtggctag ccttgcacat cctctgatca tgttgacttc atcagggtgc 3 00 

gagaagcact tgagcttggc gtcggtgagt tccctaagcc tcttttgcgt gtgttgcagc 360 

tcatgccagt tactatggga gaatgaatgt gagagaggtt ctcagagagg atggccacct 420 

cagtgtaaat ggggaagcgc tgtgtaagta tggcttcgtt ttcctgtggg cgtcggtcgt 480 

ggaagttggt cccccacgct gtcatgttgg gtactagcag tagagaatga tcggcccgtg 540 

tgacatggtg gtcctcactg atgacgacgg gctgttggag ctgctgctta agccctcatc 600 

acagaagctc atagccacca gatcgcattt gctttgattg ttgactgtct cgtgtgtaat 6 60 

tgagtttccc agtttctaca gactgccatt gctatgcacg gctgagatgg acagagtttg 720 

cttgtgaatc cgccacactc actgcctgtc accacacctg caggcgacga ctgtaagggc 780 

aagaggcacc tcgacgcgca cacagccgcc cactcgcagt cgccacgggc tgcccggtcg 840 

ggcagggacc ctctggcaca tctgggcatg tgcaggttgt ctctcgcccc gtctccgtct 900 

catctcgccc tgtcaccatg ctatttgtgt cttgtgtggt ttgtgcttgg aattcaagtg 960 

ctttaaagtc ttgctgtaaa aactgacagg aatagtatta actttggttt aaaacagggt 1020 

gaatctctct cgaaaagctt cctttggaaa ttt 1053 



<210> 546 

<211> 715 

<212> DNA 

<213> Homo sapiens 



<400> 546 

cccattcaca tataagatgg ggaggccttt atccacttcc ctaagagggt tgttgtgaca 60 

attcagagca gtgttagagt ccaaagtcgg gtgaatgccc ctggggagtg tacaggacca 120 

tcctttatag tgtgagtaga aagtcttagc at ttt tat tt tttactcaac aagaaattag 180 

gctttacaaa tatttgatgt atggatggac catgacatcc acaatcagct gcgtgttctg 240 

ggcatgtcct caaagaaaga agggactttg caaacgggaa ggggttggga gctctatcct 300 

cat teat tec cttgcagcct ttgtgatgtt tgattgcaat ttgccacttc tggtgaggcg 360 

ggtaegcaga atacattatc cagcttaaac tcaacaaacc ctgtttcaac aaactgaaga 420 
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agtggcttaa aaagttttca tgaattaaaa gctaattaaa atctataatg aacaatatcc 480 

acataaacca aaaaatggca gagttaacac ttcactggga agaagttttt gttgtcgtcg 54 0 

ttgttgaatc agccccagta agatgtgaaa aaaaaaacag actaatgata tctgacaaga 600 

agtcggccca agaagttcaa aattatcaag gtcaggtgca ggggctcatg cttgtaatcc 660 

cagctctttg ggaggccaag gtgggaggat cacttggggg ccaggaattt gcacc 715 



<210> 547 

<211> 812 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (812) 
<223> n = a,t,c or g 



<400> 547 

tattatatgt actataatat acacataagc tctttacaga agaaagctga tgtgctgata 60 

cctgacaaaa gagattctaa agcaaaggca tcattagaga taatggtgta gaacaccaca 120 

ccgagcaacg gcagcacata ttttctttca aagtacaaat atatcattac aaaaactgac 180 

catacgcttg tccatgatgc agatgtcatc ataggtcgag acatttatgt tttataagtt 240 

cagcttctag attcgggggt gcctgtgcag gtttgtcact gggtgtactg cagggcgccg 300 

atgtttgcgg tacaggcggt cctgtcgccc agctcatgag cacagtcccc aacagttagt 360 

ttttcagccc gtgtccctcc ccagtcgtcc tagtatctca tgtcaccatc tttatgtcca 420 

cttcacagaa atcagccacc gcatcctgtg ctcatacaac accaacattg aagagctctt 480 

tgcagaaatc gatcagtgct tggccataaa tcgaagtgtt cttcagcagt tggaagaaaa 540 

atgtggccat gagatcacag aagaggaatg ggagaaaatc caagtgcagg taggtttggc 600 

tggcagcctg gcaaccagca gactcagctg cagctgcaga ggctgtgggg agtggcatgt 660 

ggggggaggt cgaggactca ctttggggaa gccttaggag tgttcaggcc cggggttgca 720 

gccctgggag gttttggggg gttggcatnt tcggggggan gttcnaggat tcacttttgg 780 

ggaagcntag ggattttcag gccccgggtt aa 812 



<210> 548 

<211> 578 

<212> DNA 

<213> Homo sapiens 



<400> 548 

ataaactgtg ggaaagtgac tgtgaaatat atgagtgaaa ctaatggaag ataagggtta 60 

tttcagtaag gtttgtttat gcagactcat cttggtgcca gctgtctgtc tctggtgata 120 

agaattgctc tcctcttcct ggtacagaga gatggacacc ttcattcacg aagggaaatt 18 0 

tatgctatct tcacaaaggg aagtttatgt cctgctttta agtgggcaag ggtgggcaga 240 

gaactcttcc tgcatctatt gctttccaac tgccatcagc tcaaaataat tcttatccca 300 

aagtgtcata ttttggggtg gcatatcctg atccccttca ccagtaaaat ctgggattcc 360 

tacttcattg tccagtgttt ctcccatttt actacactgg caaatgtgtt tatggaggaa 420 

gataatccgg taagtgagtt acaagttttc cagtgacata gaacgatatg aaaaaaatta 48 0 

tgagtttaga aaagttgaac atggtagata gagttcaatg ttggaaacaa ggaaaactag 54 0 

atcccccccc ccccttggtg aagagtagag gccaccac 578 



<210> 549 
<211> 428 
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<212> DNA 

<213> Homo sapiens 



<400> 549 

attcacattc agtcctcagc aaaatgaagg gctccatttt cactctgttt ttattctctg 60 

tcctatttgc catctcagaa gtgcggagca aggagtctgt gagactctgt gggctagaat 120 

acatacggac agtcatctat atctgtgcta gctccaggtg gagaaggcat ctggagggga 180 

tccctcaagc tcagcaagct gagacaggaa actccttcca gctcccacat aaacgtgagt 240 

tttctgagga aaatccagcg caaaaccttc cgaaggtgga tgcctcaggg gaagaccgtc 300 

tttggggtgg acagatgccc actgaagagc tttggaagtc aaagaagcat tcagtgatgt 360 

caagacaaga tttacaaact ttgtgttgca ctgatggctg ttccatgact gatttgagtg 420 

ctctttgc 428 



<210> 550 

<211> 849 

<212> DNA 

<213> Homo sapiens 



<400> 550 

gacccaatga tccggcctgg gccgtggctg tcactgcgtt cggacccaga cccgctgcag 60 

gcagcagcag cccccgcccg cgcagcagca tggagctctg gggggcctac ctcctcctct 120 

gcctcttctc cctcctgacc caggtcacca ccgagccacc aacccagaag cccaagaaga 180 

ttgtaaatgc caagaaagat gttgtgaaca caaagatgtt tgaggagctc aagagccgtc 240 

tggacaccct ggcccaggag gtggccctgc tgaaggagca gcaggccctg cagacggtct 300 

gcctgaaggg gaccaaggtg cacatgaaat gctttctggc cttcacccag acgaagacct 360 

tccacgaggc cagcgaggac tgcatctcgc gcgggggcac cctgagcacc cctcagactg 420 

gctcggagaa cgacgccctg tatgagtacc tgcgccagag cgtgggcaac gaggccgaga 480 

tctggctggg cctcaacgac atggcggccg agggcacctg ggtggacatg accggcgccc 540 

gcatcgccta caagaactgg gagactgaga tcaccgcgca acccgatggc ggcaagaccg 600 

agaactgcgc ggtcctgtca ggcgcggcca acggcaagtg gttcgacaag cgctgccgcg 660 

atcagctgcc ctacatctgc cagttcggga tcgtgtagcc ggcggggcgg gggccgtggg 720 

gggcctggag gagggcagga gccgcgggag gccgggagga gggtggggac cttgcagccc 780 

ccatcctctc cgtgcgcttg gagcctcttt ttgcaaataa agttggtgca gcttcgcgga 840 

aaaaaaaaa 849 



<210> 551 
<211> 648 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (648) 
<223> n = a,t,c or g 



<400> 551 

ggcacgaggg actgaaaggc atgatggggg tgagtggctg tatggttctt ctagctcccc 60 

tgctggctag gaggagccag tcttctcttt ggaagcaatt tgagaagtgc tctgctggac 120 

ctaaattgat gctgtccaaa tttctgcctt ggggcaagtt ggctatgcct tctcggatga 180 

gtaatttcag cccctaaaga gtatagcaaa tccatataac caagagttgg caagaaaagg 240 

ctctttatga catttgagtg tttcatgttc ctctgacttt ctttcttttt tttttttttg 3 00 

gacccggagg gtttttgccc cgggttgnnn nnnnannnan cnagcgggna ggcgaggagg 360 
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aacggcccag gggacgccct cggcctcgag gcgggggggg ccccggaccg cccccccacg 420 

gcgaccaccg gcaagcccac cggagcaacg gccccccccc ccccggagcc accaccctac 48 0 

acccgcgcca cgcacgagac gccccgccgg cggaacgacc ccgccccgcc accctgccaa 540 

cgaatgcccg gcggccgcat gacccccgcc ccagaggctg ctcgttcttt tgaacaaggc 600 

acgcgcccta ttaattctcc ctgtccgggg gaccggtccg atcgaacc 648 



<210> 552 
<211> 713 
<212> DNA 
<213> Homo sapiens 

<400> 552 

cccacgcgtc cgggctggag gattgcttga ggccatgaat tcaagaccag tctgggcaac 60 

ctagcaagac cctttctgta caaaaaaata aaaattacaa aaaattattt aaatgaaatt 120 

tagcaatgtt ttatgtacgt gtcttctcat acttcaaaaa gtcaagttgt tctacaaaac 180 

cgtccatgaa aacagtagct ttctgccctg cttttcccac ctgattccct ctcctcagag 240 

gaatctctca tctatcttct gatgttgaac cataagaaaa tgctgatatt tgactgcttt 300 

agatctgtga aaatgactgt atcttgagaa agcatgctta tcatgtcatt tcttgatttt 360 

tttaaattca attttggata tttactttcc tcacactgtg gaagatgaag atataactct 420 

tatgacttcc cccaacacgt ctcttctccc actgtaatat taatatgatt tttgtttgat 480 

taatatataa tggttatagt attatttaga ctggaaataa ttcacagcca agacatgtaa 540 

tttaaatatt tccttcctca tacagctttt gcccacccag agttaatcat tgttttgagt 600 

gcttgtttta agtacctgtc actgactcat tccccaactg aagcctaacc ttcctttttt 660 

gtggggaggc acacctcagg ggtagctgcc attcatcctt tcttcctgag gcg 713 



<210> 553 
<211> 714 
<212> DNA 
<213> Homo sapiens 



<400> 553 

ggcacgaggg gtttcaccgt gttagccagg atggtctcga tctcctgaac ttgtgatccg 60 

cccacctcgg cctcccaaag tgctgggatt acaggcgtga gccaccgcgc ccggccgcaa 120 

aatttctact ctttccgagg ggctaatgct gttctcagct gtgaaacttt attgttgtca 180 

attctggcat ttaattctga atagggtgcc atcaccttca ctactctatt catgtggtct 240 

ttcaacaaat gtattgaata ctactgtatg ctatgttagg gataagaagt gacccagact 3 00 
gctataaggg aaagataaaa cagtagtatg agagtgtata atattctaac gtagtatgga . 360 

ggccaaggaa ggcttttatg gtgacgttta agctgaaatc caaaagaatt aactagtcga 420 

aatggtgagg caaagagtgt tttgatccaa ggaaataaca tgtgcaccct atctactaga 480 

agggatgaat tatttgcttg ctgtcctgaa ggtaggccat tgtggcttga aagagtgtga 540 

gagagagcat gtagggcaag atgaggctgg aagagtaagt aaagatcaga aatttcaggc 600 

attgtaggcc atgttaaggt tttgaacgtt atttttagag cagttgctaa tgaagtatat 660 

gaagcagggg ttataggagc agatttccat tgttaaaaga tagctatgct tcag 714 



<210> 554 
<211> 836 
<212> DNA 
<213> Homo sapiens 



<400> 554 
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aactcccgtt tcgacccacg cgtccgccca cgcgtccggt gctgcatttt tgtttcctca 60 

tcagtgtctg cctatggtag gttcccagca aagaaatgat ttacaaaaag tgactgaatc 120 

aataaatgtt tagcgcgaga tagtccagtg taaccatgaa ttcaaaattg ggtgaaatga 180 

gaaggcaaat agcatgtcag gcagtcaggt tatctcagag tgggggacat tgatggagag 240 

actcaggggc aagtgcttat taataatagc ccttatgaca cctctgtgta ctaccactat 300 

aagttcttca tgcatagagg ggtcagcaaa cttcttctgt aaagaaccag gtagtaactg 360 

tgtatttgag gccttgtggg ccatatggtc tgtggggcaa ctgctcagct cctctgtggt 420 

agcacataaa caaccataga caatatgtaa atgaatgaac atggctgtgt tctaataaaa 480 

ctttatttac aaaacatgtg atgggccaac ccctgatgta tatagtattg acgcatttat 540 

tcttaatacg ttctatgcgc gacctactgt tattaccacc attctatttt gtcttttgat 600 

atatttttct tttttttgaa ttgtgataag tcctactttt ttatttttat gggtgtgtat 66 0 

taggtgtata ttggctacat gagatatttt gatatgggca tacaatgcat aataatcaca 720 

tcagggtaaa tggggtatcc attatctcaa gcatgtatca tttctttgtg ttacaatcat 780 

cccaattctt ttagttattt gtagatgtac aataaattat tgttgactat agtcac 836 



<210> 555 

<211> 1765 

<212> DNA 

<213> Homo sapiens 



<400> 555 

tgtccaaccc ttttcgagag taaaagggtg ccattagtaa ttacatcagg aaaacatatc 60 

ccaggcaaac caggatatat ggtcagccta cttgatgcat tatgaaatgc ggtgattgcc 120 

gagttctgtc attctcacct ctaagatatc tctcatgtcc atatcctctt ttccattctg 180 

actaattaag cctcaactgc tattaccagt gaccttctaa ctgcttttcc tacctttaag 240 

ctattctcac cccctccatc cttgtgatgc attattgcca tcgtgatctt cccgaagcat 3 00 

agctctgact atggcccatc tcagaaaacc tacagtggct caccattgcc tgatggtgga 360 

gttcagagcc cttgagctag catttcatta tgaccgtgat tttttccccg caccactttc 420 

cagccttgtg gtccacaatt ccactgggcc ttaagtatgt actgaacttt cctgcctccc 480 

tcattttgct ctgcttgtgc aattttttcc accctccatc tctgtcaaac gtaagccttc 540 

ctgacctcta agacctacct ttgtcatgta cctttaccct caggcaagga gcaatctctt 600 

ctcttcctct tctaccttgc tgtagcttct ccccaaggat ttatcacatt ctgccttgaa 660 

tcatagggaa cagcatgtgt agtggaatga acacaggcct ctgaatccaa gatacgagtt 720 

taaatcccag ctttggaggt ggttacttaa agtctcagtg ccttcattct tcttcctata 780 

taaagtagat attacaatat ctaacttaca gagtcattgg gagctataca tgcagcgatt 840 

gggtaaagca cctggcacat ggcaagcgat tagcaaatgc tggttacttc tacttctttc 900 

tcttcccttt tcccagtcta tcataatttc cttgagagca ggcaccatgt cttatttacc 960 

cttgtatttc ccacagtact tcccatagtg agttaccctt agtaaatact cagtaagttg 1020 

aattgaattt aaattacctg taagtcttaa aatgtgggat taaattaaga atatattgtc 1080 

ctggaaatac ccaaatgtct attgatggat gaatggataa acaaaatgtg gtatacacat 1140 

aatggaatat tattcagcct taaaaaggaa tgaaattctg acatgtgcta caatatgatg 1200 

aacctggaag acattatatg tgaaataagc cagacagaaa aggacaaata ctatatgatt 1260 

ccacttatat gaagtaccta gagtagtgta attcatagaa acagaaagta caggttgaca 1320 

tccaaaatct gaaatgagaa atgctccaaa aactgaaact ttttcaatgc cgacacgatg 13 80 

ctcaaagaaa atgctaattg gagcatttca gattttggat ttttggattt gggatgctca 1440 

actggcataa tgtgaatatt ccaaactctg aaaaaatctg aagtctaaaa cacttctggt 1500 

ctcaaggatt ttggataaag gatactcaat gtgcaacatg tagaatggtg gttgcaaggt 1560 

gggaggagag aatggaaagg tacttgttta atggtacaat gtttccgttt gggaagatgg 1620 

aaagttttgg agatgtgtga tggttatggt tgcgcaacaa tgggaaggta cttagtactg 1680 

cttaactgtg cccacttaaa aatggtaaaa atgataaatt ttgtgtatgt cttaaaacaa 1740 

taaaagaagt tttttaaaaa aaaaa 1765 



<210> 556 
<211> 1044 
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<212> DNA 

<213> Homo sapiens 



<400> 556 

tttcgtcggg cccaaggcgt gaggcgccgc ccgggtgtcc ccgcggcgca ggaggcggtg 60 

gagcgcagag cgggcgagcg cgaaaaatca ctaccaatat aatggatttt atatatcaga 120 

ttgctttatt ctggatatca tggtaacaat acagaaagta tacataattt cccatttctg 180 

caagtagtca tgactgctga agaaagaaaa acttaaagct acggcagaat tattttatgg 240 

aaattctgat tttgttttta atttttgata actttttact aaaggtatga acacacaaag 300 

agcttatttt gttaggcaaa tacacattaa taagaatgcc tagaagagga ctgattcttc 360 

acacccggac ccactggttg ctgttgggcc ttgctttgct ctgcagtttg gtattattta 420 

tgtacctcct ggaatgtgcc ccccagactg atggaaatgc atctcttcct ggtgttgttg 480 

gggaaaatta tggtaaagag tattatcaag ccctcctaca ggaacaagaa gaacattatc 540 

agaccagggc aaccagtctg aaacgccaaa ttgcccaact aaaacaagaa ttacaagaaa 600 

tgagtgagaa gatgcggtca ctgcaagaaa gaaggaatgt aggggctaat ggcataggct 660 

atcagagcaa caaagagcaa gcacctagtg atcttttaga gtttcttcat tcccaaattg 720 

acaaagctga agttagcata ggggccaaac tacccagtga gtatggggtc attccctttg 780 

aaagttttac cttaatgaaa gtatttcaat tggaaatggg tctcactcgc catcctgaag 840 

aaaagccagt tagaaaagac aaacgagatg aattggtgga agttattgaa gcgggcttgg 300 

aggtcattaa taatcctgat gaagatgatg aacaagaaga tgaggagggt ccccttggag 960 

agaaactgat atttaatgaa aatgacttcg tagaaggtta ttatcgcact gagagagata 1020 

agggcacaca gtatgaactc tttt 1044 



<210> 557 
<211> 1372 
<212> DNA 

<213> Homo sapiens 



<400> 557 

tctgacttgg atttcggttt tctggcatga ggtaatccca ggcactagat ttatatgctg 6 0 

aatgggaagc cagcaatggt ggctaatcat gctggtttgc agatctgcac ctctggagcc 120 

ttgggatgga attagagggc cacatggcaa gtagcaaatc ataggcgttt tgagcaggag 180 

aggaattagc cagacctgga agcaggggcc atagatgggg tgttgtctga gccaggaagt 240 

ttgactgaag cagagactca cctgcagacg cctgtaggtg ccttccacgt tgctcagatg 300 

aacagtagag aagggtcagg cctgccctag gattctaccc ctctcctcaa ggccctttct 360 

agtcaccatg ccacatcctg ctcatgactg cagggatcat gcctctgggc ctctgtccat 420 

gcagctgcct ctgcctgcac tccaggacag gggccttctc tgctgtccac tggagccctg 480 

tggaagggac tcctgaccct agccttaggg aagtcatctc taaaggctgt tttattacag 540 

tgtttcctca gaatgaccct atagacacag tgttttctca gtgtcctctc acctttgaac 600 

atatccggga ataattgaaa aaaccaggca atcaaatgtg cctctcataa atcaccatca 660 

cttcagagca gaacttaaga gtttggtttg caagccacac caaatagttt gagcttggcc 720 

ctctaccatt tcctcctgct ctgagcccag aggttcacct agtggactgt agcaatggat 780 

tcccttgccc ctggcttccf gttgggttca gccagagagc agcaccagtg ggagcctaca 840 

gagggaggaa agtgaggtca aggtgtctgc tgcctcctcc ctgcctgcca ggccactgtg 900 

ggtagactac acctcaggtg gccctcccca tgtgtagcca tgcttgccag gttctgggtt 960 

ctggaaacct ccacctcctc ttgccccttc agtcataggg tggtagcccc cttcattgct 1020 

attagctgtt atgcactcaa ttgtgttcca accccaaatt cgtaggttga ggccccaatc 1080 

cccaggacct cagaatgcaa ctgtatttgg agatagggtc tttaaagaag taattaaatt 1140 

aaaatgaggc cattaagccc taattcaatg tgactggtgt tcttgtaaga aaaggaagag 1200 

ataccatgga gatgtgcacc cagaggaaag gccacgcaag gacacagcaa gaaggcaact 1260 

gtttacaagc caagggaaga ggcctcagga gaaccaaacg tgtccacacc ttgatcttgc 1320 

acttcccaac ctccagaact gtgagcaaat aaatgatgtt gtttaatcaa aa 1372 
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<210> 558 

<211> 1818 

<212> DNA 

<213> Homo sapiens 



<400> 
gaaatatcag 
agggcacact 
accccccaca 

gggggctcac 

cagaagaatt 
gctctcgtgt 
agaaatgagt 
ttccctggaa 
tggctgccag 
tcagcttaag 
gacatggacc 
agttagccgc 
aggtctgccc 
gagaagccca 
tgctcaaatc 
ggaggcagct 
gtgtttgctg 
agaggactcc 
cctcagcctc 
tttcagtgtc 
agattacagt 
ttttttttta 
ttaaggagca 
cggggtccgt 
ttgtgtccag 
tcatcgcccc 
aggtcacaca 
ccagactgta 
ggcacattta 
gtggcctggg 
caacctcccg 



558 

catctggggt 
tttctttctt 
ccttcccaag 
tcacctctag 
gtgtcaataa 
atatttagag 
gttcttgatg 
gccgccatgt 
ttcttaccga 
gggaggtcac 
acctgtctgg 
ggtgtgcgtg 
cataagcaag 
gagccatggc 
ttccctctgg 
ccctggcctc 
cggtgaaggg 
agcatcccag 
cagccctaac 
agagcagtag 
gacttcctcg 
ccagcatctc 
aaggctggat 
cttagcagtt 
gtgccactag 
agtgcacaga 
gcatgaaagt 
ctgccttctg 
cacaaggccc 
ccagctctgg 
cccactgc 



cctggcaagc 
cattaggaaa 
gcagcatccc 
gcccagagag 
caccctctgt 
acaattacaa 
acaggcaaag 
taataggatt 
tcacatctgt 
gagtgcaaaa 
aattcctgga 
aatggctctg 
atctttaaca 
ggggttgctt 
ccccacatcc 
caaatggccc 
aggagaaggc 
gcaccgggtg 
ataaatgtcg 
atggtccagg 
gggttgcccc 
tcaaataaca 
ttctggccac 
tggaaagggg 
acttgcatgc 
tgaggaacca 
gatgagctag 
ccacactgta 
tgaatctgca 
cttccacagg 



aaggaagctt 
tcttattgca 
agtgcagata 
gctttctcct 
agtggagaaa 
gaaagctgga 
ggacatctta 
actagcctgg 
cactgccacc 
gaacctgacc 
atcactggca 
tctccagcaa 
gatggatgtc 
gacgtcctca 
ctaggagggc 
atggagatgg 
aggaggaaaa 
cttctggctg 
gttaaattca 
gcattggagg 
atcttggtct 
atgaagatag 
agcgagctgc 
aaaaagatgc 
acactaactc 
gaggctcaga 
gatttgaatc 
ctgccttctg 
gaggctgttt 
tccctgactg 



ccaagtaaaa 
caggaaccac 
gagtgggaaa 
cactttatac 
cttaaaaagc 
cttgccgctg 
gttgtccaga 
ctccagacag 
gtatatcatc 
cttgacaatg 

gggtggaggc 

gtctctctcc 
tccatgagaa 
tggagtcact 
ctgacccctg 
cagtcgggag 
aggatggctt 
cagttttccc 
gtttt.caagc 
cctcgaccac 
cctgtggttt 
atatgcccat 
actctccctc 
cggtcctcac 
cttacaatca 
ggagtgaagt 
tgggaagttg 
tgactgggtg 
ctcaagatgc 
tcctcagagt 



accagagaga 
ccccaccccc 
ggtcccagaa 
actgcaaaaa 

tggttaggaa 

tggtctcagg 
agcggcactc 
tgcctgctca 
tgccagtgca 
agggagaagg 
tgggctgggg 
atcaaacccc 
aacccaaggc 
ctgccccaca 
taaagataca 
acagggttct 
ctagccctga 
tatggaggcc 
ctctctccct 
tctgcattgc 
cttcatcagc 
tagtgtctga 
ctgcctcagc 
tgcttaagtt 
ccacacagca 
tgccttcctg 
ggctctagag 
gcacctccag 
ccgtcatggt 
ggaacatgct 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1818 



<210> 559 

<211> 1839 

<212> DNA 

<213> Homo sapiens 



<400> 
tttcgtggat 
cgtaatatca 
gtctcttata 
ttcagaagac 
gtatgaacag 
taatcatgaa 
ttgtcagaga 
aacattgtca 
agatggtact 
gacttaaagg 
tgaatgccaa 



559 

ctgataaatg 
tctgattctt 
tgtggtcctt 
actattgccg 
tgcatagaca 
ctgaaagaag 
ataaaatgtg 
attgttgctg 
gcaacatttt 
tatcatttga 
agtacaagta 



cctgtagtca 
tagctgataa 
catttgacat 
gcctcagtgt 
tactgttaga 
agaaccggac 
gtggagagaa 
tggaactaga 
tcttgccata 
aaaataccat 
gaggagtttt 



ttatggctta 
aaattataca 
agcttccatt 
ccatgttctg 
gagatgcccg 
tctgtggtgg 
gtatcaactc 
actgaaggat 
tcttctctat 
aatggcattt 
ttattttata 



atttatccat 
gaagatcttt 
attccgttct 
tgtcgtacac 
gaggcagtca 
aaaaaactgt 
tacctgtcat 
ttcatgaatg 
tgcagtcgaa 
gagactgaat 
tatcacacac 



gggttcacgt 
caaaattaca 
tggagccact 
gcttgaaaga 
ttccatatgc 
tgcctgaact 
cattaaaaga 
ttctcccaga 
agaaaccatt 
ttctaaaaat 
acacacacac 



60 
120 
180 
240 
300 
. 360 
420 
480 
540 
600 
660 
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acacacacac acacacacac atatatgata caaatgcttt caggctgctt accttaccgt 720 

gtagtggtaa ctattcactt cttaatttat gacctcaatc aatttaattg tctagaatgt 780 

aaaaagtctt taagacataa gaattcctca aagaagccat acatttttta aggtggggat 84 0 

tgacttttat tccaaggaac aacatcagtt cactgttgtt ggagacatga caatcatttt 900 

catcccaaga acactttaag gaaacatttt acaagtatgc ttgaaagaat gtcactaact 96 0 

ggtccagaat tttatcttct tgatttttcc agatttctct atgtttttga gaaagatgtt 1020 

aatgttttgc catggtaaaa gatttcaaac cctcattttt tttgttccct tttccttgtt 1080 

actttttagg aaaaactcat gctctgtttc tctgaatcaa atgaagtaga agtttacaaa 1140 

gctaactttc ttcttgtcta gctattaaca tgatttgtca aatgcatgtt tttttcagcc 1200 

aaagccttgt ttccattttt gttgatgtgt actcttgctc ttttagctag agtgtatgtg 1260 

aaaataaaga aatatatcat tgtattcaca accatgtgtc ttcatttata actttttgtt 1320 

taaaaaattt ttagttcaag tttagttcat tgatattatc ctctgaatgc agttaaggct 1380 

gggcagaaat tctactcatg tgacatctgc cacaggtcta ttttgaagct tttcttctaa 1440 

tggcaatgtt tgtccttacc aggatttaat ctatagaatt gtctctcaac tctgcttttc 1500 

tccagttcca gataacgtcc ttaagaccat ctgttcaggg gttcacaaaa ctcaaatttg 1560 

tgtcattcta ttttatttat tttatttttt atttccttcc ctcatacctt gcccattccc 1620 

tttgaatatt aggtgtgatg tcaacagcat gttagaagga tcaatgggaa ggcaatgatt 1680 

gaaaacattt caatgaacct taatagtgtt cctttgagga gcacccagga gaatatctgg 1740 

tcatagatct ttttttaaat gcagttttat aaaaccctaa cagcggtgat atcattagac 1800 

tgtatgaatc agttttatta cctagtgtac aagtgtcat 1839 



<210> 560 

<211> 323 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (323) 
<223> n = a, t , c or g 



<400> 560 

ggcacgaggg ggtgactggt gcactgacta tgcttatgat ggacacactc tggcccattc 60 

tactgcagac gctgaaggtc atttcacagg tcggccatgc tgggccattg gccaacatga 120 

tacatgacaa tccctgcatc attgcatacc ggattacact cagactcgta ggcccttaga 180 

ggtttgtagc gacctgagct ctatctgtag catactttgc aatggcaaag tttttgaaca 240 

tggcatgacg gtattcactt ctttgccaga acccggagat gatcggtgcc actgtaaggg 300 

ctcttatgat gcactgagtc aan 323 



<210> 561 

<211> 4616 

<212> DNA 

<213> Homo sapiens 



<400> 561 

gcgccggggc ggagaaatgt tttgtaactt tactggcctg cttcctggcc aagcagcaga 60 

acaaatacaa atatgaagag tgcaaagacc tcataaaatc tatgctgagg aatgagctac 12 0 

agttcaagga ggagaagctt gcagagcagc tgaagcaagc tgaggagctc aggcaatata 18 0 

aagtcctggt tcactctcag gaacgagagc tgacccagtt aagggagaag ttacgggaag 240 

ggagagatgc ctcccgctca ttgaatgagc atctccaggc cctcctcact ccggatgagc 300 

cggacaagtc ccaggggcag gacctccaag aacagctggc tgaggggtgt agactggcac 360 

aacaccttgt ccaaaagctc agcccagaaa atgataacga tgacgatgaa gatgttcaag 420 

ttgaggtggc tgagaaagtg cagaaatcgt ctgcccccag ggagatgcag aaggctgaag 480 
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aaaaggaagt ccctgaggac tcactggagg aatgtgccat cacttgttca aatagccatg 54 0 

gcccttatga ctccaaccag ccacataaga aaaccaaaat cacatttgag gaagacaaag 600 

tcgactcaac tctcattggc tcatcctctc atgttgaatg ggaggatgct gtacacatta 660 

ttccagaaaa tgaaagtgat gatgaggaag aggaagaaaa aggaccagtg tctcccagga 720 

atctgcagga gtctgaagag gaggaagtcc cccaggagtc ctgggatgaa ggttattcga 780 

ctctctcaat tcctcctgaa atgttggcct cgtacaagtc ttacagcagc acatttcact 840 

cattagagga acagcaagtc tgcatggctg ttgacatagg cagacatcgg tgggatcaag 900 

tgaaaaagga ggaccacgag gcaacaggtc ccaggctcag cagagagctg ctggatgaga 960 

aagggcctga agtcttgcag gactcactgg atagatgtta ttcaactcct tcaggttgtc 1020 

ttgaactgac tgactcatgc cagccctaca gaagtgcctt ttacgtattg gagcaacagc 1080 

gtgttggctt ggctgttgac atggatgaaa ttgaaaagta ccaagaagtg gaagaagacc 1140 

aagacccatc atgccccagg ctcagcaggg agctgctgga tgagaaagag cctgaagtct 12 00 

tgcaggactc actggataga tggtattcga ctccttcagg ttatcttgaa ctgcctgact 1260 

taggccagcc ctacagaagt gctgtttact cattggagga acagtacctt ggcttggctc 1320 

ttgacgtgga cagaattaaa aaggaccaag aagaggaaga agaccaaggc ccaccatgcc 1380 

ccaggctcag cagggagctg ctggaggtag tagagcctga agtcttgcag gactcactgg 144 0 

atagatgtta ttcaactcct tccagttgtc ttgaacagcc tgactcctgc cagccctatg 1500 

gaagttcctt ttatgcattg gaggaaaagc atgttggctt ttctcttgac gtgggagaaa 1560 

ttgaaaagaa ggggaagggg aagaaaagaa ggggaagaag atcaaagaag gaaagaagaa 1620 

ggggaagaaa agaaggggaa gaagatcaaa acccaccatg ccccaggctc agcagggagc 1680 

tgctggatga gaaagggcct gaagtcttgc aggactcact ggatagatgt tattcaactc 1740 

cttcaggttg tcttgaactg actgactcat gccagcccta cagaagtgcc ttttacatat 1800 

tggagcaaca gcgtgttggc ttggctgttg acatggatga aattgaaaag taccaagaag 1860 

gggaagaaga tcaaaaccca ccatgcccca ggctcagcag ggagctgctg gatgagaaag 1920 

ggcctgaagt cttgcaggac tcactggata gatgttattc aactccttca ggttgtcttg 1980 

aactgactga ctcatgccag ccctacagaa gtgcctttta tgtattggag caacagcatg 2040 

ttggcttggc tgttgacatg gatgaaattg aaaagtacca agaagtggaa gaagaccaag 2100 

acccatcatg ccccaggctc agcagggagc tgctggatga gaaagagcct gaagtcttgc 2160 

aggactcact ggatagatgt tattcgactc cttcaggtta tcttgaactg cctgacttag 2220 

gccagcccta cagcagtgct gtttactcat tggaggaaca gtaccttggc ttggctcttg 2280 

acgtggacag aattaaaaag gacgaagaag aggaagaaga ccaagaccca ccatgcccca 234 0 

ggctcagcag ggagctgctg gaggtagtag agcctgaagt cttgcaggac tcactggata 24 00 

gatgttattc aactccttcc agttgtcttg aacagcctga ctcctgccag ccctatggaa 2460 

gttccttttt atgcatttgg aggaaaaaca tgttggcttt tctcttgatg tgggagaaat 2520 

tgaaaagaag gggaagggga agaaaagaag gggaagaaga tcaaagaagg aaagaagaag 2580 

gggaagaaaa gaaggggaag aagatcaaaa cccaccatgc cccaggctca acagcatgct 2640 

gatggaagtg gaagagcctg aagtcttgca ggactcactg gatatatgtt attcgactcc 2700 

gtcaatgtac tttgaactac ctgactcatt ccagcactac agaagtgtgt tttactcatt 2760 

tgaggaagag catatcagct tcgcccttta cgtggacaat aggtttttta ctttgacggt 2820 

gacaagtctc tatctggtgt tccagatggg agtcatattc ccacaataag cagcccttac 288 0 

taagccgaga ggtgtcattc ctgcaggcag gacctatagg cgcctgaaga tttgaatgaa 2940 

actatagttc catttggaag cccagacata ggatgggtca gtgggcatgg ctctattcct 3000 

attctcagag catgccagtg gcaacctgtg ctcagtctga agacaatgga cccacgttag 3060 

gtgtgacacg ttcacataac tgtccagcac atgccgggag tgatcagtcg gacattttaa 3120 

tttgaaccac gtatctctgg gtagctacaa aattcctcag ggatttcatt ttgcaggcat 3180 

gtctctgagc ttctatacct gctcaaggtc attgtcatct ttgtgtttag ctcatccaaa 3240 

ggtgttaccc tggtttcaat gaacctaacc tcattctttg tgtcttcagt gttggcttgt 3300 

tttagctgat ccatctgtaa cacaggaggg atccttggct gaggattgta tttcagaacc 3360 

accaactgct cttgacaatt gttaacccgc taggctcctt tggttagaga agccacagtc 3420 

cttcagcctc caattggtgt cagtacttag gaagaccaca gctagatgga caaacagcat 3480 

tgggaggcct tagccctgct cctctcaatt ccatcctgta gagaacagga gtcaggagtc 3540 

gctggcagga gacagcatgt cacccaggac tctgccggtg cagaatatga acaatgccat 3600 

gttcttgcag aaaacgctta gcctgagttt cataggaggt aatcaccaga caactgcaga 3660 

gtgtagaaca ctgagcagga cagctgacct gtctccttca catagtccat atcaccacaa 3720 

atcacacaac aaaaaggaga agatatattt tgggttcaaa aaaagtaaaa agataatgta 3780 

gctgcatttc tttagttatt ttgagcccca aatatttcct catctttttg ttgttgtcat 3840 

ggatggtggt gacatggact tgtttataga ggacaggtca gctgtctggc tcagtgatct 3900 

acattctgaa gttgtctgaa aatgtcttca tgattaaatt cagcctaaac attttgccgg 3960 

gaacactgca gagacaatgc tgtgagtttc caacctcagc ccatctgcgg gcagagaagg 4020 
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tctagtttgt 
ggagatctgt 
caagagtata 
tcctccctgc 
atttttactg 
ctgcctgagt 
cctatcactc 
tgattggttt 
ttctaatctc 
tcttggttct 



ccatcaccat 
cccttttaga 
aatatcctgt 
ctgtgtctat 
tgcctttgtt 
tttaattttt 
tggacttttg 

tggtgggtac 

ttccacattg 
agtcatttgt 



tatgatatca 
gacaccttac 
attctaatga 
tattatattc 
tttactagtg 
gtccaaagtt 
gattgttttt 
tgatgtgaat 
taggctatgt 
attcttcgtg 



ggactggtta 
ttataatgaa 
tcatcctcta 
atatctctac 
tctgctgttg 
aattttaatc 
tacattcagt 
taataaaaac 
ttaccatacg 
agtgtgtgtg 



cttggttaag 
gtacttggga 
aacattttat 
actgcaaatt 
caaaaagaag 
tatacaatta 
gttataatat 
atttcatttc 
tagcagaatg 
tgtgtgtgtc 



gaggggtcta 
aagcggtttt 
catttattaa 
ttgggtctca 
aaaacattct 
aaaccttttg 
ttgattatgc 
catgtttatt 
tatttacatt 
tgtgtg 



4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4616 



<210> 562 
<211> 3041 
<212> DNA 

<213> Homo sapiens 



<400> 562 

tttttttttt ttaacctgaa agtatcactg tttatttcac atttaaaaaa atcatccggc 60 

agaaactagg tacgctgtga aaatagaata gtccactggt agagtttcaa ttgtgcaaac 120 

agacgtttgg tcccatcatt tttcttctct gaacatttct tcatctgcaa atgggggagt 180 

gccctgtgca ggtgacaaca gggtggtgaa gggccaccct taaacctgct gcagccctta 240 

cctttcacat ctgaacaggc agactcaaac ttcattgggg tggcccacaa agacttggga 300 

agctcaaaat ttggaaacat caaaattaaa cacagaccca atttctttgc atttttagtc 360 

ctgtattcta tgtttgacaa aatcactgta aaataaagca gcagtaagaa aagaagcaga 420 

ttcagaggac taaaagcagg aacagatggg aaaaaaaggc tggaaatcca ttcgtttatt 480 

tactgagcct ggtccaatgt caacagaact aggattaact aggttaagag ttggcaaagg 540 

acaggaaagc aaagtaataa aatttaaaag ctgaattggt acagtgttat gaagaagtgt 600 

ttatttagta tttatagtac cagattacag tcacttgttg atttagatat gaattttcat 660 

atgttagaag actcagggaa atacacagga tcccaaggag tgagactgag attctgggtc 720 

ttattagctg tactttgggt aatttactta accctctctc agcttcagtt tcctcaaatc 780 

taaattaggg cttaactaat cattatgtcc tttgtaagac tggaaatgtg gattagcagt 840 

tagacagtat gtatgtaccc agttttgtag atatgctggg acatagtagg tgttcaataa 900 

attatacata tacctgaata aacaaactat acataaatat tttataaatt atacatataa 960 

tcgaacatca tttaggtaaa ctctttaatg aaagacattt attgtcagat tataaaatca 1020 

gtgttgatga taagccctcc tacccacaaa acaaaaatcg tatgtatgaa attccctttc 1080 

ccgtaagtta tgtgcctgtc agccatccca cttcagtcca tctttggatg ctgaggctct 1140 

ggttgccagt ccttatctct acacctgtcc ctggtctaga ggagaaacga aggtgctctg 1200 

aggcccctgt aacagagacc cttgtcatcc atatttgcaa taaagacatc atggaggctg 1260 

tgcaaaagta tccttctccc caacttctgc aggcaccatt tccatctcac tacccagagg 1320 

tacatcagag agcaggagcc aggcaggtga caaagatgtg gaaggcttct aagtggttgg 1380 

ctttgccgtc tcagaagtgc gaagaaatga aaatccatca aaacagaatg ccattccatg 1440 

tttcaggctt ttacctcacc tcaaatcaaa tgtctgttct ttatttattg gtcccataag 1500 

tagacacgca cttggacttc tggttttaga acattctatt gttatccttt ctccttttaa 1560 

taaacacaca ctagtttcga ggaatctccc taataatcct ggcctgacat gctgcagaac 1620 

ttcaatttca taattttact aacaacagag gaatttcatc ttattattac caactaccac 1680 

attaaaggat ctgaaacagt aattcatgca taattctatt taataatggt tttcaaagta 1740 

ctttgctgtt tgaaaatgct tcccagatga ttctgatcgg agagttggga accactgccc 1800 

tagactgtaa ccactcaatt gaactttact cagtgctgct tccctgccca cttcaagtaa 1860 

acaatgctta actttttcgt ttctaaaaca actgagatta ctttctcccc cttagtttct 1920 

acaatgattg ttgaaaattt gtgggaaaag tttatcctta caaatgaaaa catgaaatct 1980 

gaagtggata aactaacttt taagaaatac atatccttac tcagtaagct gaggcaggag 2040 

gaccacttga gcccaggagt gcgaggcttc aatgagctat gattgcacca ctgcactcca 2100 

gcctgggcaa cagagcaaaa ctcctgtctc tagaaaaaat aaatacctat ctttcaaaac 2160 

ttgcataaaa agcccttgtc ttcacttgta cagcctcttc tgtttcatga atgagcatgc 222 0 

tgaagggcta tttactctcc tatgaaaaaa tgttgttaca gtaaatgaca agtgttatga 228 0 

acacaatgaa cctggtgtgt tagatgttaa gtgtgctgcc accccatgtg aacctcaaag 2340 
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tgaaactgct cacataactg tttttttgct gcatgcaaac ctgctaatac aaagcgggct 2400 

cctgacttaa ggacagccaa tccctactct agacaatgac ccaaccagac ctagtataaa 2460 

aaggtagtct ggcccagtta aattcccttg gcaattggag actagcagca ggagctgaag 2520 

gtcatcatgt agaaaagaac ctcaaaggtg caagttaaag ttattacaaa ggaacagaaa 2580 

ctgtaagtat gcaaaagctg tgtagagaag ttggtgaata gagagaatgg agttaacaat 2640 

gcaaaaagaa gcaagtcaca tgcatgcaga gcccaagcct aaacatccac cttcccctgc 2700 

tgaggagcac cacccaattt ctactcttcc tgaggctggg aggtgatttc tgagtgggag 2760 

atggggttgg tgaggtggtt cctgaattcc ccggcacata tccttgaaat aatgtcacat 2820 

tgcttgagct aacttgtagc ttttgagtct ttttatgttt gtcccacttg agattccttg 2880 

caactaaaag agcataactg aaacaactag ttaagccaat accatttgtt aaaaataatg 2940 

caccattcta aatttctgtt tccctaacca aatctggcaa agtctgatcc attaagtttt 3000 

aaaacttttc taagtttaat gttgtcactg tatgtttacg t 3041 



<210> 563 

<211> 2169 

<212> DNA 

<213> Homo sapiens 



<400> 563 

cggcggggat caactttgca tgaataatgt gagtgcgctt ggaaaagaga cctcctgctc 60 

cgcgggctcg gggcaagagc ccgcaggcta ccttccccgg gcaggggcgc tcaacccaac 120 

cggctccagg gcactggtaa tttggctaga ggaccgcgcg gaggcagcgg gatctgcgat 180 

ttccttctgg ttggctgtcc tgcgtgggtg ccaagttcca cacatgattt aatgaataag 240 

aaggagatgt cagtgaaaaa agggatccag aatgattact aacctatgac tcccaacagt 3 00 

atgacagaaa atggccttac agcctgggac aaaccgaagc actgtccaga ccgagaacac 360 

gactggaagc tagtaggaat gtctgaagcc tgcctacata ggaagagcca ttcagagagg 420 

cgcagcacgt tgaaaaatga acagtcgtcg ccacatctca tccagaccac ttggactagc 480 

tcaatattcc atctggacca tgatgatgtg aacgaccaga gtgtctcaag tgcccagacc 540 

ttccaaacgg aggagaagaa atgtaaaggg tacatcccca gttacttaga caaggacgag 600 

ctctgtgtag tgtgtggtga caaagccacc gggtatcact accgctgtat cacgtgtgaa 660 

ggctgcaagg gtttctttag aagaaccatt cagaaaaatc tccatccatc ctattcctgt 720 

aaatatgaag gaaaatgtgt catagacaaa gtcacgcgaa atcagtgcca ggaatgtcgc 780 

tttaagaaat gcatctatgt tggcatggca acagatttgg tgctggatga cagcaagagg 840 

ctggccaaga ggaagctgat agaggagaac cgggagaaaa gacggcggga agagctgcag 900 

aagtccatcg ggcacaagcc agagcccaca gacgaggaat gggagctcat caaaactgtc 960 

accgaagccc atgtggcgac caacgcccaa ggcagccact ggaagcaaaa accgaaattt 1020 

ctgccagaag acattggaca agcaccaata gtcaatgccc cagaaggtgg aaaggttgac 1080 

ttggaagcct tcagccattt tacaaaaatc atcacaccag caattaccag agtggtggat 1140 

tttgccaaaa agttgcctat gttttgtgag ctgccatgtg aagaccagat catcctcctc 1200 

aaaggctgct gcatggagat catgtccctt cgcgctgctg tggcgctatg acccagaaag 1260 

tgagacttta accttgaatg gggaaatggc agtgacacgg ggccagctga aaaatggggg 1320 

tcttggggtg gtgtcagacg ccatctttga cctaggcatg tgctctgtct tctttcaacc 1380 

tggatgacac tgaagtagcc ctccttcagg ccgtcctgct gatgtcttca gatcgcccgg 1440 

ggcttgcctg tgttgagaga atagaaaagt accaagatag tttcctgctg gcctttgaac 1500 

actatatcaa ttaccgaaaa caccacgtga cacacttttg gccaaaactc ctgatgaagg 1560 

tgacagatct gcggatgata ggagcctgcc atgccagccg cttcctgcac atgaaggtgg 1620 

aatgccccac agaactcctc ccccctttgt tcctggaagt gttcgaggat tagactgact 1680 

ggattcattc tcataattcc tacagcacta ctgggtgtca tttcattcca ttgcctagct 1740 

cttttttgtt tgtttctttg tgttgggagg gattatttgg gagggaaaag ggaagtagtc 1800 

cttggcatag acatggatga aattgcccct tgaatgcggg tacttgaaac tattgcattt 1860 

cgttctccgg tcctgtgatg tgaatgctct gaaggtttta tggttgtgga ggtggggtgg 1920 

gggacaatca ttaactcacc agcaccaagc atcaccagct cccacccgtc cctggtccaa 1980 

gacttgagtc agcaaaatgg cgccacagga cactaaagaa gccttaaaac caagataata 2 040 

cgaccacctc cacccaatcc tgatgttcgc agggctgaag ttaacagagc acagaccacc 2100 

tttagttaga tgtgggcttt cagcctttta agggaaagac tcgaacaaat tttcatctat 2160 

tcaagagca 2169 
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<210> 564 
<211> 379 
<212> DNA 
<213> Homo sapiens 

<400> 564 

ggcacgaggt gtgtgatcct gtttctcagc gtggggagtg tgtgaccctg tttctcagcg 60 

tggggagtgt gtgaccctgt ttctcagcgt ggggagtgtg tgatcctgtt tcttgtctgg 120 

ttttcagatg ttattctggc aactattttg gctaccaagt ctgaaatgtg tggccaataa 180 

tttgaactga tgattgatat tgtgcgattt gctgggctcc cttctctgct tcttcatgct 240 

ttgtgtctga tttccctaac atatccttcc tcctttagac attcatctta cttgatttct 300 

ccttgtgcgt cgttctggat cctttatctt tttcgtcctg tgtgatctct ttcattttca 360 

tgctgcactc tctcctacc 379 



<210> 565 
<211> 886 
<212> DNA 
<213> Homo sapiens 

<400> 565 

tttttttttc acaagggaca tcagcagaaa caccaatgtc tgcactccca gccccacaag 60 

caccttttgc agagaaaaga agtgaggtca ctgggtttta tttgagt'cca' gaggggaagg 120 

cgttgactcc cacccaggcc cgagtgccct gaggctggag gagggaggca ggatggcagc 180 

acagagcaag ggcttcctgc cctcctggct gcctgcagac gggagtggag accgtcagag 240 

caagccccag cttctttcag aggagggtag agtccaggac tagagctctt ctcttgtggc 300 

tgacaccttc tctgagcagg ccccctgggg gtcccccaca tagcaatgcc tccagagccc 360 

ctcggccttg ttggtgggct tcatagatct ggtcttctcc aaactccccc aagtagtgca 420 

aacatgtcct ggagagcctg gtatgccagg ggccccctgt gaccatcacg ctgatgcttg 480 

gctctggccc ctcgctaagt cctgggcctg tgagacgttt cacttggtcc acttctcgaa 540 

ctccgtagtc ctgccagttc cgggagcagc tccggtccag gacatccgtg tagaccaact 6 00 

cgctcacgtc ccgccgcccc ccagagtttg aggtatgaag tttggtctct gcctttgcca 660 

aggtttttgg cccacattct tggtaagcca cagctctgca ggcatcacag cgcaggtgag 720 

cgggcatgtg ggctgagtac atctcctcat catccacctc cggggctgtg gctgtgagtg 780 

gcgccataac cccgaggccc cctgggatgg cccaggctcc cagcagcagc agcagcagtg 840 

gcagtgacag cctcatggcc ccaggagcca gttcagcaag tggtcg 886 



<210> 566 
<211> 424 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (424) 
<223> n = a,t,c or g 



<400> 566 

agaggaacca ctacatgctc ctgggatttg ggaatgtgtt tatcttgctc atcttggnca 60 
ctgccatcct ctggttgaag gggtctcaga gggtccctga ggagccaggg gaacagccta 120 
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tctacatgaa cttctccgaa cctctgacta aagacatggc cacttagaga gatggatctg 180 

cagagccttc ctgccctggc cacgtttcca gaagagactc gggctgtgga aggaacatct 24 0 

acgagtcctc gggatgcagt gactgagata ggggccctgg gcctccgccc tggccttgga 300 

gctggagggc accttcctgt tctgcacagc tcagggactt agccaggtcc tttcctgagc 360 

caccatcacc tcctggggag ccagcacctg ttcttttggt caggagcttt agagatggag 420 

cttt 424 



<210> 567 

<211> 407 

<212> DNA 

<213> Homo sapiens 



<400> 567 

tttcgtagac ctctctgtct tgtagcatct gccatgagaa tcaggctcct gtgctgtgtg 60 

gccttttctc tcctgtgggc aggtccagtg attgctggga tcacccaggc accaacatct 120 

cagatcctgg cagcaggacg gcgcatgaca ctgagatgta cccaggatat gagacataat 180 

gccatgtact ggtatagaca agatctagga ctggggctaa ggctcatcca ttattcaaat 240 

actgcaggta ccactggcaa aggagaagtc cctgatggtt atagtgtctc cagagcaaac 3 00 

acagatgatt tccccctcac gttggcgtct gctgtaccct ctcagacatc tgtgtacttc 360 

tgtgccagca gtgacggggc tagcgggagt ccccacaccg gggagct 407 



<210> 568 

<211> 3032 

<212> DNA 

<213> Homo sapiens 



<400> 568 

tttcgtgcgg cggcggcggc ggcgtcggcg tcggcgtcgt ctacctccag cttctcctcc 60 

ctcctcctcc gtctcctcct ctctctctcc atctgctgtg gttatggcct gtcgctggag 120 

cacaaaagag tctccgcggt ggaggtctgc gttgctcttg cttttcctcg ctggggtgta 180 

cggaaatggt gctcttgcag aacattctga aaatgtgcat atttcaggag tgtcaactgc 240 

ttgtggagag actccagagc aaatacgagc accaagtggc ataatcacaa gcccaggctg 3 00 

gccttctgaa tatcctgcaa aaatcaactg tagctggttc ataagggcaa acccaggcga 360 

aatcattact ataagttttc aggattttga tattcaagga tccagaaggt gcaatttgga 42 0 

ctggttgaca atagaaacat acaagaatat tgaaagttac agagcttgtg gttccacaat 480 

tccacctccg tatatctctt cacaagacca catctggatt aggtttcatt cggatgacaa 540 

catctctaga aagggtttca gactggcata tttttcaggg aaatctgagg aaccaaattg 600 

tgcttgtgat cagtttcgtt gtggtaatgg aaagtgtata. ccagaagcct ggaaatgcaa 660 

taacatggat gaatgtggag ataggtccga tgaagagatc tgtgccaaag aagcaaatcc 720 

tccaactgct gctgcttttc aaccctgtgc ttacaaccag ttccagtgtt tatcccgttt 78 0 

taccaaagtt tacacttgcc tccccgaatc tttaaaatgt gatgggaaca ttgactgcct 84 0 

tgacctagga gatgagatag actgtgatgt gccaacatgt gggcaatggc taaaatattt 900 

ttatggtact tttaattctc ccaattatcc agacttttat cctcctggaa gcaattgcac 960 

ctggttaata gacactggtg atcaccgtaa agtcatttta cgcttcactg actttaaact " 1020 

tgatggtact ggttatggtg attatgtcaa aatatatgat ggattagagg agaatccaca 1080 

caagcttttg cgtgtgttga cagcttttga ttctcatgca cctcttacag ttgtttcttc 114 0 

ttctggacag ataagggtac atttttgtgc tgataaagtg aatgctgcaa ggggatttaa 1200 

tgctacttac caagtagatg ggttctgttt gccatgggaa ataccctgtg gaggtaactg 1260 

ggggtgttat actgagcagc agcgttgtga tgggtattgg cattgcccaa atggaaggga 1320 

tgaaaccaat tgtaccatgt gccagaagga agaatttcca tgttcccgaa atggtgtctg 1380 

ttatcctcgt tctgatcgct gcaactacca gaatcattgc ccaaatggct cagatgaaaa 1440 

aaactgcttt ttttgccaac caggaaattt ccattgtaaa aacaatcgtt gtgtgtttga 1500 

aagttgggtg tgtgattctc aagatgactg tggtgatggc agcgatgaag aaaattgccc 1560 
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agtaatcgtg cctacaagag tcatcactgc tgccgtcata gggagcctca tctgtggcct 1620 

gttactcgtc atagcattgg gatgtacttg taagctttat tctctgagaa tgtttgaaag 16 8 0 

aagatcattt gaaacacagt tgtcaagagt ggaagcagaa ttgttaagaa gagaagctcc 1740 

tccctcgtat ggacaattga ttgctcaggg tttaattcca ccagttgaag attttcctgt 1800 

ttgttcacct aatcaggctt ctgttttgga aaatctgagg ctagcggtac gatctcagct 1860 

tggatttact tcagtcaggc ttcctatggc aggcagatca agcaacattt ggaaccgtat 1920 

ttttaatttt gcaagatcac gtcattctgg gtcattggct ttggtctcag cagatggaga 1980 

tgaggttgtc cctagtcaga gtaccagtag agaacctgag agaaatcata ctcacagaag 2040 

tttgttttcc gtggagtctg atgatacaga cacagaaaat gagagaagag atatggcagg 2100 

agcatctggt ggggttgcag ctcctttgcc tcaaaaagtc cctcccacaa cggcagtgga 2160 

agcgacagta ggagcatgtg caagttcctc aactcagagt acccgaggtg gtcatgcaga 2220 

taatggaagg gatgtgacaa gtgtggaacc cccaagtgtg agtccagcac gtcaccagct 2280 

tacaagtgca ctcagtcgta tgactcaggg gctacgctgg gtacgtttta cattaggacg 2340 

atcaagttcc ctaagtcaga accagagtcc tttgagacaa cttgataatg gggtaagtgg 2400 

aagagaagat gatgatgatg ttgaaatgct aattccaatt tctgatggat cttcagactt 2460 

tgatgtgaat gactgctcca gacctcttct tgatcttgcc tcagatcaag gacaagggct 2520 

tagacaacca tataatgcaa caaatcctgg agtaaggcca agtaatcgag atggcccctg 2580 

tgagcgctgt ggtattgtcc acactgccca gataccagac acttgcttag aagtaacact 2640 

gaaaaacgaa acgagtgatg atgaggcttt gttactttgt taggtacgaa tcacataagg 2700 

gagattgtat acaagttgga gcaatatcca tttattattt tgtaacttta cagttaaact 2760 

agttttagtt taaaaagaaa aaatgcaggg tgatttctta ttattatatg ttagcctgca 2820 

tggttaaatt cgacaacttg taactctatg aacttagagt ttactatttt agcagctaaa 2880 

aatgcatcac atattcatat tgttcaataa tgtcctttca tttgtttctg attgttttca 2 94 0 

tcctgatact gtagttcact gtagaaatgt ggctgctgaa actcatttga ttgtcatttt 3 000 

tatctatcct atgttaaatg gtttgttttt ac 3032 



<210> 569 
<211> 442 
<212> DNA 
<213> Homo sapiens 



<400> 569 

agtggggccg cctctgaaaa aaaatgtgag agcagtcact catgaaatgt tgtttaaggg 60 

gaaccttctg gatccttttc atggcaccat ggcaagaaga agctgtatct tatctatgga 120 

agataaagca tggagttggc taatggatgc tgaactaaat ctccataccc acttcatccg 180 

tgtttttggc ttatgtatgg gatgctagaa tggcctatct ccatgtattt tgttgcattt 240 

ctccattgct tcttgtgttc tggcgggaat cttggtgatt cttttcaagc actacctgag 300 

ctctgtgcca attgttcctc ttctcccagg gtgttgtgct gcgtggtcat gtctccactt 36 0 

ccttagccct gtccattgac agaaccttgg gttctgtgat ggctgcctct aaacccttgt 420 

gaaagcgggg aatattcctc cc 442 



<210> 570 

<211> 2433 

<212> DNA 

<213> Homo sapiens 



<400> 570 

gtaaccaact caattgtttt ctggtttacc actattgtgt atgcagcact cgcgagcagc 60 

ggcggccccg ccggcggccg agttgggaga atgcggcggc gctcgcggat gctgctctgc 120 

ttcgccttcc tgtgggtgct gggcatcgcc tactacatgt actcgggggg cggctctgcg 180 

ctggccgggg gcgcgggcgg cggcgccggc aggaaggagg actggaatga aattgacccc 24 0 

attaaaaaga aagaccttca tcacagcaat ggagaagaga aagcacaaag catggagacc 300 

ctccctccag ggaaagtacg gtggccagac tttaaccagg aagcttatgt tggagggacg 36 0 
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atggtccgct ccgggcagga cccttacgcc cgcaacaagt tcaaccaggt ggagagtgat 420 

aagcttcgaa tggacagagc catccctgac acccggcatg accagtgtca gcggaagcag 480 

tggcgggtgg atctgccggc caccagcgtg gtgatcacgt ttcacaatga agccaggtcg 540 

gccctactca ggaccgtggt cagcgtgctt aagaaaagcc cgccccatct cataaaagaa 600 

atcatcttgg tggatgacta cagcaatgat cctgaggacg gggctctctt ggggaaaatt 660 

gagaaagtgc gagttcttag aaatgatcga cgagaaggcc tcatgcgctc acgggttcgg 720 

ggggccgatg ctgcccaagc caaggtcctg accttcctgg acagtcactg cgagtgtaat 780 

gagcactggc tggagcccct cctggaaagg gtggcggagg acaggactcg ggttgtgtca 840 

cccatcatcg atgtcattaa tatggacaac tttcagtatg tgggggcatc tgctgacttg 900 

aagggcggtt ttgattggaa cttggtattc aagtgggatt acatgacgcc tgagcagaga 960 

aggtcccggc aggggaaccc agtcgcccct ataaaaaccc ccatgattgc tggtgggctg 1020 

tttgtgatgg ataagttcta ttttgaagaa ctggggaagt acgacatgat gatggatgtg 1080 

tggggaggag agaacctaga gatctcgttc cgcgtgtggc agtgtggtgg cagcctggag 1140 

atcatcccgt gcagccgtgt gggacacgtg ttccggaagc agcaccccta cacgttcccg 1200 

ggtggcagtg gcactgtctt tgcccgaaac acccgccggg cagcagaggt ctggatggat 1260 

gaatacaaaa atttctatta tgcagcagtg ccttctgcta gaaacgttcc ttatggaaat 1320 

attcagagca gattggagct taggaagaaa ctcagctgca agcctttcaa atggtacctt 13 80 

gaaaatgtct atccagagtt aagggttcca gaccatcagg atatagcttt tggggccttg 1440 

cagcagggaa ctaactgcct cgacactttg ggacactttg ctgatggtgt ggttggagtt .1500 

tatgaatgtc acaatgctgg gggaaaccag gaatgggcct tgacgaagga gaagtcggtg 1560 

aagcacatgg atttgtgcct tactgtggtg gaccgggcac cgggctctct tataaagctg 1620 

cagggctgcc gagaaaatga cagcagacag aaatgggaac agatcgaggg caactccaag 1680 

ctgaggcacg tgggcagcaa cctgtgcctg gacagtcgca cggccaagag cgggggccta 1740 

agcgtggagg tgtgtggccc ggccctttcg cagcagtgga agttcacgct caacctgcag 1800 

cagtaggagg gtccgggagg ccctgccgtc ctgtctcctg caccattggg tggagtctgg 1860 

tgatcacatt attgattatg tttcttaaac tttccgcgaa actaatatac ctcagtattc 192 0 

catcatggtc tgaaagtcaa acttcggcaa ggcacggacg actgtgcaga cacagcagcg 1980 

gcaagaagcg agaactgccc tccccctcct ctcggtgcag cccagccggg cccccttccc 2040 

caggccggag cgcccctctt ccttccagct ttcacttctg ccggctccgc aactgagtga 2100 

cacccagcga caaccgactg gggagtggta gaagcaactg aacggatgcg tgcgagctga 2160 

ggacagggcg ggaggagggg gcacacatgc cccaggggag cgaggagaac tcttgaaatc 2220 

tccattttca atcccttcga aatcacgtat ggtttccaca aagccgagtc gtgtcacgtg 2280 

gcaggtttac gtcaatagtc cctctctctg ctcctccatt cgcaagtgtc ttcctgggcc 2340 

agactcccct ccacctcatg tacttgctat attgaggatg aagttttcta tggtgggaca 2400 

ctaaatataa agctatatag agaaagaaaa aaa 2433 



<210> 571 

<211> 3467 

<212> DNA 

<213> Homo sapiens 



<400> 571 

gggaaaagag taaacgcgcg actccagcgc gcggctacct acgcttggtg cttgctttct 60 

ccagccatcg gagaccagag ccgccccctc tgctcgagaa aggggctcag cggcggcgga 120 

agcggagggg gaccaccgtg gagagcgcgg tcccagcccg gccactgcgg atccctgaaa 180 

ccaaaaagct cctgctgctt ctgtaccccg cctgtccctc ccagctgcgc agggcccctt 240 

cgtgggatca tcagcccgaa gacagggatg gagaggcctc tgtgctccca cctctgcagc 300 

tgcctggcta tgctggccct cctgtccccc ctgagcctgg cacagtatga cagctggccc 360 

cattaccccg agtacttcca, gcaaccggct cctgagtatc accagcccca ggcccccgcc 420 

aacgtggcca agattcagct gcgcctggct gggcagaaga ggaagcacag cgagggcccg 480 

ggtggaggtg tactatgatg gccagtgggg caccgtgtgc gatgacgact tctccatcca 540 

cgctgcccac gtcgtctgcc gggagctggg ctacgtggag gccaagtcct ggactgccag 600 

ctcctcctac ggcaagggag aagggcccat ctggttagac aatctccact gtactggcaa 660 

cgaggcgacc cttgcagcat gcacctccaa tggctggggc gtcactgact gcaagcacac 720 

ggaggatgtc ggtgtggtgt gcagcgacaa aaggattcct gggttcaaat ttgacaattc 780 

gttgatcaac cagatagaga acctgaatat ccaggtggag gacattcgga ttcgagccat 840 



381 



WO 01/54477 



PCT/US01/02687 



cctctcaacc taccgcaagc gcaccccagt gatggagggc tacgtggagg tgaaggaggg 900 

caagacctgg aagcagatct gtgacaagca ctggacggcc aagaattccc gcgtggtctg 960 

cggcatgttt ggcttccctg gggagaggac atacaatacc aaagtgtaca aaatgtttgc 1020 

ctcacggagg aagcagcgct actggccatt ctccatggac tgcaccggca cagaggccca 1080 

catctccagc tgcaagctgg gcccccaggt gtcactggac cccatgaaga atgttcacct 1140 

gcgagaatgg gctaccggcc gtggtgagtt gtgtgcctgg gcaggtcttc agccctgacg 1200 

gaccctcgag attccggaaa gcatacaaag ccaagagcaa cccctggtgc gactgagagg 1260 

cggtgcctac atcggggagg gccgcgtgga ggtgctcaaa aatggagaat gggggaccgt 1320 

ctgcgacgac aagtgggacc tggtgtcggc cagtgtggtc tgcagagagc tgggctttgg 1380 

gagtgccaaa gaggcagtca ctggctcccg actggggcaa gggatcggac ccatccacct 1440 

caacgagatc cagtgcacag gcaatgagaa gtccattata gactgcaagt tcaatgccga 1500 

gtctcagggc tgcaaccacg aggaggatgc tggtgtgaga tgcaacaccc ctgccatggg 1560 

cttgcagaag aagctgcgcc tgaacggcgg ccgcaatccc tacgagggcc gagtggaggt 1620 

gctggtggag agaaacgggt cccttgtgtg ggggatggtg tgtggccaaa actggggcat 1680 

cgtggaggcc atggtggtct gccgccagct gggcctggga ttcgccagca acgccttcca 1740 

ggagacctgg tattggcacg gagatgtcaa cagcaacaaa gtggtcatga gtggagtgaa 1800 

gtgctcggga acggagctgt ccctggcgca ctgccgccac gacggggagg acgtggcctg 1860 

cccccagggc agagtgcagt acggggctgg agttgcctgc tcagaaaccg cccctgacct 1920 

gggtcctcaa tgcggagatg gtgcagcaga ccacctacct ggaggaccgg cccatgttcc 1980 

tgctgcagtg tgccatggag gagaactgcc tctcggcctc agccgcgcag accgacccca 2040 

ccacgggcta ccgccggctc ctgcgcttct cctcccagat ccacaacaat ggccagtccg 2100 

acttccggcc caagaacggc cgccacgcgt ggatctggca cgactgtcac aggcactacc 2160 

acagcatgga ggtgttcacc cactatgacc tgctgaacct caatggcacc aaggtggcag 2220 

agggccacaa ggccagcttc tgcttggagg acacagaatg tgaaggagac atccagaaga 2280 

attacgagtg tgccaacttc ggcgatcagg gcatcaccat gggctgctgg gacatgtacc 2340 

gccatgacat cgactgccag tgggttgaca tcactgacgt gccccctgga gactacctgt 2400 

tccaggttgt tattaacccc aacttcgagg ttgcagaatc cgattactcc aacaacatca 2460 

tgaaatgcag gagccgctat gacggccacc gcatctggat gtacaactgc cacataggtg 2520 

gttccttcag cgaagagacg ggaaaaaaag tttgagcact tcagcgggct cttaaacaac 2 580 

cagctgtccc cgcagtaaag aagcctgcgt ggtcaactcc tgtcttcagg ccacaccaca 2640 

tcttccatgg gacttccccc caacaactga gtctgaacga atgccacgtg ccctcaccca 2 700 

gcccggcccc caccctgtcc agacccctac agctgtgtct aagctcagga ggaaagggac 2760 

cctcccatca ttcatggggg gctgctacct gacccttggg gcctgagaag gccttggggg 2820 

ggtggggttt gtccacagag ctgctggagc agcaccaaga gccagtcttg accgggatga 2880 

ggcccacaga caggttgtca tcagcttgtc ccattcaagc caccgagctc accacagaca 2 940 

cagtggagcc gcgctcttct ccagtgacac gtggacaaat gcgggctcat cagccccccc 3 000 

agagagggtc aggccgaacc ccatttctcc tcctcttagg tcattttcag caaacttgaa 3060 

tatctagacc tctcttccaa tgaaaccctc cagtctatta tagtcacata gataatggtg 3120 

ccacgtgttt tctgatttgg tgagctcaga cttggtgctt ccctctccac aacccccacc 3180 

ccttgttttt caagatacta ttattatatt ttcacagact tttgaagcac aaatttattg 3240 

gcatttaata ttggacatct gggcccttgg aagtacaaat ctaaggaaaa accaacccac 3300 

tgtgtaagtg actcatcttc ctgttgttcc aattctgtgg gtttttgatt caacggtgct 3360 

ataaccaggg tcctgggtga cagggcgctc actgagcacc atgtgtcatc acagacactt 3420 

acacatactt gaaacttgga ataaaagaaa gatttataaa aaaaaaa 3467 



<210> 572 

<211> 2325 

<212> DNA 

<213> Homo sapiens 



<400> 572 
tcccgcgtcg acgatttcgt caccctcacc 
gagaaggcca gaaaccatgc ccatggggtc 
ggggatgctg gtcgcttcct gcctcggacg 
aaggctcacc cgttccaact cgaagtgcca 
atggcacatg gtttgcagcc agagctgggg 



tgcggtgccc agctgcccag gctgaggcaa 60 

tctgcaaccg ctggccacct tgtacctgct 120 

gctcagctgg tatgacccag atttccaggc 180 

gggccagctg gaggtctacc tcaaggacgg 240 

ccggagctcc aagcagtggg aggaccccag 300 
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tcaagcgtca aaagtctgcc agcggctgaa ctgtggggtg cccttaagcc ttggcccctt 360 

ccttgtcacc tacacacctc agagctcaat catctgctac ggacaactgg gctccttctc 420 

caactgcagc cacagcagaa atgacatgtg tcactctctg ggcctgacct gcttagaacc 480 

ccagaagaca acacctccaa cgacaaggcc cccgcccacc acaactccag agcccacagc 540 

tcctcccagg ctgcagctgg tggcacagtc tggcggccag cactgtgccg gcgtggtgga 600 

gttctacagc ggcagcctgg ggggtaccat cagctatgag gcccaggaca agacccagga 660 

cctggagaac ttcctctgca acaacctcca gtgtggctcc ttcttgaagc atctgccaga 720 

gactgaggca ggcagagccc aagacccagg ggagccacgg gaacaccagc ccttgccaat 780 

ccaatggaag atccagaact caagctgtac ctccctggag cattgcttca ggaaaatcaa 840 

gccccagaaa agtggccgag ttcttgccct cctttgctca ggtttccagc ccaaggtgca 900 

gagccgtctg gtggggggca gcagcatctg tgaaggcacc gtggaggtgc gccagggggc 960 

tcagtgggca gccctgtgtg acagctcttc agccaggagc tcgctgcggt gggaggaggt 1020 

gtgccgggag cagcagtgtg gcagcgtcaa ctcctatcga gtgctggacg ctggtgaccc 1080 

aacatcccgg gggctcttct gtccccatca gaagctgtcc cagtgccacg aactttggga 1140 

gagaaattcc tactgcaaga aggtgtttgt cacatgccag gatccaaacc ccgcaggcct 1200 

ggccgcaggc acggtggcaa gcatcatcct ggccctggtg ctcctggtgg tgctgctggt 1260 

cgtgtgcggc ccccttgcct acaagaagct agtgaagaaa ttccgccaga agaagcagcg 1320 

ccagtggatt ggcccaacgg gaatgaacca aaacatgtct ttccatcgca accacacggc 1380 

aaccgtccga tcccatgctg agaaccccac agcctcccac gtggataacg aatacagcca 1440 

acctcccagg aactcccgcc tgtcagctta tccagctctg gaaggggctc tgcatcgctc 1500 

ctccatgcag cctgacaact cctccgacag tgactatgat ctgcatgggg ctcagaggct 1560 

gtaaagaact gggatccatg agcaaaaagc cgagagccag acctgtttgt cctgagaaaa 1620 

ctgtccgctc ttcacttgaa atcatgtccc tatttctacc ccggccagaa catggacaga 1680 

ggccagaagc cttccggaca ggcgctgctg ccccgagtgg caggccagct cacactctgc 1740 

tgcacaacag ctcggccgcc cctccacttg tggaagctgt ggtgggcaga gccccaaaac 1800 

aagcagcctt ccaactagag actcgggggt gtctgaaggg ggcccccttt ccctgcccgc 1860 

tggggagcgg cgtctcagtg aaatcggctt tctcctcaga ctctgtccct ggtaaggagt 1920 

gacaaggaag ctcacagctg ggcgagtgca ttttgaatag ttttttgtaa gtagtgcttt 1980 

tcctccttcc tgacaaatcg agcgctttgg cctcttctgt gcagcatcca cccctgcgga 2040 

tccctctggg gaggacagga aggggactcc cggagacctc tgcagccgtg gtggtcagag 2100 

gctgctcacc tgagcacaaa gacagctctg cacattcacc gcagctgcca gccaggggtc 216 0 

tgggtgggca ccaccctgac ccacagcgtc accccactcc ctctgtctta tgactcccct 222 0 

ccccaacccc ctcatctaaa gacaccttcc tttccactgg ctgtcaagcc cacagggcac 2280 

cagtgccacc cagggccctg cacaaagggg cgcctagtaa acctt 2325 



<210> 573 

<211> 4692 

<212> DNA 

<213> Homo sapiens 



<400> 573 
agccagcccg aggacgcgag 
ctcgcggtca ggatggtttt 
gttttactga cgttcaagat 
tccctggaag aagatactga 
gtcagttttg ccccctcctc 
agcttactcc cttcaaacga 
gcttcaggcg tcaaacccca 
gcatttttta gaggtgagat 
caacatataa cgaatggcac 
gagctcaaca aaaccctgca 
gaggcccaaa gcacattaaa 
tgtgctgcaa tagccgcttt 
tctgtcagga taccctgccc 
caggatccca ttgtctgtct 
tccatcccag tggtgcctcg 



cggcaggtgt gcacagaggt tctccacttt gttttctgaa 60 

ctctgtcagg cagtgtggcc atgttggcag aactgaagaa 120 

attccttgtc atcatttgtc ttcatgtcgt tctggtaaca 180 

taattccagt ttgtcaccac cacctgctaa attatctgtt 240 

caatgaggtt gaaacaacaa gcctcaatga tgttacttta 300 

aacagaaaaa actaaaatca ctatagtaaa aaccttcaat 360 

gagaaatatc tgcaatttgt catctatttg caatgactca 420 

catgtttcaa tatgataaag aaagcactgt tccccagaat 480 

cttaactgga gtcctgtctc taagtgaatt aaaacgctca 540 

aaccctaagt gagacttact ttataatgtg tgctacagca 600 

ttgtacattc acaataaaac tgaataatac aatgaatgca 660 

ggaaagagta aagattcgac caatggaaca ctgctgctgt 720 

ttcctcccca gaagagttgg gaaagcttca gtgtgacctg 780 

tgctgaccat ccacgtggcc caccattttc ttccagccaa 840 

ggccactgtg ctttcccagg tccccaaagc tacctctttt 900 
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gctgagcctc cagattattc acctgtgacc cacaatgttc cctctccaat aggggagatt 960 

caaccccttt caccccagcc ttcagctccc atagcttcca gccctgccat tgacatgccc 1020 

ccacagtctg aaacgatctc ttcccctatg ccccaaaccc atgtctccgg caccccacct 1080 

cctgtgaaag cctcattttc ctctcccacc gtgtctgccc ctgcgaatgt caacactacc 1140 

agcgcacctc ctgtccagac agacatcgtc aacaccagca gtatttctga tcttgagaac 1200 

caagtgttgc agatggagaa ggctctgtcc ttgggcagcc tggagcctaa cctcgcagga 1260 

gaaatgatca accaagtcag cagactcctt cattccccgc ctgacatgct ggcccctctg 1320 

gctcaaagat tgctgaaagt agtggatgac attggcctac agctgaactt ttcaaacacg 1380 

actataagtc taacctcccc ttctttggct ctggctgtga tcagagtgaa tgccagtagt 1440 

ttcaacacaa ctacctttgt ggcccaagac cctgcaaatc ttcaggtttc tctggaaacc 1500 

caagctcctg agaacagtat tggcacaatt actcttcctt catcgctgat gaataattta 1560 

ccagctcatg acatggagct agcttccagg gttcagttca atttttttga aacacctgct 1620 

ttgtttcagg atccttccct ggagaacctc tctctgatca gctacgtcat atcatcgagt 1680 

gttgcaaacc tgaccgtcag gaacttgaca agaaacgtga cagtcacatt aaagcacatc 1740 

aacccgagcc aggatgagtt aacagtgaga tgtgtatttt gggacttggg cagaaatggt 1800 

ggcagaggag gctggtcaga caatggctgc tctgtcaaag acaggagatt gaatgaaacc 1860 

atctgtacct gtagccatct aacaagcttc ggcgttctgc tggacctatc taggacatct 1920 

gtgctgcctg ctcaaatgat ggctctgacg ttcattacat atattggttg tgggctttca 1980 

tcaatttttc tgtcagtgac tcttgtaacc tacatagctt ttgaaaagat ccggagggat 2 040 

tacccttcca aaatcctcat ccagctgtgt gctgctctgc ttctgctgaa cctggtcttc 2100 

ctcctggact cgtggattgc tctgtataag atgcaaggcc tctgcatctc agtggctgta 2160 

tttcttcatt attttctctt ggtctcattc acatggatgg gcctagaagc attccatatg 2220 

tacctggccc ttgtcaaagt atttaatact tacatccgaa aatacatcct taaattctgc 2280 

attgtcggtt ggggggtacc agctgtggtt gtgaccatca tcctgactat atccccagat 2340 

aactatgggc ttggatccta tgggaaattc cccaatggtt caccggatga cttctgctgg 2400 

atcaacaaca atgcagtatt ctacattacg gtggtgggat atttctgtgt gatatttttg 2460 

ctgaacgtca gcatgttcat tgtggtcctg gttcagctct gtcgaattaa aaagaagaag 2520 

caactgggag cccagcgaaa aaccagtatt caagacctca ggagtatcgc tggccttaca 2580 

tttttactgg gaataacttg gggctttgcc ttctttgcct ggggaccagt taacgtgacc 2640 

ttcatgtatc tgtttgccat ctttaatacc ttacaaggat ttttcatatt catcttttac 2700 

tgtgtggcca aagaaaatgt caggaagcaa tggaggcggt atctttgttg tggaaagtta 2760 

cggctggctg aaaattctga ctggagtaaa actgctacta atggtttaaa gaagcagact 2820 

gtaaaccaag gagtgtccag ctcttcaaat tccttacagt caagcagtaa ctccactaac 2880 

tccaccacac tgctagtgaa taatgattgc tcagtacacg caagcgggaa tggaaatgct 2940 

tctacagaga ggaatggggt ctcttttagt gttcagaatg gagatgtgtg ccttcacgat 3000 

ttcactggaa aacagcacat gtttaacgag aaggaagatt cctgcaatgg gaaaggccgt 3060 

atggctctca gaaggacttc aaagcgggga agcttacact ttattgagca aatgtgattc 3120 

ctttcttcta aaatcaaagc atgatgcttg acagtgtgaa atgtccaatt ttacctttta 3180 

cacaatgtga gatgtatgaa aatcaactca ttttattctc ggcaacatct ggagaagcat 3240 

aagctaatta agggcgatga ttattattac aagaagaaac caagacatta caccatggtt 3300 

tttagacatt tctgatttgg tttcttatct ttcattttat aagaaggttg gttttaaaca 3360 

atacactaag aatgactcct ataaagaaaa caaaaaaagg tagtgaactt tcagctacct 3420 

tttaaagagg ctaagttatc tttgataaca tcatataaag caactgttga cttcagcctg 3480 

ttggtgagtt tagttgtgca tgcctttgtt gtatataagc taaattctag tgacccatgt 3 540 

gtcaaaaatc ttacttctac atttttttgt atttattttc tactgtgtaa atgtattcct 3600 

ttgtagaatc atggttgttt tgtctcacgt gataattcag aaaatccttg ctcgttccgc 3660 

aaatcctaaa gctccttttg gagatgatat aggatgtgaa atacagaaac ctcagtgaaa 3720 

tcaagaaata atgatcccag ccagactgag aaaatgtaag cagacagtgc cacagttagc 3780 

tcatacagtg cctttgagca agttaggaaa agatgccccc actgggcaga cacagcccta 3840 

tgggctcatg gtttgacaaa cagagtggag agaccatatt ttagccccac tcaccctctt 3900 

gggtgcacga cctgtacagc caaacacagc atccaatatg aatacccatc ccctgaccgc 3960 

atccccagta gtcagattat agaatctgca ccaagatgtt tagctttata ccttggccac 4 020 

agagagggat gaactgtcat ccagaccatg tgtcaggaaa attgtgaacg tagatgaggt 4080 

acatacactg ccgcttctca aatccccaga gcctttagga acaggagagt agactaggat 4140 

tccttctctt aaaaaggtac atatatatgg aaaaaaatca tattgccgtt ctttaaaagg 4200 

caactgcatg ggtacattgt tgattgttat gactggtaca ctctggccca gccagagcta 4260 

taattgtttt ttaaatgtgt cttgaagaat gcacagtgac aaggggagta gctattggga 4320 

acagggaact gtcctacact gctatttgtt gctacatgta tcgagccttg attgctccta 4380 

gttatataca gggtctatct tgcttcctac ctacaatctg cttgagcagt gcctcaagta 4440 
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catccttatt aggaacattt caaacccctt ttagttaagt ctttcactaa ggttctcttg 4500 

catatatttc aagtgaatgt tggatctcga gactaaccat agtaataata cacatttctg 4560 

tgagtgctga cttgtctttg caatatttct tttctgattt atttaatttt cttgtattta 4620 

tatgttaaaa tcaaaaatgt taaaatcaat gaaataaatt tgcagttaag atctttaaaa 4680 

aaaaagtcga eg 4692 



<210> 574 

<211> 4486 

<212> DNA 

<213> Homo sapiens 



<400> 574 

gtgcccactc ccacatccgg ggactggggc tggacgatgc ettggagect cggcaggccc 60 

gcaccgccgc catgatgtgc gaggtgatgc ccaccatcag cgaggatggc eggegggget 120 

cggcgctggg cccggacgag gcgggcgggg agctggagcg cctcatggtc aegatgetea 180 

eggagegega gcgcctgctg gagaegctge gcgaggcaca ggacgggttg gctacagcgc 240 

agetgegget gcgcgagctc ggecacgaga aggactcget gcagcgccag ctcagcatcg 3 00 

cgctgcccca ggagtttgca gctctgacga aggagctgaa ettatgtegg gagcagctgc 360 

tggagaggga ggaagagatt gcagagctga aggeggaacg gaacaacacg cggctgctcc 420 

tggaacacct ggagtgcctg gtgtccaggc acgagaggtc actgegcatg accgtggtga 480 

agcgccaggc ccagtccccg ggtggggtct ecteggaggt agaagtgetc aaagctctaa 540 

agtctctctt cgagcaccac aaggccctgg atgagaaggt cegggagegg ctgcggatgg 6 00 

cgctggagcg cgtggcagtg ctcgaggagg agctggaact gagcaatcag gagactctga 660 

accttcgaga acagctgtct aggeggeggt cagggctgga agagceggge aaggatgggg 720 

atgggcagac tettgecaat ggcctgggtc ctggcgggga ttccaaccgg cgcacagcag 780 

agctggagga ggccctggag cggcagcgcg ccgaggtgtg ccagctgcgg gagegectgg 840 

cggtgctgtg ccgtcagatg agecagctgg aggaggagtt gggcaccgcg caccgtgagc 900 

tgggcaaggc agaggaagee aactccaagc tgeagegega cctcaaggag gcgctggcgc 960 

agegggaaga tatggaggag eggattacaa cactggagaa gcgctacctg agcgcccagc 1020 

gggaggecac gtctctgcac gacgccaacg acaaactgga gaacgagtta gctagcaagg 1080 

agtcgttgta teggcagagt gaagagaaga gccgtcagct ggccgagtgg ttggacgacg 1140 

ccaagcagaa getgeagcag aegctgeaga aageggagae cttgcccgag atagaggege 12 00 

agetggegea gcgcgtggcg gcgctcaaca aggecgagga acgtcatggg aattttgagg 1260 

ageggctteg gcagctggag gcccagctgg aagagaagaa tcaagagctg cagcgggccc 1320 

ggcagcggga gaagatgaac gatgaccaca ataagegget gtccgagacg gtggacaagc 1380 

tgetgagega gtccaacgag cgcttacagc ttcacctcaa ggagcgcatg ggggcgctgg 144 0 

aggagaagaa ctccctgagc gaggagatag ccaacatgaa gaagcttcag gatgagttgc 1500 

tgctaaacaa ggagcagctc ttggccgaaa tggageggat gcagatggag atcgaccagc 1560 

tgegggggag gccaccatcc tcctactcca ggtctctccc tggcagtgcc ctggagctcc 1620 

gttactctca ggcacccact ttaccttctg gtgcccacct ggatccctat gtggctggca 1680 

gtggtcgggc aggcaagagg ggccgctggt caggggtcaa ggaggagece tccaaggatt 1740 

gggagcggtc tgccccttcg ggctccatac cacccccatt ccctggggaa ctggacggct 1800 

ccgatgagga ggaggcagag gggatgtttg gggecgaget gctgtccccc agtgggcagg 1860 

ctgacgtgca gacgctggcc ateatgette aggagcagct ggaggecate aacaaggaga 1920 

tcaagctgat ccaagaggag aaggagacaa cagaacagag ggcagaggag ctggagagtc 1980 

gggtgtccag ctctggcttg gactcgttgg gccgctaccg cagcagctgc tccctgcccc 2 040 

cctccctcac cacctctacc cttgccagcc cctcccctcc cagctctggc cactcaacac 2100 

cccgcctggc accccctagc cctgcccgtg agggcaccga caaggctaat catgtcccta 2160 

aggaggaagc tggagctcca cgaggggagg ggccggccat cccaggagac accccaccac 2220 

ccactccccg ctctgcccgt cttgagagaa tgacccaggc cttggcactg caggeggggt 2280 

ccctggaaga tgggggaccc ecaeggggaa gtgagggcac cccagattct ctgcacaaag 2340 

cccccaagaa gaagagcatc aagtcatcca taggcegtet ctttggcaag aaagagaagg 2400 

gacgaatggg acccccaggc eggtacaget cttctctggc tggaacaccc tcagatgaga 2460 

cactggccac tgaccctctg gggctageca agctgacagg cccaggagac aaggaccgaa 2520 

ggaacaagag gaagcatgaa ctcctggagg aggcctgccg ccagggccta ecttttgetg 2580 

ectgggaegg gcccaccgtg gtgtcctggc tggagctgtg ggtgggcatg cctgcctggt 2640 
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atgtggccgc ctgccgggcc aatgtcaaga gcggtgccat catggccaac ctgtcagaca 2700 

cggagatcca gcgcgagatc ggcatcagca acccgctgca ccgactcaag ctacgcctcg 2760 

ccatccagga gatggtctcg ctcacctcgc cctcagcccc cgcctcctcc cgcacttcca 2820 

caggaaacgt gtggatgaca cacgaggaga tggagtccct tacggccacg accaagcccg 2 880 

agaccaagga gat cage tgg gagcagatcc tggcatatgg cgacatgaac cacgagtggg 2940 

tggggaacga ctggctgccc agectgggge tgccccaata ccgcagctac ttcatggagt 3000 

cgctggtgga cgctcgaatg ttagatcacc ttaacaagaa ggagctcegg ggccaactca 3 060 

agatggtgga cagctttcac agggtgagtc tacattatgg gattatgtgc ctgaaaegge 3120 

tcaactatga ceggaaggae ctggagcgga ggegggaaga aagtcagacc cagatccgag 3180 

acgtgatggt gtggtccaat gagegggtea tgggttgggt gtccgggctg ggectgaagg 3240 

aatttgecac gaacctcacg gagagegggg tacaegggge actgctcgcc ctggacgaga 3300 

ccttcgacta ctccgacctg gccttgctcc tgcagatccc caegcagaat gcacaggccc 3360 

ggcagcttct ggagaaggaa ttcagcaacc ttatctcctt aggcacagac aggeggctgg 3420 

acgaggacag cgccaagtct ttcagccgct ccccatcctg gcggaagatg ttcegggaga 3480 

aggacctccg aggegtaact cccgactcag ctgagatgtt gccccccaac tttcgttcgg 354 0 

ctgcagcggg agccctgggc tctccggggc tccctctccg caagctgeag ccagaaggcc 3600 

agacttctgg gagttccegg geagaeggeg tttcggtccg gacctattcc tgctagtgca 3660 

ggcctccagg tgacctcact eggaeggaag aatcttcccg aggctgggct gttccctctc 3720 

ctgcccggac tgtggcctcg ceggggagag egggeggggg agctcgcgcc gaggactgga 3780 

ccatctgtac agaccagegg gagtgegege gcccgcctcg cacagggccg gggcctggac 3840 

caaaccacat gaactggact gagaggggga agaagegggg aggaagaaat cccgccccaa 3900 

acgtccgctt tccttttctc tactttgtaa tttattgatc agtttctgtt gggagacggg 3960 

tgtcctttac ccgcgggaag gggggcgggg cttccctccc gggecagcat geggegagag 4020 

gctgctccct cccctttttc ctgcccagtc gcggggccca agtcttcctt cttcgtccga 4080 

aaggagggga ggggggactc getgetacaa gcctcgcccc ctgtgccaac taaagtcege 4140 

cccgccgcgt ccggtccgcc ggtcccccgg gtcatttgcg ggeggggtec ccctttctcc 4200 

ctccccgtgt ctcgtgtccc cccgggcctc aaccgccccc cgtgctgtgg ccgtgtaccg 4260 

tgccccgggg gtagggggcg cagaatggcg cttccccctt ctcctctggc tccggggttt 4320 

gcatgggaga atcctctttc cacgatgccg ctgggcgacg tggcgtgggg gcagggggac 4380 

Sjgtgggggag ccctcgcccc cgactctcga gtcggcctgc gccgccccag gcgtcactca 4440 

gtgatcaegg gtaaagagaa ctgtttcaaa aagcttaaaa aaaaaa 4486 



<210> 575 

<211> 4057 

<212> DNA 

<213> Homo sapiens 



<400> 575 

tttcgtctgc tggctgcagt gaggagegga ggcgggcgcg ggcggccggc catgatcgeg 60 

tcgtgcttgt gttacctget gctgccggcc acgcgcctct tccgcgccct etcagatget 120 

ttcttcacat gtcgaaaaaa tgtccttctg gegaacaget catcccccca ggtagagggc 180 

gaetttgeca tggcccctcg gggecctgag caggaggaat gtgagggect getgeagcag 24 0 

tggcgagaag aagggttgag ccaggtgctc teaactgeaa gtgaggggee ccttatagat 300 

aaaggactag cccagagcag cctggcactt ctgatggata atcctggaga agagaatget 360 

gcttcagagg acaggtggtc cagcaggcag ctgagtgacc ttcgggctgc agagaacctg 420 

gatgagcett tccctgagat gctaggagag gagccactgc tggaggtgga gggggtggag 480 

ggctccatgt gggcagctat ccccatgcag tcggagcccc agtatgeaga ctgtgctgcc 540 

ctcccagtgg gtgccctggc cacagagcag tgggaagagg acccagcggt gttggcctgg 600 

agcatagcac ctgagcctgt gccccaggaa gaggcttcca tctggccctt tgagggcctg 660 

gggcagttgc agcctcccgc agtggaaata ccatatcatg aaattttgtg gcgagaatgg 720 

gaggatttct ccacccagcc agatgetcag ggectgaagg caggagatgg ccctcagttc 780 

cagttcactc tgatgtctta taacatcctg gctcaggacc tgatgeagea gagctcagag 840 

ctctatctac attgccatcc agacatcctc aattggaact ategcttegt gaacctcatg 900 

caggaattcc agcactggga ccctgatatc ctgtgtctcc aggaagtcca ggaagatcat 960 

tactgggagc agctggaacc ctctctgcga atgatgggct ttacctgttt ctacaagagg 1020 

aggactgggt gtaaaaccga tggctgtgct gtctgetaca agcctaccag attccgcctg 1080 
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ctctgtgcta gccctgtgga gtacttccgg cctggcttgg agctacttaa tcgggataat 1140 

gtgggcttag tgttgctact gcaaccactc gtcccagaag gcctgggaca agtctcggtg 1200 

gccccgctgt gtgtggcaaa tacccatatc ctttacaacc cacgccgggg cgatgtcaag 1260 

ctggcccaga tggccattct cctggcggaa gtggacaagg tggccagact gtcagatggc 1320 

agccactgcc ccatcatctt gtgcggggac ctaaattctg tccctgattc acctctctac 1380 

aacttcatca gggatggaga gctccagtac catgggatgc cagcctggaa ggtatctgga 1440 

caggaagact tctcccatca gctttaccag aggaagctgc aggccccact gtggcccagc 1500 

tccctgggca tcactgattg ctgtcagtat gtcacctcct gtcaccccaa gagatcagag 1560 

agacgcaagt atggccgaga cttcctgcta cgtttccgct tctgcagcat cgcttgtcag 1620 

cgaccagtag gactggtcct tatggaagga gtgacagata ctaagccaga gcgacctgcg 1680 

ggttgggctg agtctgtcct tgaggaagat gcatcggagc ttgagcctgc cttctccagg 1740 

actgtaggta ccatccagca ctgcctccac ctgacgtcag tatataccca cttcctgccc 1800 

cagcgtggcc gcccagaggt cactacaatg ccattgggtc ttggaatgac agtagattac 1860 

atcttcttct cagctgagtc ctgtgagaat gggaacagaa ctgatcacag gctgtatcga 1920 

gatggaactc tcaagctcct gggtcgtctc tcccttctct ctgaagagat actctgggct 1980 

gccaatggct tacccaaccc cttctgctct tcagaccacc tctgcctgct agccagcttg 2040 

gggatggaag tcaccgcccc atgacagggc tcccagggga agagagcttc tcttccagaa 2100 

gagctcactg gatcagagac tgtggaaaaa tcccatgcat ctagaaactt agatccaaga 2160 

aacttacatc ccctcccttc cccctcctcg ttcccttttt cccacggtta gactttctcc 2220 

aggcctggct gcgttctctg cctgtggtcc ttgccccacc ccagcctctt cttaatcctg 2280 

tgccacacac tcagtggccc tgggagaggc agaagggggg ctcccccttc cttccatgta 2340 

tccagcgctc ccccttgatt tttaattacc agggttatgg gagttcttga tttcattggt 2400 

tatttgcttt caggccgttt cttgatgtac cttctgacct gaccttttcc ctgccttcag 2460 

gacttctggg cccagccctc ttgccaggca tgcatatgtg agatatgcat atcatgtatg 2520 

tgtcctcttg gggtgagact tctgcacagc catgcctgcc tctgaccagt ccacttttca 2580 

tgttggggct gtaggcctgg ggcaggttca gagtctaccc aagtacctat gtatgagcag 2640 

gcagcagcag ggcatggccc catctctcct tttagcctct gtgtttcatt aggcattcat 2700 

cctgccaacc agggcaggcc cggcgtctgg gctctgggaa caaatggggc ccacatcctg 2760 

gagtggcaaa ttttggggga tgcgctacct gtcccagcgg gccctgtgcc tccaacccag 2820 

agctccccac agacctggtg taatttcaca agggccatcc ctttccccag gcttccctga 2880 

gggaggcgga agtttgaacc cttatgtggg gttcattggg ctagggtagt ggtatgaggt 2940 

ttaaaactat ttaaggatta ggaggagaaa gagtcttcag gaaactcttg tttcactgga 3 000 

ctctgcagcc tgcagaactg gggcaagggt aggagttcca gtaggggaag gagcaggtag 3060 

actcttcagc tgcctcagct gggactgaag acctaagctg attctctttc ctctccactc 3120 

ctaagaagca attttctgtt cctctccttc caccactttt tactttctgc tatctcccat 3180 

ctcccgcttc ccttccattt cctttctaga aaaccctggt atttagctca ggccaaactg 3240 

cctcagcaga aaggtggcct tggacaaaac tggtccaaga atttgaagtg gcagtacttg 3300 

cggattggct ctgtccagca aggcctcagc tgcttgttgc gtctgctttc cctcccctaa 3360 

cagaagggta ccctggctta ttcaggggac tccttagtcc acactgtgtc acctgcatgc 34*20 

cttaatcttt cattgctggg gtgtggcctt gggagatcct gggccagccc ctccacacat 34 80 

ctccctaagt cagagtggct gctggccctg gtagatttga cttgctcttg cctcactcga 3540 

cctccaaagt gggactgaag acagtggtca agagacttga gttcgggaca gtaagccagg 3600 

ggttaaggtt ctttcctttt tttgaaagcc aaagacccag tttgcattgt gctgctgcat 3660 

tcatggttag aagctttcca tgcctaggtt ctagggaatt tatttttcta tgtgtatata 3720 

ttttcaaact ttgtttcctg ggtactgggc atgtgcctgt ctgagcccca ggtctgtcta 3780 

caccccacca ttcattctgt ctgtctgttc cctggacact gcctaaaagg gtctcaagac 3840 

agtgccctgt gggttcctag gactagggcc catcactgtt ctcttctgct gggaaatgca 3900 

gctttaaaat ggctaaccac agcagagggc agatgcttga tagattatct tttccttgct 3960 

ttcttgtttc tgttttgaaa gtgaaatggg gttttaaatt gttatttaaa ctctttttcc 4020 

aaataaaggt ttaccttttt tccccccaaa aaaaaaa 4057 



<210> 576 

<211> 1015 

<212> DNA 

<213> Homo sapiens 
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. <400> 576 
cccgggtcga cgatttcgtc agaagttgac 
tatgatgtgc ttaaagatcc taagaataag 
ttctgccaac tctgagctgg gctggacacg 
gaatcaggtg ctgttggaag gagaacgttg 
agcttctcca cagcatcacc tctttggagt 
gccctacccc gtgggggagc aagaaatcca 
aggaaatgct gtgagccttg ttcccccaga 
tgcagttgaa gagccggctg ccccatgggt 
gctgggagat gatgacgctt atctcggcaa 
cgggattcag aaaggctcag ccatggctgc 
gaacgaaccc aaaccagaga cccaaaggag 
agtgtggaag aggcgggcgg aagatgggca 
accttggccc aagcattccc ttaaacacag 
ccaaaatggt ggagagggct cctaccgaga 
gcccatctta tacttctctg ggaggcggga 
tgagattccc cgggaggcgt tcacagtgga 
caacccagcc atcatcgcag gtaacaccct 



ttctggttct gtagaaagag ctaggggagg 60 

cctggcgatt ttggctgggt gggcactctg • 120 

caagaaatcc ttggttgaga gggaacacct 180 

ttggctgggg gccaaggttc gaagacccag 240 

ctaccccagc agggctggga actacctaag 300 

tcatacagga cgcagcaaac cagacactga 360 

cctgactgaa aatccagcag gactgagggg 420 

aggggatagt cctattgggc aatctgagct 480 

tcaaagatcc aaggagtctc taggtgaggc 540 

cactactacc accgccattt tcacaaccct 600 

gggctgggcc aagtccaggc agcgtcgcca 660 

gggagactcc ggtatctctt cacatttcca 720 

ggtcaaaaag agtccaccgg aggaaagcaa 780 

agcagagacc tttaactccc aagtaggact 840 

gcggctgctg ctgcgtccag aagtgctggc 900 

agcctgggtt aaaccggagg gaggacagaa 960 

tctcctgggc tttctgaaat cctga 1015 



<210> 577 

<211> 1070 

<212> DNA 

<213> Homo sapiens 



<400> 577 

ggcacgagaa cactattagt tattttatta ctaactatac aactacttta acataacact 60 

ctcttttccc aggggtgggg ttgggtgtaa atgggcctct tgtagagatg actcttggtc 120 

atgggaattg gtgatttata ataattttgc catcttaggg ctgctcacag tatttggggc 180 

cagagcctac gtgaatatat gtgtgtggac agatcagctg ccatgttggt tttggcagaa 240 

aaactactga aaggtggttc agaatctggg gagccttata ttccaggtgt ctttttcaga 300 

cagtttctac ctgtatcacc caaggtgcag tttgatgtag tagtgtcagc tttttcctta 360 

agtgaactgc ccagcaaggc tgaccgcact gaggtagttc aaaccttatg gcgtaagaca 420 

ggtcatttcc tggtgagtta aaattccttg ttctccttaa gtcttgaagc agcttcatgg 480 

atttcatgcc tttgctcctc tcattgtctt tattcttcac catttttctc cttcatgggt 540 

ttctttatcc ctcttfcgagg gtctccatcc tgattatgta atgcctattt ctttttagga 600 

ctccttctcc ctctatgatt gctcttacac agctactgac atttatactt tcgtgtaatt 660 

caagtcttct gcatattttc cccttttgtg aacaggtact ggtggagaat ggaacaaaag 720 

ctgggcacag ccttctcatg gatgccaggg atctggtcct taagggaaaa gagaagtcac 780 

ctttggaccc tcgacctggt tttgtctttg ccccggtgag tattacttct gcctgtccca 840 

ccacacggat ctgaacttag gcgtggccgg gaaatgtaag atggtaaagc taagccactc 900 

tccactactt tgtgttccta tccagttcct acctaatgat tcccctggct cttcctaccc 960 

actgctcctg tcctcccttc tccctggccc cttttgactc tattattctc agtttttaag 1020 

ttttgtgatt gatggctctt ttgtcttacc tcattttttt atgtgttcac 1070 



<210> 578 

<211> 5597 

<212> DNA 

<213> Homo sapiens 



<400> 578 

aatcttggct gttctccagg gttttttttt tgtgttaatg ctttaatatg tggaccaagt 60 

gacacacatt acagaatctc cccttccctc tgtctcttac agttttgcgt ttggctccct 120 

aatatctgct gtcgatccag tggccactat tgccattttc aatgcacttc atgtggaccc 180 
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cgtgctcaac atgctggtct ttggagaaag tattctcaac gatgcagtct ccattgttct 240 
gaccaacaca gctgaaggtt taacaagaaa aaatatgtca gatgtcagtg ggtggcaaac 300 
atttttacaa gcccttgact acttcctcaa aatgttcttt ggctctgcag cgctcggcac 360 
tctcactggc ttaatttctg cattagtgct gaagcatatt gacttgagga aaacgccttc 420 
cttggagttt ggcatgatga tcatttttgc ttatctgcct tatgggcttg cagaaggaat 480 
ctcactctca ggcatcatgg ccatcctgtt ctcaggcatc gtgatgtccc actacacgca 540 
ccataacctc tccccagtca cccagatcct catgcagcag accctccgca ccgtggcctt 600 
cttatgtgaa acatgtgtgt ttgcatttct tggcctgtcc atttttagtt ttcctcacaa 660 
gtttgaaatt tcctttgtca tctggtgcat agtgcttgta ctatttggca gagcggtaaa 720 
cattttccct ctttcctacc tcctgaattt cttccgggat cataaaatca caccgaagat 780 
gatgttcatc atgtggttta gtggcctgcg gggagccatc ccctatgccc tgagcctaca 840 
cctggacctg gagcccatgg agaagcggca gctcatcggc accaccacca tcgtcatcgt 900 
gctcttcacc atcctgctgc tgggcggcag caccatgccc ctcattcgcc tcatggacat 960 

cgaggacgcc aaggcacacc gcaggaacaa gaaggacgtc aacctcagca agactgagaa 1020 

gatgggcaac actgtggagt cggagcacct gtcggagctc acggaggagg agtacgaggc 1080 

ccactacatc aggcggcagg accttaaggg cttcgtgtgg ctggacgcca agtacctgaa 1140 

ccccttcttc actcggaggc tgacgcagga ggacctgcac cacgggcgca tccagatgaa 1200 

aactctcacc aacaagtggt acgaggaggt acgccagggc ccctccggct ccgaggacga 1260 

cgagcaggag ctgctctgac gccaggtgcc aaggcttcag gcaggcaggc ccaggatggg 1320 

cgtttgctgc gcacagacac tcagcagggg cctcgcagag atgcgtgcat ccagcagccc 13 80 

cttcaagaca taagagggcg gggcgaggta ctggctgcag agtcgcctta gtccagaacc 1440 

tgacaggcct ctggagccag gcgacttctt gggaaactgt catctcccga ctcctccctg 1500 

agccagcctc cgctcagtgt ggctcctcag cccacagagg ggagggagca tggggccagg 1560 

tgccagtcat ctgtgaagct agggcgccta cccccccacc cggaggaccc ctgcggcccc 1620 

ctgcctagag gagcaccatc tacagttgtg ccattcccca gccactgcct tcatgctgcc 1680 

cccgccggac tggcagagcc agggggtcag ccacctgcct ttgagtcatc aagatgcctc 1740 

tgcagccaca attctgacct aagtggcagg gcccagaaat cctgaaaacc tcccgctgcc 1800 

ttttgtgata cttcctgtgc tccctcagag agaaacggag tgaccttttg tcctttacct 1860 

gattggcact tcgcagtcta tctccctggg tagcagacgg ctgctgccct tctctgggca 1920 

tgttctgaat gtttacactg gtaccttctg gtatcttctt tagagccccc tgcaagctgc 1980 

aactctaggc ttttatcttg cggggtcaga gcgccctcta gagggaaaag ctagaggcac 2040 

agggtttctg ccggcccaca actgctgtct tgatttgcat tttacagcaa agtgctgaga 2100 

gcctctagtc gcctcctgcc atctgatctc cctccccacc attcccgtac tcagttgttc 2160 

ttttgtctaa tcggaggcca ctgtgctgag gccctgcagt gtctgctcac tgctgccatc 2220 

ttcgctgcta gtcagggttc catcctcttt cccctctccc agttccctac cacgttggat 2280 

cccattcgtc acccatgcta gggtccccaa agcactgggg caggggccag agcagcagca 2340 

cccagagctc cctcctctac tctgacctgg ggccccagca tcctggagca cacgctccac 2400 

gcacacacac cccagccctg tcccaggggc ctggccccct cagccatctc agggtgagga 2460 

gctgccagtc atgtccagat ggaatgactc ccatcctctc ctcatctccc ctttgacgag 2520 

cctcaaactg ctcagctcat caaagagcca ttgccaactt ccgtatgtgg ttctgggtcc 2580 

cagggagcct tggaacctgg caccctgggg tggtttaatt catcattaag aagcattcct 2640 

gcttctcaag ggacacagtg gcctgcatgg gccagcatgg accctgggct gatcatgtgc 2700 

attcctgctt ctctggggac acagtgggcc cacatgggcc agcatggacc ctgggctaga 2760 

gcaagcacat ctccatctct tccacctcag gcagtgtggc tccagatgtc aggagggact 2820 

gacctcagga ccttccaggt tcctctgtgc caggaatgag aggccaggcc cgatcctacc 2880 

acctcgcctt gaccctgaag tcagagcagg ccagccaagc aggaagcaca ctgtttactt 2940 

tttgcatgaa aagtaaatgt gtacttgata gagctaaaat atgatctttt ttaatttctc 3000 

aaccccataa tttgagccat tgccttgctt aattttggtt tccaccattt ccttttagtg 3060 

gagaagagag gaagtcagag ggtagggacc tttgcctgcc cctgggcgag tgcgggcagg 3120 

gatctgagac cagattgttc tcgcacccct gccagaactc actctcccct gaagtttagg 3180 

gtcccatctc ccagatgtaa gttgttttgc aaactcagtt tgccaggatt tctttctttc 3240 

ctaatcttaa attcacagat aaagcaatga aaagagtcag atcccatttc cgtctgcccc 33 00 

ctcgtcacca ggtgtgatag ccccagccag gtcacacctg gcctcacact ttgagctgag 3360 

acttgaaaac gatgctgtgg cggaagagca tgtggggctt ggtggagggg ccccaggatt 3420 

tgttgggggc aaagggggtg gcgggaccgt tcccaggagg taccagcacc tgcctcgatc 3480 

tcctctgagc ctcttctgcc ccc tgtcggc caggtgaggt cagcagcctg ggagagtgcc 3540 

cccaagagat gagggcaccc cgtgttcctt ggcaatcttg gctcaccttg gtaacaaaag 3600 

gccatagaag tctgtttttc tgggtcagtt ttttttgcct gagaataaca aattgctgct 3660 

gtctaccttt agcacaccca ataattctat ttggggcagt gaatgcatag aagatataaa 3720 
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aatacgcagc ttaactatat cttcctgcgt gtgtatttat tttcttctgg gtctaggcca 3780 

tggtacagga gaactgtggc gtgtaggagg aatacttcag gatgagtgaa ggctggagcc 3 840 

agggagcgct ggaggaaacc agccctttag ccagcagccc ctccaccaca ggcactgctg 3900 

tgtggaacga gttcttggaa tgaatcccat gctttctgca gcctgtagtt gttatgaccc 3 960 

ctcggaacaa ccaccccgtg gcttgtgtgg ggtctcgcag ggaaaagggc tggcttctag 4020 

gtccccgaga taagtgtgca gggggatggg ccagggccag gctaagggtg gctcagttcc 4 080 

atcatctgga ggtcagacac actgtccaga ggcagaactg aagccctctc ggcccctacc 4140 

ctaagccagc cacccctctt cacagtgggt gagctgggct gggctggctg gcatgaggcc 4200 

aaggggtagg cctgagcgcc agagtcgccc aggttagccc acaggattcc tttgtgtgcc 4260 

atggaatgct gaaagatggg tgactgggga cccttcttaa aacctttggc aaaggtgcca 4320 

tcggcagggc ttggcctcat gaagtctcag gtccgtgttc ccgcagggcg cacatgcttg 4380 

gagagtcctc agcagggtag ccgaggccag gccacttctg ctgaggatgg ggcaggctgg 4440 

ggtgtgggtg tggcctgggg tggctcaggt ctggaactgc tgcctgattc ctgtgtgggg 4500 

agaagctcag tggccgtttg ctgccactga caaggatttc acatgcagaa gagaaaaggc 4560 

ccccctccac cccccgcatt ccctgccgag tgagagccag tgtttgctgc ccttgctggg 4620 

ggcgggtagg aaaccctgag cttcctgatg cggagtcatg aagcagagtc ctcgggaagg 4680 

catctccaca gccccgggtc ctctgtctaa cgccctccat ttcacgccct ccatctcaca 474 0 

gtcaagataa aggcctcgag aataaagagc cagccccctt ccatttagtc tcctgccgtt 4800 

tcccaaacag ttgtccaaca gttagacatt gaggggcttc actgttacca ggcatgtaac 4860 

agaaggagga agactaacac acaccccctg ccccatccca tccccctctc ccgagctatt 4920 

ttcttgctgt ggcctctggt gcccttgagt tggtctcccc ggctgctctg cgggggcttc 4980 

actggcttcg gagtgagcgc gaagtgctgg tgagcagtgg gcctgtgatt ggatgggaag 5040 

atgtgcatcc gtggtcaaaa gtcagctgcc agccctgcgg aaccagagcc tcaggctggg 5100 

atgggggagg cctccctgct ttcacctgca tggggggcat ggcctggctt acaccaaagg 5160 

ctttgacggt ttctccaagt aaggatctgc aaatcttgaa tcgtcctcaa aatgacgaag 5220 

cttgaattgt cctcaagatg gatgtgaatc ttacattcct tttcatcatt tcctttgtaa 5280 

aaatgacgag tgcctgggtt tttgttttaa gaagcattat gaaggccaga cttactcatt 5340 

tttctccccc aagtgagctg caagaggccc ctgttaggcc cctgtttcct gagcagtgat 5400 

gtgctgctct tcttggtggg gctttgggct gggaggggaa- ggcgggtcag agatggggga 5460 

cctgtggctg ccatgcagga gcccctgcgt catctcgttg gactctttaa gggagtcagg 5520 

aatagatgta tgaacagtcg tgtcactgga tgcctattta gaaataaagt gtatgctgct 5580 

gaattggaaa aaaaaaa 5597 



<210> 579 
<211> 424 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (424) 
<223> n = a,t,c or g 



<400> 579 

tttcgtctga ggggctggga tcagactgaa aagtccaaga cccagaggag ctccagttaa 60 

aacggctctt tccggctcaa gaccacgttc cctgcttgct ggggacccca tccctctcct 120 

ccgtgtgtga aaggatggca aaggcggaag tggaggggtc tctcactgcc ctgattcccc 180 

ctcctggctc ccaatttggg aagacagatc ccgatctgtc tcgggaccag taggtgaggg 240 

gccgggtcca tctcccttct ctgatgtgtt ctctcatgtt tggctcttct gtgtttgtgt 300 

gttttcctcc atgcgtccct ctccctgcac ctcattctgg tggcccccct cacagagccg 360 

Sgaggagcgt gttctccgcc atgaagctcg gcaaanaccg gtctcacaag gaggagcccc 420 

aaag 424 



<210> 580 
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<211> 2168 
<212> DNA 

<213> Homo sapiens 



<400> 580 

tttatttcag gtcccgggct cgagacggcg gcgcgtgcag cagctccaga aagcagcgag 60 

ttggcagagc agggctgcat ttccagcagg agctgcgagc acagtgctgg ctcacaacaa 120 

gatgctcaag gtgtcagccg tactgtgtgt gtgtgcagcc gcttggtgca gtcagtctct 180 

cgcagctgcc gcggcggtgg ctgcagccgg ggggcggtcg gacggcggta attttctgga 240 

tgataaacaa tggct caeca caatctctca gtatgacaag gaagteggae agtggaacaa 300 

attccgagac gaagtagagg atgattattt ccgcacttgg agtccaggaa aacccttcga 360 

tcaggcttta gatccagcta aggatccatg cttaaagatg aaatgtagtc gecataaagt 420 

atgeattget caagattctc agactgeagt ctgcattagt caccggaggc ttacacacag 480 

gatgaaagaa gcaggagtag accataggca gtggaggggt cccatattat ccacctgcaa 540 

gcagtgccca gtggtctatc ccagccctgt ttgtggttca gatggtcata cctactcttt 600 

tcagtgcaaa ctagaatatc aggcatgtgt cttaggaaaa cagatctcag tcaaatgtga 660 

aggacattgc ccatgtcctt cagataagee caccagtaca agcagaaatg ttaagagagc 720 

atgcagtgac ctggagttca gggaagtggc aaacagattg cgggactggt tcaaggccct 780 

tcatgaaagt ggaagtcaaa acaagaagac aaaaacattg ctgaggcctg agagaagcag 840 

attcgatacc ageatcttge caatttgeaa ggactcactt ggctggatgt ttaacagact 900 

tgatacaaac tatgacctgc tattggacca gtcagagctc agaagcattt accttgataa 960 

gaatgaacag tgtaccaagg cattcttcaa ttcttgtgac acatacaagg acagtttaat 1020 

atctaataat gagtggtgct actgcttcca gagacagcaa gacccacctt gecagactga 1080 

gctcagcaat attcagaagc ggcaaggggt aaagaagctc ctaggacagt atatccccct 1140 

gtgtgatgaa gatggttact acaagccaac acaatgtcat ggcagtgttg gacagtgctg 1200 

gtgtgttgac agatatggaa atgaagtcat gggatccaga ataaatggtg ttgcagattg 1260 

tgctatagat tttgagatct ccggagattt tgctagtggc gattttcatg aatggactga 1320 

tgatgaggat gatgaagacg atattatgaa tgatgaagat gaaattgaag atgatgatga 1380 

agatgaaggg gatgatgatg atggtggtga tgaccatgat gtatacattt aattgatgac 1440 

agttgaaatc aataaattct acatttctaa tatttacaaa aatgatagee tatttaaaat 1500 

tatcttcttc cccaataaca aaatgattct aaacctcaca tatattttgt ataattattt 1560 

gaaaaattgc agctaaagtt atagaacttt atgtttaaat aagaatcatt tgctttgagt 1620 

ttttatattc cttacacaaa aagaaaatac atatgeagtc tagtcagaca aaataaagtt 1680 

ttgaagtgct actataataa gtttttcacg agaacaaact ttgtaaatct tccataagca 1740 

aaatgacagc tagtgcttgg gategtacat gttaattttc tgaaagataa ttctaagtga 1800 

aatttaaaat aaataaattt ttaatgacct gggtcttaag gatttaggaa aaatatgeat 1860 

gctttaattg . catttccaaa gtagcatctt gctagaccta gttgagtcag gataacagag 1920 

agataccaca tggcaagaaa aacaaagtga caattgtaga gtcctcaatt gtgtttacat 1980 

taatagtggt gtttttacct atgaaattat tctggatcta ataggacatt ttacaaaatg 204 0 

gcaagtatgg aaaaccatgg attctgaaag ttaaaaattt agttgttctc cccaatgtgt 2100 

attttaattt ggatggcagt etcatgeaga ttttttaaaa gattctttaa taacatgatt 2160 

tgtttgcc 2168 



<210> 581 

<211> 1089 

<212> DNA 

<213> Homo sapiens 



<400> 581 

gtggtggaat tcatttattt ttccttctca aggagtgaca gtaatgeett ttctttccat 60 

gaatgagatt gaacattgtt tttatcatgt ttattgatca cttgtaataa ttttgcaagt 120 

tgtctattca tgcccttgac cttttttaaa aaataaagag actgtagata aaggacatta 180 

aacttttgee aagtatgttt caaatatatt tttcattttg tcaattatgt ttcatttggt 240 

cgtgcttttt taacagtaga gaaactttta atgaaatcta taaatttttc ctaaaaagtg 300 

ttatggttag aaaaatattt gagtgecata aaatgtcata gtttatgtgt ggatggatcc 360 
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atttaataaa cgtttttcct taaaatttca 
tagacctgag gtgctaacat cataatagct 
agcaatgtgc taggtctttt acgttcaata 
attatctgct tttcatagat gagtagtgag 
tcacagagct aattgatgga ttggaatttt 
agtatacttt ctctacaaag ctctactttt 
aaagtgacat tacttttact agaacttgaa 
tttgattccc gaaagcacag tagataaggt 
ctccactgtc tagggctttg attttcaaag 
gcctgtaatc ccagcacttt gagagagcaa 
aagaacaggc ctggccaaaa gggggaaacc 
agggcttggg ggcaggcccc ctgtgttccc 
aaaaatgct 



caggatttgc agagtctttg caagctaaca 420 

accactcact gcacacacgc tgtgtgccat 480 

ttcctaaaac tcagcttcaa gctaaattgt 540 

ccctgaagaa gtgaaataat ttgcccaggg 600 

aactcaactc tgcctaactc caaagtatac 660 

tgaggcttca aataaattac atttatccta 720 

aatatgagtc tgtagcctac tgagactgct 780 

aatgaaaaac atgtaaacga gctgaaaagt 840 

tgtgcttctc agctgggcat agtaactcac 900 

ggtgggtgga tcacttgagg tcaggagttc 960 

tggtctttaa taaaaaggcc aaaattaacc 1020 

agctggcttg ggaaggcctg gcgcccagga 1080 

1089 



<210> 582 
<211> 443 
<212> DNA 
<213> Homo sapiens 



<400> 
cgggtcgacc 
acggagaagg 
aaaaaagtgg 
agaaggaggc 
gaagtacaga 
cgtgaactgc 
tgttcattgc 
ctccttaccc 



582 

cacgcgtccg 
ccagtgccca 
aaaatgggag 
aaaacagagc 
gtgggtgaga 
atctgctcag 
ctttctcctg 
tcagtgaaca 



gagcgccccg 
gcttgaaggg 
gcatgaaata 
aagtaaaaca 
gatggcatcc 
agaatgggaa 
tgcatattcc 
atg 



gggagctcgg 


agcgcgtgca 


cgcttggcag 


60 


tctgtcacct 


tttgcagcgg 


tccaaatgag 


120 


catcttttcg 


ttgttgttct 


ttcttttgct 


180 


ttcagagaca 


tattgcatgt 


ttcaagacaa 


240 


ttacctggaa 


ccttatgggt 


tggtttactg 


300 


tgtgctttgc 


agccgagtca 


gatgtccaaa 


360 


tcatctgtgc 


tgccctcgct 


gcccagaaga 


420 








443 



<210> 583 

<211> 2590 

<212> DNA 

<213> Homo sapiens 



<400> 583 

tttttttttt ttgtataaaa acggcatatt ctttattttg catactttaa tttcagaaca 60 

aaatgaagaa aataaaataa accacaatac acaacatcca atcctgctgt caagagtaga 120 

gagggaatgg ggcttgacac ccttagttta ctgccttcaa cacaaggaca ggagagggaa 180 

aaaaacacta gacaccagca gggggagcca ggtgggacag gggcactcga ggctgcagtg 240 

ggagcccatg gggacactat acaagggcac aagttttcca actatgaact cctaacctaa 300 

tcgacttctt ccatgcgaga cgcatcctca tcgccctcga gaggggggat ctcatcagga 360 

actgcagcat tgggttcctc tgctgccact tcatcttcat caatacctag acctagcttg 420 

atcatgcgat agatgcggtt ggagtgggtc tggggatcct caagggaaaa gccagaagat 480 

agcagggcgg tttcaaacag cagcaccacc aggtccttaa ctgccttatc attcttgtcg 540 

gcctcagcct tctgccgcag cgtctccaca atggggtggt cagggttgat ctccaggtgc 600 

tttttggcca tcatatagcc catggtggag ttgtcccgaa gtgcctgggc tttcatgatc 660 

cgctccatat Jtggctgtcca gccgtaggtg ctggtcacaa tgcagcaagg tgaagacaca 720 

agtctattgg agattgtcac cttctcaacc ttcttatcta agatttcttt catgagcttg 780 

cagaggttct caaactttgc cttgctctct tccatcttct tcttctcctc ctcatcctca 840 

ggcagctcca gaccctcctt ggtaactgag accaggctct tcccatcaaa ttccttgagc 900 

tgctgcacac agtactcgtc aatgggctcg gtcatatata ccacctcgaa gccccgtttc 960 

cgcactcgct ccacaaaagc tgagttggcc acctgctctt tgctctcacc agtgatgtaa 1020 

tagatggact tctgtgtctc cttcatgcga gaaacatact ctgacagaga tgtcatctca 1080 
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tctccagact 
tcttcgtgga 
tccttgtctt 
atgactttca 
tcagagtcaa 
tccatgatga 
aaaaggtcaa 
tctacagaaa 
aattctccat 
ttgtttagtt 
tccttaccgc 
tcatctttat 
tccttctctc 
ttcttcacta 
tggaggatca 
gaacctccag 
accactttct 
gagatgtctg 
gttcccaaat 
agggtacgtt 
ttcgaagggt 
atcaactccc 
agttgggcaa 
tcctcaggca 
tccgataccc 
ccaagtcgcc 



gggaggtatg 
ttccaagctt 
ctgccagctc 
agattttgct 
ccacaccacg 
acacacggcg 
agggagcccg 
agtgcttgac 
actcctcttg 
cttcctgatc 
tgtcatcctc 
cttcctcttc 
gttccttctc 
cttctttgac 
ctttggtacc 
cagaagactc 
ctgccaccaa 
caccagcctg 
tatttatgag 
cctgagggtt 
ctgtcaggct 
gaaggaaaat 
tttctgcctg 
tcttgaaaag 
agacagtccc 



atagcgcagc 
gagattttta 
agagaagagc 
ctgctggagc 
gataaaattg 
gacatagagt 
acgaggaata 
tgccaagtgg 
ggtgatgtca 
aatgtatttc 
ctcatctgaa 
tttctcacct 
caaataaagg 
ccgcctctct 
cctgccaatg 
ccaagcatac 
gtaggcagaa 
aagagcctcc 
atcagctttg 
ggggatgatg 
ctcatagcga 
ctccttgttg 
aaaggcaaaa 
aaaaggatta 
aacactgcgc 



agctcagaca 
gagaatgcct 
tcaaggcact 
atttctcggg 
agatactctg 
ttgatgttgt 
aatagcaatg 
tcttcccagt 
tcagggtttc 
tctttgatct 
cccacatctt 
ttctcttcct 
gtgatgggat 
tctaggtact 
ggctcaccat 
tgttcatcat 
taaaagccaa 
atgaatgctt 
gtcatgccaa 
tcaattttca 
atcttgtcca 
gaatagaagg 
gtctccacct 
tacgtaatag 
cggagtgact 



ggcggcggcg 
catagaattt 
tcttaacaat 
agatgttcag 
gtatcaactc 
tctttttctt 
ccctgaattc 
cattagtgag 
tggtccaaat 
tcttagtttt 
cgatcttggg 
ctgcctcatc 
agcctatgaa 
ctgtctgatc 
ggtcagcacg 
cgttgtgctt 
caccaaactg 
tagtaccaga 
tgcctgtgtc 
gctctttacc 
aggcatcaga 
tattgatgat 
cctcctctcc 
tgagcaacgt 
agagagagat 



gttagtggag 
cttgtaattc 
gtttttgcga 
gggcagatcc 
atcacagctg 
cttgttctca 
caactgacct 
gctcttgtag 
aggcttggtc 
cttcttctta 
cttttcttca 
atcactaatt 
ctgagaatgc 
ttctttaaga 
cacagtgaag 
tgtgatcaca 
cccaatcatg 
cttggcaatg 
taccaaagtc 
actgtccaac 
agcattagag 

gagggacatg 

atggtgcact 
aggcttgctt 
actgcgtgcc 



1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2590 



<210> 584 
<211> 425 
<212> DNA 
<213> Homo sapiens 



<400> 584 

tccagtgcgg tggaattcct ggggcggggt ccgtgggatg agggctatgt taggtacatg 60 

tgccttagga cagttttttc taattatggg taacacgcag aggtgtgatg actttcctac 120 

tgaaagtccc ccagcaaaga caaacgtttc ccgcgcaggc ttgtcccctc cgtgtgaggc 180 

cctacatggt gtagaaagta ggggcagctg cagccacggg aagctgcaaa gccctcctgg 240 

gagagactgg ccgcagggtg acccacagga caggcccaag cgcagatggc agaggccagg 300 

acctgctggt cggggcgccc cagaccccac tcctaagggc cagggggcag cagtcccacc 360 

gcgctctgcc agcatgtttc tgatccacaa gcagatgtgg gcctatggct ttggggactg 420 

aaaga 425 



<210> 585 

<211> 841 

<212> DNA 

<213> Homo sapiens 



<400> 585 

gcagtgcgcg tggaattcat ttcttcccct tatggccaat ttccaggcct ccaggcccct 60 

ctctggacct ggaatgaccc tagcatcttg gctcttgctt aaagccattc cagatttcaa 120 

gaaataccat ttaaggcaat aagggaccta tttatttctc taatgaggca actggacttc 180 

agaaaatgta agtgacttga caagttgcat tcccttagtc attcagctgc cttcctggaa 240 

cacataagca aacaatcctc aatgtaatgt cagagattgg taagtgcttt gagaaaacac 300 
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tagagcaagg taagaaaatg acagagcagg gagtctattt taaataaggc agtagagaaa 360 

gccctggtac agcaggtggt agtcacatga agttatgggg agggggttcc aggaagaggg 420 

aagagcaaat aacaaggacc tggaggtggg aattagctga atgaacaaaa cacaaagcaa 480 

taagaaatgg aattagagag gaagacagag cccagatcat ttaagctttg aaggccaagc 540 

tccgactttg gactttattt gaaagtgtct gtaaagcttt taaagagtct taaaactctt 600 

ggccaggcgc gggggctcat gcctgtaatc ccagcacttt gtgaggccaa ggcgggctga 660 

acacaaagtc aggagttcga gaccagccgg accacatggg ggaaccccat ctttactaaa 720 

aacacaaaca ttagctgggc atggggggat gcacctgtaa tccccactac ttaggaggct 780 

gaggcaagag aatcgctttg acttccagag gggggagttg ccattcgccg aaaaacaacc 840 

c 841 



<210> 586 
<211> 787 
<212> DNA 

<213> Homo sapiens 



<400> 586 

aagggtctag aaagaatggg ctccccctgg gtgctgcatg cctctggggt gagcacagtc 60 

ctggccctca tgagcccacg cagagagcgt ggcaatcctg tgtctcctgc aggtatgcag 120 

gcggcccggg gggcctgggc ctcccctcac atgctgcaag accctccact gacttcacgc 180 

aagcggcagc tgctgcagct gtggctgctg cggcagccac tgccaccgcc acagccacag 240 

ccaccgtggc tgctctccag gagaagcaga gccaggagct gagccagtat ggagcggtga 300 

gccccctcag cagctcctcc cacatggcag ccagcctgag ggcctgggag gaggtactca 360 

gccagacagt gggctccagg gacaagcatg gaatatgcca gggctcatga agccagtaaa 42 0 

agagagatgt gtgggaagga gtgagggtct gaggggagag gtttctgggg tgtcctgtga 48 0 

aagggtatgg tgcccacatg ggtgggtggg cgggttttat gcctatcttt tggagccctt 540 

tgtgggtggg acctggacca ttcttctttt ttctcttcct agatgggggc cggacagtct 600 

tttaacagcc agtttctgca gcatggaggt ccccgggggc ctagtgtccc cgctggcatg 660 

aaccctactg gcataggagg ggtaatgggc ccctctggcc tctccccctt ggctatgaac 72 0 

cccacccggg cagcaggaat gacacccttg tatgcagggc agcgtttgcc ccaccatggg 780 

tatcctg 787 



<210> 587 
<211> 363 
<212> DNA 
<213> Homo sapiens 



<400> 587 

ctgactcact tacatggcat ggactatacc cgtgactaca cgagatgcat ggtcctatca 60 

tggctgacct tgatcgaagc tctcgctgat gtcatgacta ccgatggcaa catgcttcaa 120 

ctgttctgtg ttgagcgtac taacctactc gtcaatcaga tacggatgac cttgtatgct 180 

caataccgac acgtccgacc cttccgcaca atcatgaagc ccatcttgac ccgagaggtg 240 

cagacaaagg actagtcgga cccggccaat ctggtgactc cccaccgcct tggactacac 300 

gtcttaaagg cttgccaatc tatttatcct ctccatgatg tcttcgttag aaaagtagac 360 

atg ~ " 363 



<210> 588 
<211> 814 
<212> DNA 
<213> Homo sapiens 
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<400> 588 

gtggaattcc ccccacaggc tccttgtcat gcgaggttgc agtctgattt tcatctactc 60 

agattaaatt taatcttgaa gatatagtag aggactggaa tgaggatctg tgactatggg 12 0 

tggctttatt ttcttctttt gacacttgtt tattttctgt aatgagcatg ggtagcttat 180 

gattaacaaa cattaaattg gatattcttg aaaacagcaa aaacattttt aatgaaatgg 240 

catgctaatc tcattaattt cattattttg tgataaagtc taatgatgag atgagagttg 300 

taaactaaga gacgagtggt aatccttggc accctttctt attatgctat ttatttgact 360 

tggagagttt tacttgtctg tttttagaga gtatgttaat tgagtgctca gtatgcatta 420 

cgaataatct tgtctgtttt cttgtggaga ttctgaaggc ccttttgctc tttctgtaaa 480 

agccaagcag actgtattaa cttctgggtt aatttgaaaa atgaatgtgg aacttgttgg 540 

cacaacacct taaagaattg catgtttaat aactggaagg ctttccatta gatttggctc 600 

tagcctgaat taataatgat gctgacttat tgggaataga agaccccgcc cttggaccgc 660 

ctaggaccaa agaaatgggg cctggtctgc aaacccgtcc tgcccccctt gacccgggcc 720 

cccctccgct ctgggaacga cactcaccgc ccccgcgacc gaacttgtca tctacaaacc 780 

ccgcgcgccc tccgcccacc tcacccacag gacg 814 



<210> 589 
<211> 794 
<212> DNA 

<213> Homo sapiens 



<400> 589 

aattcctcaa gtggagatct cagataaatc acttattgga gcttctgtac aatcatctgt 60 

aaaaccatta cttcccactt ggagagattt ttgaggatta aatgagataa tgcatgaaag 12 0 

ccctctagct tgggcatcag tacacctgag ttcccttccc ttgctctgca cagcctgctc 180 

atcaccactg atggggaact ctgtcctctg tagggcccct gcagacatgg gccttgcctg 240 

gatgctgctg ctgtcggagc ctaggagagt tgtgcctggc atcgcagcac aggtactcac 300 

agctctcaga aggagactcc tgtctgggac cctgccctca ttcccacgta ggaaaaatcc 36 0 

tttacatgag catctcctgg ccttcattgt taggttgtag actacaatga atgatattct 420 

gtgtttaatt acattatgca caacactcta cagagtgggt ggttttgaat cccaaccact 48 0 

aatttacgaa gtggagcggc tctgctggct ctgtgaagta tgtgttgtgg agccagaggt 540 

gatgctgttg gatgtgggtg gtgatttacg ggagagcagc ataagcagag gaaggcacag 600 

agacctgggt tcaaatccca ctgccagggc tatctgacgt gagacttcgg acaagttatt 660 

taaccttaaa gcttagtggc cttgcatgta aaaaacaaat aatgccgacc tcattggatc 720 

cttgtggagg agcccctggg ataatggggg gtaccatgca tcagggatca tttccctttc 780 

ccttgataaa tgag 794 



<210> 590 

<211> 1012 

<212> DNA 

<213> Homo sapiens 



<400> 590 

atggccatga gagtgacctc tggtcgtcct cactgctaca ctcccaccag cgccatgaca 60 

gtttacaaat gccacggacc caaggttccg atccgcgcca aggcgttccg gtcagcagca 120 

gccccgcggc tcctcgggcc ccgccgcgct ggcaagcccc agtccccgcc agcccaatcg 180 

tgctggcgct ttaaggacgg gcggggcggg ctgggcgaca gcgctggaca cctggagctg 240 

cccgaggacg cggaggagag atgtgtgacg ggagccactt ggcctccacc ctccgctatt 300 

gcatgacagt cagcggcaca gtggttctgg tggccgggac gctctgcttc gcttggtgga 360 

gcgaagggga tgcaaccgcc cagcctggcc agctggcccc acccacggag tatccggtgc 420 

ctgagggccc cagccccctg ctcaggtccg tcagcttcgt ctgctgcggt gcaggtggcc 480 

tgctgctgct cattggcctg ctgtggtccg tcaaggccag catcccaggg ccacctcgat 540 
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gggaccccta 
agagctgcag 
ccagtggccg 
agtggatcga 
agcatcagcc 
tgctcaggcc 
aaccaaaaga 
acaggaggcc 



tcacctctcc agagacctgt 
gacccccaaa gtggttgaca 
aggggccccc aacaccacct 
gggatgccct gctcagcacc 
ttgctcttga tgccgtttct 
tggttcagac tgcacgggga 
caaaaaaggc tgtgcccttc 
cttcctgcaa acgttcgttg 



actacctcac 
tccccgacta 
gcatacccta 
cagcccgcct 
gcagagacga 
agaaagtaaa 
tcccaaaacc 
gtgaaaggct 



tgtggagtcc tcagagaagg 
acgaggaagc cgtgagcttc 
cggaggaagc cctggagcca 
ggcctccacc cagctatgag 
caccgagtgc cacacgctcc 
ggcttcctag caggtcctga 
ttaggccggg cgctgggaca 
ggtcatattt aa 



600 
660 
720 
780 
840 
900 
960 
1012 



<210> 591 
<211> 860 
<212> DNA 
<213> Homo sapiens 



<400> 591 

ctccgtgtgg tggaattctt cacatttcag gaagggagac ttggggcctg gagaagcgat 60 

gtgatttttc ttttctagtt cagcgctggt tttgatggct ttttatcatg accttgttat 120 

gtcttatttt agtttcggcc catttagtgg atacgacaac agtggcccag ggaggtatgg 180 

cagagctgag gcttaaccca gggcctgcgc cctccacggc ctgcactgcc ccacctccag 24 0 

ctccttgccc tgttcctccc tctgcaccgg atcagccccc ggactctggg tcacctccac 300 

accagttgac agggcccccc agtccccacc gccaaccacc tggccggcta cttgtcagac 36 0 

agacatgggg gcgtgggcat gggtccccac ccctagcctt tgcctctgtc actctacctg 420 

cctggaattc ctactttttc tttatatttt attttattgt atttttgaga cagtctcatt 480 

gtcgcccagg ctggagcgca gtggcgcgat cttggctcgc tgcaacctct gtctccgggg 54 0 

ttcaagcgat tctcgggcct tagcctcccg agtagctgag actacaggca tgcaccacca 600 

tgcctggcta atttttgcat ttttggtgga gacagggttt caccatgttg gccaggctgg 660 

cctgaactcc tgaccttaag tgatccactc gcctaggcct tccaaagtgc tgggattaca 72 0 

ggcgtgagcc acctcaccca gcctggagtg tctcatcttc caccactaaa tgaaacgatg 780 

gaccctgaac agaaaaagga acagtggtgg aagaactagc aaagcccaca gccttgagtt 840 

tggccgtaag tatcaaggtt 860 



<210> 592 
<211> 825 
<212> DNA 
<213> Homo sapiens 



<400> 



592 



tgaaccacgt 
gggacggtag 
tcatctctgc 
tcctgtcatc 
ccagggcttt 
atgggagggt 
gcccccagtc 
ttctgcccag 
ccccactctg 
gagctcttcc 
gcagaacagc 
acttccccag 
aaaactgcgg 
cccccggatg 



ggtggaattc 
ctcctctctg 
agccttcagt 
tgtctgcctt 
tacggacctc 
cgaaagaggc 
ttcaggccct 
gaattaatct 
acagaggtca 
tgagacccct 
accacttgcc 
gaatccacaa 
gaccagtaca 
acctgggaac 



gtcattcgga 
aagctctcag 
ggagagggta 
ctttgtcctc 
agaggggagg 
accatgagtc 
ccctggcctg 
gccttctgct 
ggcagtggga 
gacggtgcag 
ccagcaactc 
gctgccaggt 
gcattgtgca 
ttgtaggaat 



cgtctctgca 
cagggatggt 
ctcctctctg 
tggccgtcct 
aagtgtgtgc 
cccactctgg 
aaggtggggc 
gccattcacg 
gcaaacaccc 
ggtgcgaaga 
ctaccctagc 
caccacggga 
tttcaggtct 
cccccgaggg 



ggtctctgaa gttctcagca 
agctcttctc tgccggcaga 
cagctggtcg tctggtccca 
ctgccctgct aagcctgagc 
cgactggttc atgggcggcc 
tctgtaggac tggcagcctg 
cttactgggg acccaccccc 
gccctatgac ttggaccaaa 
ctgaacctgc atggactagg 
tgcctggccc atgcctctga 
ccacatccac gagccaaggc 
gacgaaggca ccaggacata 
ccaaggttct gacccccccc 
gaggc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
825 
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<210> 593 
<211> 867 
<212> DNA 

<213> Homo sapiens 



<400> 593 

ttttttaaat ttaataccaa tgtttattag ggcagaaaag aagaggaaaa aaatagagga 60 

caaaacaact cagcaacccc aagtggtatg cttcactact ctgaacaagg attccccaaa 120 

ttccttaggg caggcagcct gcccgaactc ctggtctggg agttccagct ccatcaaccc 180 

caggtaagat tctggttgtt cccactcttg caaactgatg ggaagacctt tgggaggtgt 240 

ctatgcttta agctattggt tttagtgatc tatgcaggtt agtaaaatga agcagtatat 300 

atatttgcca tttccaaggc aatctttgat atgcccacag ttcacgaggt ctgaagacat 360 

ccatttctgc aatttaaaaa caagtgaaag aagcagcctt gtcttgcttc gacattatcc 420 

agcttgttgt ctattaaaat gcttgcgagg ctggtcctga tccccttaca caggatgaat 480 

cctgttcctg tcacagtggg gtttgcagtg agggttcagc cagtgctcca ggaactgctc 540 

ctcagcgcga tgctccaggg cgagcaggtg gtgcatgtat tcccgcattg gctcatcggg 600 

gaatccgggt ttgcttggtc tatcctgtcg ccgagatctt aggagctgtt tggcctgctt 660 

ctctgtcaaa atcggggagg tctctgagaa gacagtcagt aaggtaagag acagcacgag 720 

cacaggcaat gtcttcatcc tgccttggtt cctctgcctc ttgctgagtg aatcctccca 780 

gactgagtca gccaacttga aggaagccat gccaggccct gcgcttgttt atgctttgac 840 

taacgggact tacggtatga tgctcaa 867 



<210> 594 
<211> 654 
<212> DNA 

<213> Homo sapiens 



<400> 594 

ctgtgagtgt ggcggaattc agatttttca cttttcttct gagctctggt gctttcagag 6 0 

tggtattttt atattcgaat agttgctagt tgtactttta aaagcgattg atgctggagg 120 

tcttctattc caccatctcg ctgatgtcag tcctcaaata ataattttat attttagcaa 180 

attattttgg ttttaggatt ttgtgtctac gtgacacaga catgaaaaga gatgtactca 240 

ttactgaaac tttttgcata ctgttttggt tgtgcgcctt ttctagtatg aatgattacg 300 

tatttaagcc acatgtttta tacatagact gtcctttaaa gagactagat agttctgtgt 360 

gtcagcatat agggacagaa tataactaca cattaataat ttctcaagta tttattttag 420 

aagtgtaagt aacctttatt ttaatttttg ttatattatg cctctgtaat gcagataaat 480 

ttttatcttc aggaaatgga aaattttgtc cagagttcag gggaagatgg tattgtggtg 540 

ttttctctgg ggtcactgtt tcaaaatgtt acagaagaaa aggctaatat cattgcttca 600 

ggcccttggc cagattccca cagaaggtca ggtaaaccct ccattcctgg taaa 654 



<210> 595 
<211> 611 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (611) 
<223> n = a,t,c or g 



<400> 595 
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gcggttttcc 
gactgcagag 
atcatctctg 
gctctcagaa 
ggaaggctgc 
agataagaaa 
agcatccaaa 
tcagctcgga 
ggacggatca 
ctaaaaatac 
cggagaatgc 



tcaccagagt 
ggtccttcca 
cacatacagc 
tgatctcaac 
tttgtctctt 
tctgagaaag 
tcttggttca 

cgggcgtggt 

cgaggtcaga 
aaaaaaatta 



ttgataaatc 
gttctaacat 
ccgcaggaag 
aagaacagct 
cactacttga 
ccccacaagg 
gctacttaca 
ggctcacgcc 
tcgagaccac 
gctgggcgcc 



aggggcaagg 
caacggaagc 
ccctttgaaa 
ttgctttcct 
gcaggatgga 
tgggttgata 
gggtaacctt 
tgtaatccca 
cctggctaac 
tgtagtccca 



aggaagttaa 
taactacatt 
tgtatttaac 
tggagctctg 
gagatatgag 
gtgtgaagaa 
gagaaagtta 
gcacattggg 
acggtgaaac 
gctactaagg 



acgggcagat 
ccccactcaa 
cacctttctc 
catcaatcta 
cgggaaagac 
catgggctga 
cttaaacttg 
aggccgaggt 
cctgtctcta 
aggctgagng 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
611 



<210> 596 

<211> 644 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (644) 
<223> n = a,t,c or g 



<400> 596 

ggcgtaatgc attatacttc acagcctgat acactttgct atgctttgtg cttagtaagt 60 

tctcagtaca tgtttgtaga attgaattag cttgagcagc acctctacgc tctaaaataa 120 

tgcctctaac taggtaatag ttgtgaaggg ttggaaaaaa tcttttctaa tggagaggac 180 

aattttctgt aatataaaag tcatctgtat attatatgaa cagacagcct gcaagtcatg 240 

ggatttaaaa taggataagt attcaaagag actgttttta atagaaatac tagcagaccg 300 

tcttggtcca gtgatgtcta ccatcatatt tcaatggcct ttcatgttgg tgtcccttca 360 

cagatgtcga aagcttcccc gggccttgaa ggactggcag gcttttttgg acctgaagaa 420 

gatcattgat gatttcagcg agtgttgccc gctgctggaa tacatgggca gtaaagccat 480 

gatggagcgg cactgngaaa ggataaccac cctcaccggg cacagtctgg atgtggggaa 540 

tgaaagcttt aagttaagaa atatcatgga ggcacctctt ctganatata aagaggaaat 600 

agaggtagag tatgatgtga tggaagattg caaggtctca tggg 644 



<210> 597 

<211> 3834 

<212> DNA 

<213> Homo sapiens 



<400> 597 

gaattcttag ttgttttctt tagaagaaca tttctaggga ataatacaag aagatttagg 60 

aatcattgaa gttataaatc tttggaatga gcaaactcag aatggtgcta cttgaagact 120 

ctggatctgc tgacttcaga agacattttg tcaacctgag tcccttcacc attactgtgg 180 

tcttacttct cagtgcctgt tttgtcacca gttctcttgg aggaacagac aaggagctga 240 

ggctagtgga tggtgaaaac aagtgtagcg ggagagtgga agtgaaagtc caggaggagt 300 

ggggaacggt gtgtaataat ggctggagca tggaagcggt ctctgtgatt tgtaaccagc 360 

tgggatgtcc aactgctatc aaagcccctg gatgggctaa ttccagtgca ggttctggac 420 

gcatttggat ggatcatgtt tcttgtcgtg ggaatgagtc agctctttgg gattgcaaac 480 

atgatggatg gggaaagcat agtaactgta ctcaccaaca agatgctgga gtgacctgct 540 

cagatggatc caatttggaa atgaggctga cgcgtggagg gaatatgtgt tctggaagaa 600 

tagagatcaa attccaagga cggtggggaa cagtgtgtga tgataacttc aacatagatc 660 

atgcatctgt catttgtaga caacttgaat gtggaagtgc tgtcagtttc tctggttcat 720 
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ctaattttgg agaaggctct ggaccaatct ggtttgatga tcttatatgc aacggaaatg 780 

agtcagctct ctggaactgc aaacatcaag gatggggaaa gcataactgt gatcatgctg 840 

aggatgctgg agtgatttgc tcaaagggag cagatctgag cctgagactg gtagatggag 900 

tcactgaatg ttcaggaaga ttagaagtga gattccaagg agaatggggg acaatatgtg 960 

atgacggctg ggacagttac gatgctgctg tggcatgcaa gcaactggga tgtccaactg 1020 

ccgtcacagc cattggtcga gttaacgcca gtaagggatt tggacacatc tggcttgaca 1080 

gcgtttcttg ccagggacat gaacctgctg tctggcaatg taaacaccat gaatggggaa 1140 

agcattattg caatcacaat gaagatgctg gcgtgacatg ttctgatgga tcagatctgg 12 00 

agctaagact tagaggtgga ggcagccgct gtgctgggac agttgaggtg gagattcaga 1260 

gactgttagg gaaggtgtgt gacagaggct ggggactgaa agaagctgat gtggtttgca 1320 

ggcagctggg atgtggatct gcactcaaaa catcttatca agtgtactcc aaaatccagg 1380 

caacaaacac atggctgttt ctaagtagct gtaacggaaa tgaaacttct ctttgggact 1440 

gcaagaactg gcaatggggt ggacttacct gtgatcacta tgaagaagcc aaaattacct 1500 

gctcagccca cagggaaccc agactggttg gaggggacat tccctgttct ggacgtgttg 1560 

aagtgaagca tggtgacacg tggggctcca tctgtgattc ggacttctct ctggaagctg 1620 

ccagcgttct atgcagggaa ttacagtgtg gcacagttgt ctctatcctg gggggagctc 1680 

actttggaga gggaaatgga cagatctggg ctgaagaatt ccagtgtgag ggacatgagt 1740 

cccatctttc actctgccca gtagcacccc gcccagaagg aacttgtagc cacagcaggg 1800 

atgttggagt agtctgctca agatacacag aaattcgctt ggtgaatggc aagaccccgt 1860 

gtgagggcag agtggagctc aaaacgcttg gtgcctgggg atccctctgt aactctcact 1920 

gggacataga agatgcccat gttctttgcc agcagcttaa atgtggagtt gccctttcta 1980 

ccccaggagg agcacgtttt ggaaaaggaa atggtcagat ctggaggcat atgtttcact 2040 

gcactgggac tgagcagcac atgggagatt gtcctgtaac tgctctaggt gcttcattat 2100 

gtccttcaga gcaagtggcc tctgtaatct gctcaggaaa ccagtcccaa acactgtcct 2160 

cgtgcaattc atcgtctttg ggcccaacaa ggcctaccat tccagaagaa agtgctgtgg 2220 

cctgcataga gagtggtcaa cttcgcctgg taaatggagg aggtcgctgt gctgggagag 2280 

tagagatcta tcatgagggc tcctggggca ccatctgtga tgacagctgg gacctgagtg 2340 

atgcccacgt ggtttgcaga cagctgggct gtggagaggc cattaatgcc actggttctg 2400 

ctcattttgg ggaaggaaca gggcccatct ggctggatga gatgaaatgc aatggaaaag 2460 

aatcccgcat ttggcagtgc cattcacacg gctgggggca gcaaaattgc aggcacaagg 2520 

aggatgcggg agttatctgc tcagaattca tgtctctgag actgaccagt gaagccagca 2580 

gagaggcctg tgcagggcgt ctggaagttt tttacaatgg agcttggggc actgttggca 264 0 

agagtagcat gtctgaaacc ac tgtgggtg tggtgtgcag gcagctgggc tgtgcagaca 2700 

aagggaaaat caaccctgca tctttagaca aggccatgtc cattcccatg tgggtggaca 2 760 

atgttcagtg tccaaaagga cctgacacgc tgtggcagtg cccatcatct ccatgggaga 2820 

agagactggc cagcccctcg gaggagacct ggatcacatg tgacaacaag ataagacttc 2880 

aggaaggacc cacttcctgt tctggacgtg tggagatctg gcatggaggt tcctggggga 2 940 

cagtgtgtga tgactcttgg gacttggacg atgctcaggt ggtgtgtcaa caacttggct 3000 

gtggtccagc tttgaaagca ttcaaagaag cagagtttgg tcaggggact ggaccgatat 3060 

ggctcaatga agtgaagtgc aaagggaatg agtcttcctt gtgggattgt cctgccagac 3120 

gctggggcca tagtgagtgt gggcacaagg aagacgctgc agtgaattgc acagatattt 3180 

cagtgcagaa aaccccacaa aaagccacaa caggtcgctc atcccgtcag tcatccttta 3240 

ttgcagtcgg gatccttggg gttgttctgt tggccatttt cgtcgcatta ttcttcttga 3300 

ctaaaaagcg aagacagaga cagcggcttg cagtttcctc aagaggagag aacttagtcc 3360 

accaaattca ataccgggag atgaattctt gcctgaatgc agatgatctg gacctaatga 3420 

attcctcagg aggccattct gagccacact gaaaaggaaa atgggaattt ataacccagt 3480 

gagttcagcc tttaagatac cttgatgaag acctggacta ttgaatggag cagaaattca 3540 

cctctctcac tgactattac agttgcattt ttatggagtt cttcttctcc taggattcct 3600 

aagactgctg ctgaatttat aaaaattaag tttgtgaatg tgactactta gtggtgtata 3660 

tgagaagaag aactccataa aaattcacct ctctcactga ctattacagt tgcattttta 3720 

tggagttctt cttctcctag gattcctaag actgctgctg aatttataaa aattaagttt 3780 

gtgaatgtga ctacttagtg gtgtatatga gactttcaag ggaattaaat aaat 3834 

<210> 598 

<211> 1024 

<212> DNA 

<213> Homo sapiens 
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<400> 598 
tttttttttg ggagttttaa aaaaatttat 
tcccttaatt agcacaggaa attgaaagtt 
cttcaacaga caatactcag catttatact 
cgttttctgt ttttgtttcc ttaggaacaa 
ataacaccat aaatccaaga taataagtaa 
agaatttcat catataactt gaaatccaat 
aagaaacctt tttctgaaag acattatttt 
agtagaatct caacatcttg ttgagccagt 
gtggcaggga agctgccctg aagctgactg 
accgacgttc aaattcaaat caatacaggc 
gggaaatgag atctccatta tgtgcatcaa 
cttctctgca ctgctggtcc acatgttctc 
ttcttttaac atggtaagac tacacaggtg 
ggtaatacga tccctatttc aatatgtatc 
taacactata ttaaatatag ctataacttt 
ataagagata aatgaaagca gcagaaagaa 
gaaacgtgta aacataagct ttcattttat 
aaaa 



tggctatgtt 


tgattatcca 


caacagaatt 


60 


cr cr 1 1 aor a a 1 1 


crfcaaciacrfccfc 

y ^-»C*C*y CA Ih> \~ 


ctcrctcttcrt 


X w 


tgtaaataga 


attcgagtfct 


tcattgtttc 


180 


cracrcra tcraacr 


craaafcafcacrfc 

j C*C*w* J 


caacatthta 


240 


ttctataaag 


ttttccagtt 


tcattaattc 


300 




LLLLL Lay eld 


dCaaaadLta 




ccagtattag 


gccaatttgt 


cctcaaatta 


420 


ttgtaaattc 


caacttcatt 


taatgctgct 


480 


gcagtacatc 


ctttccagca 


gtagtgcaga 


540 


ttcttttata 


tgtttaggga 


aaacaaagga 


600 


ttatattaca 


attttgagaa 


tcctaaacag 


660 


tataaaaata 


tttatggatt 


tattatttgg 


720 


cagagttgct 


atttctttag 


attactataa 


780 


cgttatttcc 


ctaaatacaa 


tacttaatat 


840 


aggtagatta 


gaacatggga 


aaagacaaaa 


900 


cattaaaata 


aattttaaaa 


acagtcctat 


960 


aagtctaaaa 


ggaatgcttt 


ataacctcac 


1020 








1024 



<210> 599 
<211> 444 
<212> DNA 
<213> Homo sapiens 



<400> 599 

caccattatt gtgcatctag ttccccggag ggccagcaca gtggccacca gcacccacag 60 

aaccacagtg ccctcaacga tgacacccat gctcgtgaca gacacagagg ctttctggca 120 

gccacagccc tggtttgtgg tggtgttgac agcaactggt gctcttctcc tcttggccct 180 

aggctggctt cttggcaggc tcctccaggg gttggcccag ctgctgcaag cacccagcaa 240 

accagcccag gctttgctgc taaacagcat ccagggaact gagggatcca tcgagggttt 3 00 

cctggaggca ccgaagatgg agatgtccca ggcacccagc agtgtcatga gtctgcagca 360 

ttttgatggc agaacacaag actcccgtac cggaagagac taccttgtta acacacacac 420 

aggagcccgg cgctggctct gagg 444 



<210> 600 
<211> 380 
<212> DNA 
<213> Homo sapiens 



<400> 600 

gcaagtaatt tcagatcctg aatagcaagt atctttactt ccttcctggg atcattcatc 60 

aaattctgca tcaaaagttg aatctgctta ggtgtatcaa ccaaagatga cgctgcaagc 120 

agagtgaaag tgtgcaaaga cccaatcacc attttggtgg acggatagga tgtgaccagc 180 

tgttgtaaaa gctgacgagc actggaagcc aagattgcat catggtgcat gtgctgtaga 240 

atgggtatca attttagctt caagtctact ggtgtcgata aaccttgaat catttcactg 300 

attttgttac agattcctac agcaaaatcc tttgactgtg cagagaagtt tgcagcagca 360 

aaatcagcag aatcaacttc 380 
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<210> 601 
<211> 667 
<212> DNA 
<213> Homo sapiens 



<400> 601 

agagacagca ccggtccgga attcccggcg cgacaccacg cgtccgctaa tatattacta 60 

gaaaattacc ttccagagta gagttgcaca cccagttatg gatccaccta aatggtcctc 120 

atactcagtc caggtctctc catcctgttc accaagatga gtgagacctt ttccagttct 180 

cttctgaagc tcagctccag tatctgcata tttcccctat gtatcaatat gataatttgc 240 

taccaaaaaa aatctcaata attcactatg agttggtttt tatgagcata tgctacagtc 300 

tggtaatttt tatttgatat tttgggttct cagaaacaga atagttatta gttagttcct 360 

agctggcaat cataatcaat gataattaat gacgccatac cttcagtgtt tccaaatcta 420 

acaaactttg tcattaaatt ctcacattaa gctacgtgtg gtagctcaca cctgtaatcc 480 

cagcactttg ggaggctgag gtggcaggat tgcttgaggc caggagtttg atactatccc 540 

tggcaacata gtgagacctt atctttacta aaaaaaactt taagattacc tgactttgat 600 

ggcgcctgcc tgtaatccca actatgcggg aaactgaggc aggatggcac tgtgccacca 660 

caatcct 667 



<210> 602 

<211> 615 

<212> DNA 

<213> Homo sapiens 



<400> 602 

cctttaaaaa ctaaatgt cc tttgttaaat taatgaaaag ccaccagatg gggaggatga 60 

caggggcctg aattctgcta agatgtaggc atagttaaat gattaccagt cattattctg 120 

gagggcccaa tatttgcaat ttccccaatt acttctgtaa ataacatcat tattatagaa 180 

gcgaagatta accttttgag atgtcttttc aggcttttgt atttctgatg atcggatggc 240 

tccacccaga cccaagactc atgactcaga ggtcctgtgg gccccaccca gaagtggact 300 

cagcacagga ggaccatttt tcacacccct atgatatccc caaccaatca gcaccacccc 360 

ttccctagcc cacaaaacta tctttaaaaa actcgagcct ctagctaggc atggtggttc 420 

acatctgtaa tcccagcatt tggggaggct aaggtgggaa gattccttaa gctcaagagt 480 
tcaagaccag cctgggaaac acttggagac cgcatctcta caaaaaaaaa aaaaaggggg . 54 0 

gggcctttta agggaaccca gtttaaaggc cggggggtgg aaaggaatta tttttttaat 600 

ggggccccta aatta 615 



<210> 603 

<211> 15731 

<212> DNA 

<213> Homo sapiens 



<400> 603 

cgcgcggccc cctccagccc ccggctcccg gcagcagaag cagaaggcag cgccaggggc 60 

cgccgccgcc gccgagctcc gcggggctcg ggagccggcc ccggcgagga ggcgcggaac 120 

catggccgat gggggcgagg gcgaagacga gatccagttc ctgcgaactg atgatgaagt 180 

ggttctgcag tgcaccgcaa ccatccacaa agaacaacag aagctatgct tggcagcaga 24 0 

aggatttggc aacagacttt gtttcttgga gtccacttcc aattccaaga atgtgccccc 3 00 

agacctctcc atctgcacct ttgtgctgga gcagtccctc tctgtccggg cgctgcagga 360 

gatgctggct aacaccgtgg agaaatcaga agggcaagtt gatgtggaaa aatggaaatt 420 

catgatgaag actgctcaag gtggtggtca tcgaacactc ctctacggac atgccatatt 480 

gctgcgccat tcctatagtg gcatgtatct gtgctgcctg tccacctccc ggtcttcaac 540 
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tgataagctg gcttttgatg ttggcttgca agaggacacc acaggggagg cttgttggtg 600 

gaccatacac cctgcctcta agcagcgatc agaaggagaa aaagtacgag ttggagatga 660 

cctcatctta gttagcgtgt cctctgaaag gtacttgcac ttgtcttatg gcaacggcag 720 

cttacacgtg gatgccgctt tccagcagac tctctggagc gtggccccaa tcagctcagg 780 

aagtgaggca gcccaagggt atctcattgg tggtgatgtc ctcaggttgc tgcatggaca 840 

catggacgag tgtctcactg tcccttcagg agaacatggt gaagagcagc ggagaactgt 900 

tcattatgaa ggtggcgctg tgtctgttca tgcacgttcc ctttggagac tagagacgct 960 

aagagttgcg tggagtggaa gccacataag atggggacag ccattccgac tacgccatgt 1020 

cacaacagga aaatacttga gtctcatgga agacaaaaac cttctactca tggacaaaga 1080 

gaaagctgat gtaaaatcaa cagcatttac cttccggtct tccaaggaaa aattggatgt 1140 

aggggtgaga aaagaagtag atggcatggg aacatctgaa ataaaatacg gtgactcagt 1200 

atgctatata caacatgtag acacaggcct atggcttact taccagtctg tggacgtgaa 1260 

atccgtgaga atgggatcta tacaacgtaa ggctattatg catcatgaag gccacatgga 1320 

tgatggcata agtttgtcga gatcccagca tgaagaatca cgcacagccc gagttatccg 13 80 

gagcacagtc ttccttttca atagatttat aaggggcctt gatgctctca gcaagaaagc 144 0 

gaaggcttcc acagtcgatt tgcctataga gtccgtaagc ctaagtctgc aggatctcat 1500 

tggctacttc caccccccag atgagcattt agagcatgaa gacaaacaga acagactacg 1560 

agccctgaag aatcggcaaa atctcttcca ggaagaggga atgatcaacc tcgtgcttga 1620 

gtgcatagac cgtttgcacg tctacagcag' tgcagcacac tttgctgatg ttgctgggcg 1680 

agaagca'gga gagtcttgga aatccattct gaattctctg tatgagttgc tggcggctct 1740 

aattagagga aatcgtaaaa actgtgctca attttctggc tccctcgact ggttgatcag 1800 

cagattggaa agactggaag cttcttcagg cattctggaa gttttacact gtgttttagt 1860 

agaaagtcca gaagctctaa atattattaa agaaggacat attaaatcta ttatctcact 1920 

tttagacaaa catggaagaa atcacaaggt tctggatgtc ttgtgctcac tctgtgtttg 1980 

ccacggggtt gcagtccgtt ctaaccagca tctcatctgt gacaatctcc taccaggaag 2 040 

agacttgtta ttgcagacac gtcttgtgaa ccatgtcagc agcatgagac ccaatatttt 2100 

tctgggcgtc agtgaaggtt ctgctcagta taagaaatgg tactatgaat tgatggtgga 2160 

ccacacagag ccctttgtga cagctgaagc aactcacctg cgagtgggct gggcttccac 2220 

tgaaggatat tctccctacc ctggaggggg cgaagagtgg ggtggaaatg gtgttggaga 2280 

tgatctcttc tcctatggat ttgatggcct tcatctctgg tcaggttgta ttgctcgtac 2340 

tgtaagctca ccaaaccaac atctgttaag aactgatgat gtcatcagtt gctgtttaga 2400 

tctgagtgcc ccaagcatct cgttccgaat taatggacaa cctgttcaag gaatgtttga 2460 

gaatttcaac atcgatggcc tcttctttcc agtcgttagt ttctctgcag gaataaaagt 2520 

acgctttctg cttggagggc gacatggaga attcaaattt cttcctccac ctgggtatgc 2580 

tccttgttat gaagctgttc tgccaaaaga aaagttgaaa gtggaacaca gccgagagta 2640 

caagcaagaa agaacttaca cacgcgacct gctgggcccc acagtttccc tgacgcaagc 2 700 

tgccttcaca cccatccctg tggataccag ccagatcgtg ttgcctcctc atctagaaag 2 760 

aataagagaa aaactggcag agaatatcca tgaactctgg gttatgaata aaattgagct 2 820 

tggctggcag tatggtccgg ttagagatga caacaagaga caacacccat gcctggtgga 2880 

gttctccaag ctgcctgaac aggagcgcaa ttacaactta caaatgtcgc ttgagaccct 2 940 

gaagactttg ttggcattag gatgtcatgt gggtatatca gatgaacatg ctgaagacaa 3000 

ggtgaaaaaa atgaagctac ccaagaatta ccagctgaca agtggataca agcctgcccc 3 060 

tatggacctg agctttatca aactcacccc atcgcaagaa gcaatggtgg acaagttggc 3120 

agaaaatgca cataatgtgt gggcgcggga tcgaatccgg cagggctgga cttatggcat 3180 

ccaacaggac gtaaagaaca gaagaaatcc tcgccttgtt ccctacactc ctctggatga 3240 

ccgaaccaag aaatccaaca aggacagcct ccgcgaggct gtgcgcacgc tgctggggta 3300 

cggctacaac ttggaagcac cagatcaaga tcatgcagcc agagccgaag tgtgcagcgg 3360 

caccggggaa aggttccgaa tcttccgtgc cgagaagacc tatgcagtga aggccggacg 3420 

gtggtatttt gaatttgaga cggtcactgc tggagacatg agggttggtt ggagtcgtcc 3480 

tggttgtcaa ccggatcagg agcttggctc agatgaacgt gcctttgcct ttgatggctt 3540 

caaggcccag cggtggcatc agggcaatga acactatggg cgctcttggc aagcaggcga 3600 

tgtcgtgggg tgtatggttg acatgaacga acacaccatg atgttcacac tgaatggtga 3660 

aatccttctt gatgattcag gctcagaact ggctttcaag gactttgatg ttggcgatgg 3720 

attcatacct gtgtgtagcc ttggagtggc tcaagtgggt aggatgaact ttggaaagga 3780 

tgtcagcacc ttgaaatatt tcaccatctg tggcttacaa gagggctatg aaccatttgc 3840 

cgttaataca aacagggata ttaccatgtg gctgagcaag aggcttcctc agtttcttca 3900 

agttccatca aaccatgaac atatagaggt gaccagaata gacggcacca tagacagttc 3960 

cccatgttta aaggtcactc agaagtcttt tggttctcag aacagcaaca ctgatatcat 4020 

gttttatcgc ctgagcatgc cgatcgagtg cgcggaggtc ttctccaaga cggtggctgg 4080 
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agggctccct ggggctggcc ' tttttgggcc caagaatgac ttggaagatt atgatgctga 4140 

ttctgacttt gaggttctga tgaagacagc tcatggccat ctagtgcccg atcgtgttga 4200 

caaagacaaa gaagctacta aaccagagtt taacaaccac aaagattatg cccaggaaaa 4260 

gccctctcgt ctgaaacaaa gatttttgct tagaagaaca aagccagatt acagcacaag 4320 

ccattctgca agactcaccg aagatgtcct tgctgatgat cgggatgact atgatttctt 4380 

gatgcaaacg tccacgtact attactcagt gagaatcttt cctggacaag aacctgctaa 4440 

tgtctgggtg ggctggatta catcagattt ccatcagtat gacacaggct ttgacttgga 4500 

cagagttcgc acagtaacag ttactctagg agatgaaaaa ggaaaagtgc atgaaagcat 4560 

caaacgcagc aactgctata tggtatgtgc gggtgagagc atgagccccg ggcaaggacg 4620 

caacaataat ggactggaga ttggctgtgt ggtggatgct gccagcgggc tgctcacatt 468 0 

cattgccaat ggcaaggaac tgagcacata ctatcaggtg gaaccgagta caaaattatt 4740 

tcctgcggtt tttgcacaag ctacaagtcc caatgttttc cagtttgagt tgggaagaat 4800 

aaagaatgtg atgcctctct cggcgggatt attcaagagt gagcacaaga accccgtgcc 486 0 

gcagtgcccc ccgcgcctcc acgtgcagtt cctgtcacac gtcctgtgga gcagaatgcc 4 920 

caaccagttt ttgaaggtag atgtgtctcg aataagtgaa cgccaaggct ggttggtgca 4 980 

gtgtttggat cctctgcagt tcatgtctct tcatatccct gaggaaaaca gatctgttga 5040 

catcttagag ttgacagagc aggaggaatt gctgaaattt cactatcaca ctctccggct 5100 

ctactcagcc gtctgtgctc ttgggaacca ccgggtggcc catgccctgt gcagccatgt 5160 

ggatgaacct cagctcctct atgccattga gaacaagtac atgcctggtt tgctgcgtgc 5220 

tggctactat gacctgctga ttgacatcca cctgagctcc tatgccactg ccaggctcat 5280 

gatgaacaac gagtacattg tccccatgac ggaggagacg aagagcatca ccctgttccc 5340 

tgatgagaac aaaaaacacg gccttccagg gatcggcctc agcacctccc tcaggccacg 540 0 

gatgcagttt tcctccccca gttttgtaag cattagtaat gaatgttacc agtacagtcc 546 0 

agagttccca ctggacatcc tcaagtccaa aaccatacag atgctgacag aagctgttaa 552 0 

agagggcagt cttcatgccc gggacccagt tggagggact actgaattcc tctttgtacc 5580 

tctcatcaag cttttctata ccctgctgat catgggcatc tttcacaacg aggacttgaa 5640 

gcacatcttg cagttgattg agcccagtgt gtttaaagaa gctgccactc cggaggagga 5700 

gagtgacacg ctggagaaag agctcagtgt ggacgatgca aagctgcaag gagctggtga 5760 

ggaagaagcc aaggggggca agcggcccaa ggaaggcctg ctccaaatga aactgccaga 5820 

gccagttaaa ttgcagatgt gcctactgct tcagtacctc tgtgactgcc aggtccggca 5880 

ccggatagaa gccattgtag ccttttcaga tgattttgtg gctaagctcc aagacaatca 5940 

acgtttccga tacaacgaag tcatgcaagc cttaaacatg tcagctgcac tcacagccag 6000 

gaagacaaag gaatttagat caccacctca agaacagatc aatatgcttc tcaattttaa 6060 

ggatgacaaa agtgaatgtc catgtccaga agaaattcgt gaccaactat tggatttcca 6120 

tgaagatttg atgacacatt gtggaattga gctggatgaa gatgggtctc tggatggaaa 6180 

cagtgattta acaattagag ggcgtctgct atccctggta gaaaaggtga catatctgaa 6240 

gaagaagcaa gcagaaaaac cagttgagag tgactccaaa aagtcctcca ctctgcagca 63 00 

gctgatttct gagaccatgg tccgatgggc tcaggagtct gtcattgaag accccgagct 63 60 

ggtgagggcc atgtttgtgt tgctccatcg gcagtatgac ggcattgggg gtcttgttcg 6420 

ggccctgcca aagacctaca cgataaatgg tgtgtccgtg gaggacacca tcaacctgct 64 80 

ggcatccctt ggtcagattc ggtccctgct gagtgtgaga atgggcaaag aagaagagaa 6540 

gctcatgatt cgtggattag gggatattat gaataacaaa gtgttttacc agcaccctaa 66 00 

tctcatgagg gcactgggga tgcacgagac tgtgatggag gtcatggtga acgtccttgg 6660 

aggtggagag tccaaggaaa tcacctttcc caagatggtg gccaactgtt gccgttttct 6720 

ctgttacttc tgtcgtataa gtaggcagaa tcaaaaagct atgtttgatc atctcagtta 6780 

tttactggaa aacagcagtg ttggtcttgc ctccccagct atgagaggtt caacaccact 6840 

gg at gtggct gcagcttcgg tgatggataa taatgaacta gcattagctc tgcgtgagcc 6900 

ggatctagaa aaggtagttc gttatttggc tggttgtgga ctgcaaagtt gccagatgct 6960 

ggtgtctaag ggctatccag acattgggtg gaacccagtt gaaggagaga gatatcttga 7020 

ctttctcaga tttgctgtct tctgtaatgg ggagagtgtg gaggaaaatg caaatgtcgt 7080 

ggtgagattg ctcattcgga ggcctgagtg ttttggtcct gctttgagag gagaaggtgg 7140 

gaatgggctt cttgcagcaa tggaagaagc catcaaaatc gccgaggatc cttcccgaga 7200 

tggtccctca ccaaatagcg gatccagtaa aacacttgac acagaggagg aggaagatga 7260 

cactatccac atggggaacg cgatcatgac cttctattca gctttgattg acctcttggg 7320 

acgctgtgct cctgagatgc atttgattca tgccgggaag ggagaagcca tcagaattag 7380 

gtccattttg agatccctca ttcccctggg agatttggtg ggcgttatca gcatcgcttt 7440 

tcagatgcca acaatagcca aagatgggaa tgtggtggaa cctgacatgt ctgcggggtt 7500 

ttgcccagat cacaaggcag ccatggtttt attccttgac agggtctatg ggattgaggt 7560 

tcaagacttc ctcctccatc ttcttgaggt tggctttctg ccagatctcc gggcggctgc 7620 
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ttctttagat acggcagctt tgagtgctac agacatggcc ttggccctca atcggtacct 7680 

ttgcacagcc gtcttgccat tgttaacaag atgtgctcct ctctttgctg gcacagagca 7740 

ccacgcttct ctcattgact cattacttca tactgtgtat agactttcta agggctgttc 7800 

acttaccaaa gctcagcggg attccataga agtttgttta ctctctattt gtggacaact 7860 

gagaccttct atgatgcagc acttactcag aagattagta tttgatgtcc cattattaaa 7920 

tgaacacgca aagatgcctc ttaaactgct gacaaatcat tatgaaagat gctggaaata 7980 

ttactgcctg cctggagggt ggggaaactt tggtgctgcc tcagaagaag aacttcattt 8040 

atcaagaaag ttgttctggg gcatttttga tgccctgtct caaaagaaat atgaacaaga 8100 

acttttcaaa ctggcactgc cttgcctgag tgcagttgcg ggagctttgc ctccagacta 8160 

catggagtca aattatgtca gtatgatgga aaaacagtca tcaatggatt ctgaagggaa 8220 

ctttaaccca caacctgttg atacctcaaa tattacaatt cctgagaaat tggaatactt 8280 

cattaacaaa tatgcagaac actcccatga caaatggtca atggacaagt tggcaaatgg 8340 

atggatttat ggagaaatat attcagactc ttctaaggtt cagccattaa tgaagccata 8400 

taagctattg tctgaaaagg aaaaagaaat ttatcgctgg ccaatcaaag aatctttaaa 8460 

aactatgctg gctaggacta tgagaactga aagaactcgg gagggagaca gcatggccct 8520 

ttacaaccgg actcgtcgta tttctcagac aagccaggtt tctgtggacg ctgcccatgg 8580 

ttacagtccc cgggccattg acatgagcaa tgttacacta tctagagacc tgcatgctat 8640 

ggcagaaatg atggctgaaa actaccataa tatatgggca aagaaaaaga aaatggagtt 8700 

ggagtccaaa ggaggaggaa accatcctct gctggtgccc tatgatacac tgacagccaa 8760 

agagaaagcc aaggatagag aaaaagcaca ggacatcctc aagttcttgc agatcaatgg 8820 

atatgctgta tccagaggat ttaaggacct ggaactggac acgccttcta ttgagaaacg 88 8 0 

atttgcctat agtttcctcc aacaactcat tcgctatgtg gatgaagccc atcagtatat 8940 

cctggagttt gatggtggca gcagaggcaa aggagaacat ttcccttatg aacaagaaat 9000 

caagttcttt gcaaaagtcg ttcttccttt aattgatcag tatttcaaaa accatcgttt 9060 

atacttctta tctgcagcaa gcagacctct ctgctctgga ggacatgctt ccaacaaaga 9120 

gaaagaaatg gtgactagcc tattctgcaa acttggagtt cttgtcaggc ataggatttc 9180 

actatttggc aatgatgcaa catcaattgt caactgtctt catattttgg gtcagacttt 9240 

ggatgcaagg acagtgatga agactggcct ggagagtgtt aaaagtgcac tcagagcttt 93 00 

tctggacaac gctgcagagg atctggagaa gaccatggaa aacctcaagc agggccagtt .9360 

cactcacacc cgaaaccagc ccaaaggggt tactcagatt atcaattaca ccacagtggc 9420 

cctgctgcca atgctgtcgt cattatttga acatattggc cagcatcagt tcggagaaga 9480 

cctaatattg gaagatgtcc aggtgtcttg ttatagaatt ctgactagct tatatgcttt 9540 

gggaaccagc aagagtattt acgtggagag gcaacgttct gcattaggag aatgtctagc 9600 

tgcctttgct ggtgcttttc ctgtagcatt tttggaaact catctggaca aacataatat 9660 

ttactccatc tacaatacca agtcttcacg agaaagagca gctctcagtt tgccaactaa 9720 

tgtggaagat gtttgtccaa acattccgtc tttggagaaa ctcatggaag aaatcgtgga 9780 

attagccgag tccggcattc gctacactca aatgccacat gtcatggaag tcatactgcc 9840 

catgctttgc agctacatgt ctcgttggtg ggagcatgga cctgagaaca atccagaacg 9900 

ggccgagatg tgctgcacag ccctgaactc agagcacatg aacacacttc tagggaacat 9960 

attgaaaatc atatataata acttggggat tgatgaggga gcctggatga agaggctagc 10020 

agtgttttcc cagcctataa taaataaagt gaaacctcag ctcttgaaaa ctcatttctt 10080 

gccgttaatg gagaaactca agaaaaaggc agctacggtg gtgtctgagg aagaccacct 10140 

gaaagctgag gccagggggg acatgtcgga ggcagaactc ctcatcctag atgagttcac 10200 

cacactggcc agagatctct atgccttcta ccctctcttg attagatttg tggactataa 10260 

cagggcaaag tggctaaagg agcctaaccc agaagcagag gagctcttcc gcatggtggc 10320 

tgaagtgttt atctactggt cgaagtccca taatttcaaa agagaagagc agaacttcgt 10380 

tgtacagaat gaaatcaaca atatgtcttt ccttattact gataccaagt caaagatgtc 10440 

aaaggcagct gtttctgatc aggaaaggaa gaaaatgaag cgcaaaggag atcggtattc 10500 

catgcagacc tctctgattg tagcagctct gaagcggtta ctgcccattg ggttgaacat 10560 

ctgtgcccct ggggaccagg agctcattgc tctggccaaa aatcgattta gcctgaaaga 10620 

tactgaggat gaagtacgag atataatccg cagcaatatt catttacaag gcaagttgga 10680 

ggatcctgct attagatggc aaatggctct ttacaaagac ttaccaaaca ggactgatga 10740 

tacctcagat ccagagaaga cggtagaaag agtattggat atagcaaatg tgctttttca 10800 

tcttgaacag aagtctaaac gtgtgggtcg aagacattac tgtctggtgg aacatcctca 10860 

gagatctaaa aaggctgtat ggcataaact actgtctaag cagaggaaaa gggctgttgt 10920 

agcctgcttc cggatggccc ccttatataa tctgccaagg catcgggctg tcaatctctt 10980 

tcttcaggga tatgaaaagt cttggattga aacagaagaa cattactttg aagataaact 11040 

gatagaagat ttagcaaaac ctggggctga acctccagaa gaagatgaag gcactaagag 11100 

agttgatcct ctacatcagc tgatccttct gtttagtcgg acagctttaa cagagaaatg 1116 0 
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caaactggag 
tgatgaggaa 
aaagcaaaag 
gctacagaca 
acttggaatt 
cctcaaggag 
tagtgtcctt 
gacagaggaa 
ccgattcctg 
tcagactggc 
agttcaggaa 
acaaggacaa 
tacagagtat 
gtgggatgct 
ggattccagt 
catgttgctg 
ggatatgctt 
cttaaaacta 

gggagtcatt 

gtcagaaacg 
cgaagagttc 
ccttctgaca 
attagcagag 
aagcgccaaa 
ggagaagccc 
cggagagaaa 
gcagctggcg 
aagcgagaag 
ggtcaggtcg 
tctgaagagc 
cacggccttc 
cgttttcaga 
aggtgctaaa 
tgaggttaga 
cgaggatctg 
tggcctggat 
tgggctcagt 
ggaacagaag 
aaaagccgag 
aaagttgagg 
ctggaagaaa 
caacatgaga 
taaggtctcc 
aaatgccaaa 
actagaggag 
ggtcatttct 
taagcgagaa 
gccttcagaa 
tcccaacaac 
ctacggccga 
tgatgccaga 
cattgatgtg 
ctacctagcc 
cgctcacctt 
aactcacaat 
atacactgtg 
tacaccagat 
agttcgtgct 
gatctatcga 



gaagattttt 
gatgacgatg 
cttctatacc 
atcagtgcca 
gctattttaa 
aaaaaggatg 
gacctaaatg 
ggatcaggag 
caactactct 
aataatacaa 
tcaattagtg 
cggaatttct 
attcagggtc 
gtggtcggct 
caaattgagc 
tccatgttag 
gtggaatctt 
aaggatttga 
ttcaagaggg 
gaatttcttt 
gtcaaacgct 
aacctctctg 
agcgtcctga 
cgcatcgaga 
caggtcaagg 
gagaagatgg 
gctcagatct 
gagaggccgg 
gccctgtttg 
ctgaagaagc 
ttttcatcct 
ggctttttcc 
aagatcaaag 
ggagatgggg 
accgacttaa 
ctgaagagag 
gacctcatga 
gcaaaagaag 
ggagaagatg 
cagcttcaca 
atcatagcat 
atgttagcct 
acttcttctg 
gtgacaagcc 
agcagcggct 
ttcttctgca 
aaggaagtgg 
gatgatatta 
tactgggaca 
gacagaatca 
gaaaagaaga 
aagtatcaga 
tggtatatga 
ctcgacattg 
ggcaaacagc 
gtggcattca 
atgaaatgtg 
ggaggaggga 
atcatctttg 



tatatatggc 
gtgaagagga 
agcaagcccg 
gcaaaggtga 
a tggtgggaa 
tgggcttctt 
catttgagcg 
aaaaggttct 
gtgagggaca 
ctgtcaacat 
acttttattg 
ccaaagctat 
cttgcactgg 
ttcttcatgt 
tattaaaaga 
aaggtaatgt 
ccaacaacgt 
cgtcgtctga. 
acttccacaa 
tgtcttgtgc 
tccacgaacc 
agcacatgcc 
attatttcca 
gggtctattt 
agtccaaaag 
aactctttgt 
cggagtcgga 
aagagcaggg 
cgctcaggta 
agatgaaaaa 
actggagtat 
gcatcatttg 
ttgcagaact 
aggagggaga 
aggagctgac 
aaggaggaca 
gcaacccagt 
aagaaaagga 
gagaaaaaga 
cacacagata 
atcaacagaa 
tatttgtcgc 
tggttgaagg 
tggacagcag 
acatggagcc 
tcattggata 
cacggaaatt 
aaggccagtg 
aatttgttaa 
gtgaattact 
agccaaagaa 
tgtggaaact 
ctatgtctgt 
ctatgggatt 
tcgtattaac 
attttttccg 
acgatatgct 
tcggggatga 
acatcacttt 



ctatgcagat 
agtgaagagt 
actccacgat 
aactggacca 
ctccacag'ta 
tcagagcctg 
acaaaacaaa 
gcaggacgat 
caactcagat 
aattatctcc 
gtattactct 
ccaagtggca 
gaatcaacag 
gtttgcccat 
attaatggat 
tgttaatgga 
ggagatgatt 
tacttttaaa 
agcgatggag 
ggagacggat 
tgcgaaggac 
caacgatacc 
gccctttctg 
tgaaatcagt 
acagttcata 
gaacttctgc 
cttgaacgag 
gccgaggatg 
caatatcttg 
agtaaaaaag 
tttcatgacc 
cagcctgctg 
gttagccaac 
gaggaaaccc 

agaggaaagt 

gtacaaactg 
ccccatgcct 
agaaaaagaa 
agagaaagcc 
cggagaacca 
acttctaaac 
atttgctatc 
aaaggagctc 
ctcccataga 
cacgttgcgt 
ctactgcttg 
ggaatttgat 
ggatagactc 
aagaaaggtt 
tggcatggac 
agacagctcc 

aggagtcgtt 

tcttggacac 
caagacatta 
cgttggctta 
aaaattctac 
aacatgctat 
aatcgaagac 
cttcttcttt 



attatggcaa 
tttgaagaaa 
cgtggcgcgg 
atggtagcag 
cagcagaaaa 
gccggcctga 
gctgaaggtc 
gagttcacct 
tttcagaatt 
actgtagact 
gggaaagatg 
aaacaagtct 
agtttggcac 
atgcagatga 
ctgcagaagg 
acgattggca 
ctcaaatttt 
gaatatgacc 
agccataagc 
gagaatgaaa 
atcggcttca 
cgacttcaga 
ggccgcatcg 
gagtccagcc 
tttgacgtgg 
gaggacacca 
aggtcagcga 
gctttcttct 
acccttatgc 
atgaccgtga 
ctcttgcact 
cttgggggaa 
atgccagacc 
ctggaagccg 
gaccttcttt 
attcctcata 
g a ggtgcagg 
gaaaccaaat 
aaggaagaca 
gaagtgccag 
tattttgctc 
aatttcatct 
cccacgagaa 
atcatcgcag 
atcttagcta 
aaagtcccat 
gggctttata 
gtaatcaaca 
atggataaat 
aaggcagctc 
ttatcagctg 
ttcactgaca 
tataacaact 
agaaccatct 
ttagctgttg 
aataaaagtg 
atgttccaca 
ccagcaggag 
gttattgtca 



agagttgtca 
aagaaatgga 
ctgagatggt 
ctactctgaa 
tgcttgacta 
tgcagtcatg 
ttgggatggt 
gtgacctctt 
atctgagaac 
acctactgag 
ttattgatga 
ttaacactct 
acagcaggct 
agctgtcgca 
atatggtggt 
aacagatggt 
ttgacatgtt 
ccgatggcaa 
actacacgca 
ccctcgacta 
acgtcgccgt 
cttttctgga 
aaatcatggg 
gaacccagtg 
tcaacgaagg 
tctttgaaat 
ataaggaaga 
ccattctgac 
gaatgctcag 
aggacatggt 
tcgtggccag 
gcctcgtcga 
ccactcagga 
ccctgccctc 
cggacatctt 
atccaaatgc 
aaaaatttca 
ctgaacctga 
agggcaaaca 
agtcagcatt 
gcaactttta 
tgctctttta 
gttcaagtga 
ttcactatgt 
ttctgcacac 
tggttatttt 
ttacagaaca 
cacagtcatt 
atggagagtt 
tggacttcag 
tactgaactc 
actccttcct 
ttttttttgc 
tgtcctcagt 
ttgtatacct 
aagatggtga 
tgtatgttgg 
atgaatatga 
ttctcttggc 



11220 
11280 
11340 
11400 
11460 
11520 
11580 
11640 
11700 
11760 
11820 
11880 
11940 
12000 
12060 
12120 
12180 
12240 
12300 
12360 
12420 
12480 
12540 
12600 
12660 
12720 
12780 
12840 
12900 
12960 
13020 
13080 
13140 
13200 
13260 
13320 
13380 
13440 
13500 
13560 
13620 
13680 
13740 
13800 
13860 
13920 
13980 
14040 
14100 
14160 
14220 
14280 
14340 
14400 
14460 
14520 
14580 
14640 
14700 
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cataatacaa ggtctaatta ttgatgcttt tggagaacta agagaccaac aggaacaagt 14760 

caaagaagac atggagacca aatgcttcat ctgtgggata ggcaatgatt acttcgacac 14820 

agtgccacat ggctttgaaa cccacacttt acaggagcac aacttggcta attacttgtt 14880 

ttttctgatg tatcttataa acaaagatga aacagaacac acaggacagg aatcttatgt 14940 

ctggaagatg tatcaagaaa ggtgttggga atttttccca gcaggggatt gcttccggaa 15000 

acagtatgaa gaccagctaa attaaactca gacccaatca cctctaaaaa ccaaaaccct 15060 

acccctctct ctccctctct caatttctct gctctcttgg aaacattttg ctgattttgt 15120 

gaattgccag cgatgtgtgt tttctgggag catcgaagct ctgtttcgga agagctgttt 15180 

cctcccccca ccttttgtat ttactttgag actaaagact gaagaataat ctaaattcat 15240 

actcagacaa aaaaaggaat tctggaaaga aaaccattct ggacactgtc ataacacaca 15300 

tagatagatt ttcttctgag actcccggag tcttctcgag ctacgagacc ttcacagaga 15360 

cacgtggcag ccacactcac ccagcctctt tatttcacca tcctggaagg aaactgtctg 15420 

tctaatggtc acagagcact gtagcactta acagattgcc atggacacca gttgcgaagg 15480 

gaaatagtgc cttactatat gtgggttgag ctatgcagaa gatacgtgca tgaaaaaaca 15540 

tctttatttt ctttatgtcg acctttcttt tcttagattg attttgtgag gttttttttt 15600 

tttcctttag tcttttcttt agtgggggag ggtaagaaaa gcagtttgca cttaaaaaga 15660 

aaaaaaaaaa acgggtggtg tgtctcagga caaaaggagg ctcttctcat tcagctaaat 15720 

tcacatttgc c 15731 



<210> 604 
<211> 894 
<212> DNA 
<213> Homo sapiens 



<400> 604 

cccactcctt cgccatctac caccaaagcc tcttccggat cctcaaggtc ttcaagagcc 60 

tgcgggccct gagggaatcc gggtcctgcg gaggctcagc ttcctgacca gcgtccagga 120 

agtgacaggg accctgggcc agtccttgcc gtccatcgca gccatcctca tcctcatgtt 180 

tacctgcctc ttcctcttct ccgcggtcct ccgggcactg ttccgcaaat ctgaccccaa 240 

gcgcfctccag aacatcttca ccaccatctt caccctcttc accttgctca cgctggatga 300 

ctggtccctc atctacatgg acagccgtgc ccagggcgcc tggtacatca ttcccatcct 360 

cataatttac atcatcatcc agtacttcat cttcctcaac ctggtgatta ctgtcctggt 42 0 

ggatagcttc cagacggcgc tgttcaaagg ccttgagaaa gcgaagcagg agagggccgc 480 

ccggatccaa gagaagctgc tggaagactc actgacggag ctcagagctg cagagcccaa 540 

agaggtggcg agtgaaggca ccatgctgaa gcggctcatc gagaaaaagt ttgggaccat 600 

gactgagaag cagcaggagc tcctgttcca ttacctgcag ctggtggcaa gcgtggagca 660 

ggagcagcag aagttccgct cccaggcagc cgtcatcgat gagattgtgg acaccacatt 720 

tgaggctgga gaagaggact tcaggaattg accccaggag gacaccagat acagacttca 780 

gcccctggca gtctgcccac ctgggtgcac tgggacgggt ccccagatct gctggaatga 840 

ttgtccgggg ctgcagagca ggggccccaa cagagttttt aaaccccaaa aaaa 894 



<210> 605 

<211> 6517 

<212> DNA 

<213> Homo sapiens 



<400> 605 

cctaaattag gttgtagttc accacttgta gaggcagctt caggccaaat ttaatttaat 60 

ttaataaact aatgaaataa ataagggaga gtctgattca gttgaattgt atttggagtt 120 

agaaatgttt attttaaagt tcaccagagg atttaaatat acactgaagt ttaagaatca 180 

ttgctgtaca aaggtgaaaa ataacatgct cttttaattt tgtagtctgt caagaactac 24 0 

accaaatgtc atgtgagaaa tgagcagatt tgtaacaaac ttaccagctg taaaagctgt 300 

tcactaaact tgaattgcca gtgggatcag agacagcaag aatgccaggc tttaccagct 360 
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catctttgtg gagaaggatg gagtcatatt ggggatgctt gtcttagagt caattccagt 420 

agagaaaact atgacaatgc aaaactttat tgctataatc ttagtggaaa tcttgcttca 480 

ttaacaacct caaaagaagt agaatttgtt ctggatgaaa tacagaagta tacacaacag 540 

aaagtatcac cttgggtagg cttgcgcaag atcaatatat cctattgggg atgggaagac 600 

atgtctcctt ttacaaacac aacactacag tggcttcctg gcgaacccaa tgattctggg 660 

ttttgtgcat atctggaaag ggctgcagtg gcaggcttaa aagctaatcc ttgtacatct 720 

atggcaaatg gccttgtctg tgaaaaacct gttgttagtc caaatcaaaa tgcgaggccg 780 

tgcaaaaagc catgctctct gaggacatca tgttccaact gtacaagcaa tggcatggag 840 

tgtatgtggt gcagcagtac gaaacgatgt gttgactcta atgcctatat catctctttt 900 

ccatatggac aatgtctaga gtggcaaact gccacctgct cccctcaaaa ttgttctgga 960 

ttgagaacct gtggacagtg tttggaacag cctggatgtg gctggtgcaa tgatcctagt 1020 

aatacaggaa gaggacattg cattgaaggt tcttcacggg gaccaatgaa gcttattgga 1080 

atgcaccaca atgagatggt tcttgacacc aatctttgcc ccaaagaaaa gaactatgag 1140 

tggtccttta tccagtgtcc agcttgccag tgtaatggac atagcacttg catcaataat 1200 

aatgtgtgcg aacagtgtaa aaatctcacc acaggaaagc agtgtcaaga ttgtatgcca 1260 

ggttattatg gagatccaac caatggtgga cagtgcacag cttgtacatg cagtggccat 1320 

gcaaatatct gtcatctgca cacaggaaaa tgtttctgca caactaaagg aataaaaggt 13 80 

gaccaatgcc aattatgtga ctctgaaaat cgctatgttg gtaatccact tagaggaaca 1440 

tgttattaca gccttttgat tgattatcaa tttaccttca gcttattaca ggaagatgat 1500 

cgccaccata ctgccataaa ctttatagca aacccagaac agtcgaacaa aaatctggat 1560 

atatcaatta atgcatcaaa caactttaat ctcaacatta cgtggtctgt cggttcaaca 1620 

gctggaacaa tatctgggga agagacttct atagtttcca agaataatat aaaggaatac 1680 

agagatagtt tttcctatga aaaatttaac tttagaagca atcctaacat tacattctat 1740 

gtgtacgtca gcaacttttc ctggcctatt aaaatacaga ttgcattctc acaacacaat 1800 

acaatcatgg accttgtgca gttttttgtc accttcttca gttgtttcct atccttattg 1860 

ctggtggctg ctgtggtatg gaagatcaaa caaacttgtt gggcttctcg acggagagag 1920 

caactgcttc gagaacgaca gcagatggcc agccgtccct ttgcttctgt tgatgtagct 1980 

ctggaagtgg gagctgaaca aacagagttt ctgcgagggc cattagaggg ggcacccaag 2040 

ccaattgcca ttgaaccatg tgctgggaac agagctgctg ttctgactgt gtttctttgt 2100 

ctaccacgag gatcatcagg tgcccctccc cctgggcagt caggccttgc aattgccagt 2160 

gccctaatag atatttcaca acagaaagct tcagatagta aagataagac ttctggagtc 2220 

cggaatcgaa aacacctttc aacacgtcaa ggaacttgtg tctgagaaat ggaaaccgct 2280 

cctgtatatt ctgtactgtt ttacttcggg cttctgttaa agctgttcta tggccttgga 2340 

ttttatggag gcagatctct gtatcatcca gagcctgagt acagtttcct tccaaatgga 2400 

caatgaccca ggtggccaaa gaatgttcat gagttttata aaagtattga tggtcacagg 2460 

tgataaagtc agtttttacc actatcttag gcttattata gctaacatta aattactctg 2520 

gaaaaagatg tatattgttt cttaatgaag atgaaaaata tgtaattcat ataaatcaac 2580 

tgtttatatc ccaagacttt aaagaaagac attttttaat gcctgaatga tgagaattgt 2640 

acagtttttg cctcataagc aaacttgaat cacctgtgta tgaacaggga atgaacacat 2700 

tgcaatggct ttaaatgctc ttttatctcg ttgtaaaggt aaggcaagat tttgatgtag 2760 

taggatgtag gtaatgtatt taaatatttc atatgaccat atcgtgtcca aactcagtct 2820 

gaggaatgtg acagctttcc gcctaactag gaatgcagac caggaatgag ttccaactca 2880 

ttctgtggca actttcacag gggggtttta tttggaatgc tcagtgtaga ggacattcct 2940 

gtcatccatg ccaactacct aactcgttat tcagagctga taggagcatg ggaaaagtct 3000 

gtccagcgat cagttgttcc cctccttcca aaaacagcct ccaataccac aacctgaaaa 3060 

gagccgaaat ggttatttta cagcatacaa gcttctgctc cagtatgata atttttaatt 3120 

gcctaagaat cattggatca gacctaaatg atccatctgc atttttataa gaatggatct 3180 

ttctttgccc ttcctctcct agctgctaga ttttaactac cttttacaaa tgttacaaaa 3240 

tgtattttag aggcgacatc tctcaagatg acctgagttc cttcctgcca actgttccac 33 00 

ctagaataca agtagagaag agcactggct ggcaagcatc aacaggagtc ttcttcccaa 3360 

cacgagcgca tccatgtcct gagaaaaagt ctgtggttta gaaaatatgt ccatggttgc 3420 

ccacagtcag cacactctta gtgactcaaa attctgaatt atggcagaaa ggaaaaataa 3480 

aacatacttc acattagaac acagaatcat ttacatccta atactgacca cagttcacta 3540 

aagctcagta gcattaacag atatagtttg gaattgcagt ttcctcactt cagggtgaca 3600 

agatatgtat aacagtgaca gaaatctcca aagctgctgg tatatggata tagctttgtt 3660 

aaatatggaa ggtcctttaa atacaattga tgtttagtac ctataatatg tacttttcca 3720 

tattcctttg gatttctgga aggttatgga cactttacct gtttaacagc taatgccata 3780 

gttacttgca tgcccatggt tgtacagtag cagactatga ccctattgtg atattaagtg 3840 

tttatttcat aatgccattt atacatagct gaatttggat gaggattgga atgtccatat 3 900 



407 



WO 01/54477 



PCT/US01/02687 



ataagaggaa atgatccata caatatgtag ttgccatcct taatgtaaga tttcctaggt 3960 

tgccatccta acccatgact atgtcattat tttgataatt aggcatttat gaattatagt 402 0 

atatattcct catgttggca tgataatttt gctattttcc atgcattaaa aataagacaa 4080 

attccttaga gtaattttag taattttatc tataatctgt ggggtttttt tggaggggga 4140 

ggccactggt tgtttctact tccctgtgat attttctctc tcattaaagg aatgagctaa 4200 

gtttgtaaat atctcctaaa aacaatcaag taattttatt agcttctttt ggaccctcta 4260 

aatattgact tctctcatga aaaaataaat tgatgaaact aatgattaca aagatataat 4320 

cattttttaa aaagtgattg cccaatgtat ttctctaaca attgtcacaa gagaaagcat 43 80 

aacaataaaa atacaaaaac atacagattt agatgtaaaa tctatataag ctatattttt 4440 

agggaggcta agcagatagt attactgtgg aagaattatc aagttttatt cacctcaaat 4500 

cccactgggt tcttaaaact tgaaaattca aattgtagag aattatgaga cacaatgtga 4560 

tgtttagtta aagtcatgct atacctttct gggccacata ttgctaactc tgtggctaat 4620 

tatgcaatta attctcaacg tatcaaagct tttcactggc agtaaattct ttgccctcag 4680 

gtgaagtgga ttgaaaagac atcaaggatc aaggataatc actttgaatc tgttggtttt 4740 

tccccctaca ttccagacac tttaaatttg gatgctttca ttttttttaa atcaaaccac 4800 

acaaatatgc agatactttc ccagaatttc gcagttaaat ggctgatcct cttgaaaact 4860 

aaccttaatg gaattctaaa catttcagtt tagaatgact ttgaaaaatt ccttagattt 4920 

ttaggatgtt ttattctgcc aagtatgaaa aaaaaatggt taaatacaat ggagttttaa 4980 

aaattaacct ggggattcta tttgaactag aaaattccta ttggaaaaga atttgcacat 504 0 

acttacagat tcagctaata aattttaaga ggattaggat tctcataatt ctttaaatga 5100 

aaatttgttt tagtgataca cagagatgcc gtatactata gtgttatgtt cagtaggaaa 5160 

acttcaaata gttcgtattt aaaaaggtaa ttgatccttg ctgtacttcc caacatctca 5220 

tcttctttta gctgcagcaa gatagaggtg actgtatggc tacagttcat ggtataagag 528 0 

catttagggt gcacactggc acacaggctg gaaaacgggc actggaccca gctttcaggt 5340 

gtgtggtgct gggtaagttt cacctttgaa gcctcagcct tccatctgta aagggcggta 5400 

atggtgccca cctttcgagg cattgcgagg ctagatggta acacacagaa agctcccaca 5460 

gtgggacctt gatgcagcgt agctggtatt aacaaccgtg gggacaccag gccactcttt 5520 

ttctaccagt tgttttatga atccacctat taattttcat ccatcttttg gtcgtaggta 5580 

aaggtcaatc aggtttttca aaaagactcc ctgaataact taagttcctg tatttctaag 5640 

atatagggat ttctacaaaa cgactttgac atttagtcaa taaagactta aactcttctt 5700 

aaatctatag ttttaggaga gtttttctta aaattactga ctgatgacat tgagacaaga 5760 

gcatcaatga tcacctttca cgtacaaact aggcaagaca gggtcagtgc ttacattttg 5820 

tggttataca tgatacatct tttctcagtg aacataaaac tatgatttga aaggtgtctt 5880 

atatttaaaa aagattgtaa aatgaaaact gaccaaatga actaattcta cccacctatg 5940 

gtctttttaa atgtcgagtt tcaaaaccca tttgccgtat actagagtga gcttggaaac 6000 

ttacctgatt acaggaattg cttgggttca ggcagattcc cactttcacc tctagagatt 6060 

tagattcaga aacactgggg taggccctgg agagcagtac tcttaacaag ctcctcagtg 612 0 

ettcttacca ttaggcaaat tagggaaaca ctgcattggg tcaaagtgct gcctttaatc 618 0 

gaccattaga gggagttctc taaataacaa agttattact ctaattcaaa atgctttaaa 624 0 

gaattttcca aggaatacaa gccatctggt tggtgttagt tatagcagtg atttcattag 6300 

agtgtacatt taacatttta gttttatcaa aattttttga aattaagaat tagaaccaga 63 60 

gctcctatca gtatatatgt acacaggtgt gcatgccagt gttcaaaaca gattgtgtaa 6420 

aagttcaagc ccgttttaga aagccaacat tttatgttat aatatgctgt taatcaggac 6480 

tttattaaat aaaaacattg gctcttccaa cccccac 6517 



<210> 606 

<211> 1433 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (1433) 
<223> n = a,t,c or g 



<400> 606 
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attctcaagt gctaaatgaa acatttaaga caggagtgga aactgttcac tttctcatat 60 

gaaagcaaga ttcagtgatt ctgtaaggag gtagtcactg gtattgtgtt aggtattaag 120 

gggcatatgt gcttaaacag agaaatatgt ctaaaatatt taaattctaa tataaaaaag 180 

aaagtgactg tattatttag ggctgcattt tagttgtaag aaaaaagtcc aactcaagca 240 

aaaatggccc acacaatgga acagtcccag gacccaccgg cttcaggggc tgctccagca 300 

atggcgcccg gactccctct tgctccgcgt gccttcccat gcactggctt cgtgcttcag 360 

cggggtctct gctgatggtg ccattgatga ctgacctcca tgagcttgct ttaccccctg 420 

ccagcttaag aacagtagtg aaagagaaca tgtgtgtcct cccatttcca gtaaaaactt 480 

caggcaggag cctcactggc tcagcttggt cccgtttcca tctcccatgc catctccggc 540 

caggtgacag gctaccatgt cactgcctag ggaagtttag gaagagagtg gcaaagtggt 600 

gcattagaaa gaacatggcc aggtcacccc acctcctggg cggcaggccc aactccacca 660 

gtggtccact gtgtgacttc cctgctccct ctaagcaagt cactcctctc ctctgggtct 720 

ctgtttcctt acctataaaa tgagaacgtt tcttcatgtg atctcaagtc ccttttaaaa 780 

tcgctaggat tctttgaaaa ccttttctat catctagtgc agagaacttg ttgaggaagt 84 0 

tgggattgga atgagcctca gcagatgggc aaggtttgaa taggaagaga agagacattt 900 

caggagaaag aaacaacata gagagacaga tgtaggtata agatatggta ataagccaaa 960 

atgtattaag agttataaat gcatgaaatc atcatcaaag cttgcttagt gattaactgc 1020 

ttatattttg ccagtgcata tgatgtgaca tttttcttta actcaaacac taaattacga 1080 

tgtcctcagg ttatcataaa ccccatttga cttcatgcct ctactctctc agggctggcg 1140 

ctgtgacaac tgccgcagac ctgggggtga acccccggcc cgaaggcact actggccagt 1200 

cctacaacca gtattctcag agataccatc agagaacaaa cactgtaagt gcattagcag 1260 

cacaagtgtg ttccctcata ctagacagtc tctttctaca ggtatctttc ttcagaatga 1320 

accaagtgtt ttaattaatt aaaaaaaaaa acaactcata aatgacttaa gtgaaacact 1380 

ggattccata atatnagtta agttataatt tatgtaactc ttggacatct cct 1433 



<210> 607 
<211> 363 
<212> DNA 
<213> Homo sapiens 



<400> 607 



tct 



aatgttgaat 


cttgatagac 


ttaaatgaaa 


60 


cacctaattt 


tcattgtggt 


tttagatcca 


120 


tatgactata 


agtttgtgaa 


atggatgact 


180 


aagattctgt 


tatattttat 


agttaatttt 


240 


cgatcaaatg 


taatggtgat 


atatgatact 


300 


tttgaaaatt 


attgggacta 


tttaaaagta 


360 








363 



<210> 608 
<211> 592 
<212> DNA 
<213> Homo sapiens 



<400> 608 

ctgaggacac atgttgatcc catatatgga tgtgcacatg tgactgcttt gatttttgtc 60 

tagtgtagac atgcctgaac atttatgttt tgaaatatgt aatactttgt taaatttctt 120 

ttctttcctt ctcctttgtg tcacagacca tgaaacaact ttttttgata gtggctggaa 180 

agcgtcgggt agtactgtta catgcaaggc tggttgatga agagcacagt ctctaggaat 240 

taggagtacc tcaattcaaa ggctgcctgt gtaactatgc atagcttatt acttcctttc 300 

ttcacaagtt tagacaagtt tgatcatggg aacaatgaga aactatgctc atgattgttc 360 

ttcaggaaga tttatctgat gcagtgcctg agtgtggaga gacacaagag ttaagtgatt 420 

gataaggagg caaaaccttg ggagaaaaga gcttctggac cagggtcttg acctagagga 480 
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aaaagattgg ctggatgtgg gaactcacac ctgttattcc agtactttgg gaggcatatg 540 
caagaggatt gctgggaccc cacaatttga taccagccta atgtctctac ca 592 



<210> 609 
<211> 592 
<212> DNA 
<213> Homo sapiens 

<400> 609 

cactgagcag gggaaggcta gcctaatcag ggatatgtcc agttcaaaaa tgtggaccgt 60 

tttgtggcac cgcttctcca tggtcctgag gctccccgag gaggcatctg cacaggaagg 120 

ggagctttcg ctatccagtc caccaagccc tgagccagac tggacactga tttctcccca 180 

gggcatggca gccctgctga gcctggccat ggccaccttt acccaggagc cccagttatg 240 

cctgagctgc ctgtcccagc atggaagtat cctcatgtcc atcctgaagc atctgctttg 300 

ccccagcttc ctgaatcaac tgcgccaggc gtgagtttga gctagaagag agccacagag 360 

tccgcaacgg ggagggagaa agatgaaggc aggaaatgaa gttgctgaca gattgagctg 420 

tacagcaaga gagatgagat cagggttacg ctggatacct aagtaatggc tgcgactgtc 480 

gaaggggatt tgagctgagg aatcgttgga cggagggagg attgatttcg gtactttgag 540 

cgcctacaag cctatttgac aagcctctcc taatgtctga tgtgtggaga ct 592 



<210> 610 

<211> 408 

<212> DNA 

<213> Homo sapiens 

<400> 610 

cctaaatgac acaacacaga atagtgctct gaagtcacgg aatcccagaa aggctctacc 60 

cctttagcaa ggggcagctc tttatctttg gacttgaaga aggaggaaag gggcaccaga 120 

ctagggtttc tgtgcatgga tccaaccatc ccagccttgg gtacagaact gacatcaatc 180 

aataggaccg aggagaccca tcttcaacat tgtggcatgg agatcatgat cctcatgttg 240 

ctgctcctca tcgttgacct .ggtccagctg gcaggaaatg cagtcatttc ctctggctcc 300 

tgggattccg catgcacagg aacaccttct ccctctacac cctcaacctg gccggggccg 360 

acttcttcct ctgctcccag attttagaaa ttgtgaattt ctaccatg 408 



<210> 611 
<211> 594 
<212> DNA 
<213> Homo sapiens 



<400> 611 

gaaattaatt agaaattagt tttcataaaa tccagagctg tatagcccaa gttttatgtg 60 

ttgttctttt ctgttagagg gacttatcag tttattttct cttcagctct tttcagttca 120 

attagtttta ttatttttcc tttggattgt atcatacagt aaaaaacaaa ttaaagacac 180 

atttgccaaa accaaaaata ctgttgccag aattttactt agcattcctg acttaccaag 240 

tttaacttta attacacaaa ttttatgaat tttaaaaagg gtatgatact ttgtcatggg 300 

acctatagtg cttaagtgga tatatttaat tttagaagag gtaatagaaa tactggattt 360 

ataaactaat ttttaatgaa atgttgagga aatctgcaaa tatacctgtg aaatgtgaag 420 

gcactaaagg tgcttcactt tattctataa aaacattgca aatgtggctg ggcatggtgg 480 

ctcatgcttg taatcccagc actttgggag gccgagacaa gtggatatct tgagctcggg 540 

agttcgagac cagcctgggc aacatggtga aaccctgtct ctacaaaaaa aaaa 594 
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<210> 


612 




<211> 


339 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


misc 


feature 


<222> 


(1) .. 


(339) 


<223> 


n = a 


i,t,c or 


<400> 


612 





caaccaccat ggaccacaag tctctctggg caggtgtaga ggtcttgctg cttctccagg 60 

gaggatctgc ctacaaactg gtttgctact ttaccaactg gtcccaggac cggcaggaac 120 

caggaaaatt cacccctgag aatatagacc ccttcctatg ctctcatctc atctattcat 18 0 

tcgccagcat cgaaaacaac aaggttatca taaggactcc agngtttttt cctctaccac 240 

tcggacaccg tctccaaacc ataaatccca gactgtaaat actgttgtgc attggcggcg 300 

accagaaagt gtccaaagag ttccaaatta aggtggatt 339 



<210> 613 
<211> 324 
<212> DNA 
<213> Homo sapiens 



<400> 613 

ctttttcctt tctctaccac tgatagtgcc tatgaatgga caatgcccaa ccaatactgc 60 

ttacgtaata tgccattctt atcagatttt gacgattttg actacttctt ttgccatgca 12 0 

atgtgctatt tgcattctac tttacttgtt gaataagaaa actgtgtggc gttgttctag 180 

aatccatcat aataatactg tggtgttgac acgggaaagc agtccatttc ttacgacttg 240 

cacactgagc agtgtattgc tgacaaaagc atagcggact gtgtggaagc cctgctgggc 300 

tgctatttaa ccagctgtgg ggag 324 



<210> 614 

<211> 3629 

<212> DNA 

<213> Homo sapiens 



<400> 614 
ccggctcgac ggctcggtca 
ccgtaccgcc cccggagcca 
ctgctgacgc tgctgctgcc 
cctgaaacct tgttgtttgt 
acaggctcaa tcaaatggac 
gaagagcctg cctttctccc 
aataatgaag gcctgacgaa 
tgccgaagtt cagatggaat 
gacctcctga ccggagagaa 
ccatcaacct ctcttctgta 
aaaacccgag agctccggtg 
gacgacgtgg actacaagat 



ccgcctcgct gtcgtcgcgg cgcccccggc cgtcctctgt 60 

gggccgagtc ctcgccatgc cggcccggcg gctgctgctg 120 

cggcctcggg atttttggaa gtaccagcac agtgacgctt 180 

gtcaacgctg gatggaagtt tgcatgctgt cagcaagagg 240 

tttaaaagaa gatccagtcc tgcaggt ccc aacacatgtg 300 

agatcctaat gatggcagcc tgtatacgct tggaagcaag 360 

acttcctttt accatcccag aattggtaca ggcatcccca 420 

cctctacatg ggtaaaaagc aggacatctg gtatgttatt 48 0 

gcagcagact ttgtcatcgg cctttgcaga tagtctctgc 540 

tcttgggcga acagaataca ccatcaccat gtacgacacc 600 

gaatgccacc tactttgact atgcggcctc actgcctgag 660 

gtcccacttt gtgtccaatg gtgatgggct ggtggtgact 720 
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gtggacagtg aatctgggga cgtcctgtgg atccaaaact acgcctcccc tgtggtggcc 780 

ttttatgtct ggcagcggga gggtctgagg aaggtgatgc acatcaatgt cgctgtggag 840 

accctgcgct atctgacctt catgtctggg gaggtggggc gcatcacaaa gtggaagtac 900 

ccgttcccca aggagacaga ggccaagagc aagctgacgc ccactctgta tgttgggaaa 960 

tactctacca gcctctatgc ctctccctca atggtacacg agggggttgc tgtcgtgccc 1020 

cgcggcagca cacttccttt gctggaaggg ccccagactg atggcgtcac catcggggac 1080 

aagggggagt gtgtgatcac gcccagcacg gacgtcaagt ttgatcccgg actcaaaagc 1140 

aagaacaagc tcaactactt gaggaattac tggcttctga taggacacca tgaaacccca 1200 

ctgtctgcgt ctaccaagat gctggagaga tttcccaaca atctacccaa acatcgggaa 1260 

aatgtgattc ctgctgattc agagaaaaag agctttgagg aagttatcaa cctggttgac 1320 

cagacttcag aaaacgcacc taccaccgtg tctcgggatg tggaggagaa gcccgcccat 1380 

gcccctgccc ggcccgaggc ccccgtggac tccatgctta aggacatggc taccatcatc 1440 

ctgagcacct tcctgctgat tggctgggtg gccttcatca tcacctatcc cctgagcatg 1500 

catcagcagc agcagctcca gcaccagcag ttccagaagg aactggagaa gatccagctc 1560 

ctgcagcagc agcagcagca gctgcccttc cacccacctg gagacacggc tcaggacggc 1620 

gagctcctgg acacgtctgg cccgtactca gagagctcgg gcaccagcag ccccagcacg 1680 

tcccccaggg cctccaacca ctcgctctgc tccggcagct ctgcctccaa ggctggcagc 1740 

agcccctccc tggaacaaga cgatggagat gaggaaacca gcgtggtgat agttgggaaa 1800 

atttccttct gtcccaagga tgtcctgggc catggagctg agggcacaat tgtgtaccgg 1860 

ggcatgtttg acaaccgcga cgtggccgtg aagaggatcc tccccgagtg ttttagcttc 1920 

gcagaccgtg aggtccagct gttgcgagaa tcggatgagc acccgaacgt gatccgctac 1980 

ttctgcacgg agaaggaccg gcaattccag tacattgcca tcgagctgtg tgcagccacc 2040 

ctgcaagagt atgtggagca gaaggacttt gcgcatctcg gcctggagcc catcaccttg 2100 

ctgcagcaga ccacctcggg cctggcccac ctccactccc tcaacatcgt tcacagagac 2160 

ctaaagccac acaacatcct catatccatg cccaatgcac acggcaagat caaggccatg 2220 

atctccgact ttggcctctg gaagaagctg gcagtgggca gacacagttt cagccgccga 2280 

tctggggtgc ctggcacaga aggctggatc gctccagaga tgctgagcga agactgtaag 2340 

gagaacccta cctacacggt ggacatcttt tctgcaggct gcgtctttta ctacgtaatc 2400 

tctgagggca gccacccttt tggcaagtcc ctgcagcggc aggccaacat cctcctgggt 246 0 

gcctgcagcc ttgactgctt gcacccagag aagcacgaag acgtcattgc acgtgaattg 252 0 

atagagaaga tgattgcgat ggatcctcag aaacgcccct cagcgaagca tgtgctcaaa 2580 

cacccgttct tctggagcct agagaagcag ctccagttct tccaggacgt gagcgacaga 2640 

atagaaaagg aatccctgga tggcccgatc gtgaagcagt tagagagagg cgggagagcc 2700 

gtggtgaaga tggactggcg ggagaacatc actgtccccc tccagacaga cctgcgtaaa 2760 

ttcaggacct ataaaggtgg ttctgtcaga gatctcctcc gagccatgag aaataagaag 282 0 

caccactacc gggagctgcc tgcagaggtg cgggagacgc tggggaccct ccccgacgac 288 0 

ttcgtgtgct acttcacgtc tcgcttcccc cacctcctcg cacacaccta ccgggccatg 294 0 

gagctgtgca gccacgagag actcttccag ccctactact tccacgagcc cccagagccc 3000 

cagcccccag tgactccaga cgccctctga gcgagggcgg cccctctgtt ctggtggccc 306 0 

cagctgtgac tgagggcctg gtcaccacaa ttagagcttg atgcctcccg gctttgcagg 312 0 

gagaccaggc ttcccaaacc aagtgccttg agctgcctgc tctgcagccc acagaggaca 3180 

gtgctgaccc caggaagtgg gagaagtggc ccctcgtgac ctacagggaa ctgggaagat 3240 

gctggcccca aaagccttac ggtcatgatg tctgcaaagg agggcctcag agacagcgcg 33 00 

agtagcaccc ccagccatct actggataaa cttgcttcag actttttaaa ttcctgctta 3360 

atgtcagtct acaggccttt caggaaggga gaggagggaa tcgtacattt tgcttgcgtg 3420 

ctgggacagc taggctgaga tgcaccaagt acagccttca ctggagaccg gaattgagag 3480 

gtgggggatg ctgaggaggg ggaggacgga gttcagaggg tgtcgtcctg cagtatgaga 3540 

tttctcattg atcacagatg tgcccagagt agcccaggtc actgttaact agtgtttctg 3600 

cagaggcagc aggagccagc ccggaattc 3629 



<210> 615 

<211> 1065 

<212> DNA 

<213> Homo sapiens 



<400> 615 
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cagcatccga gggacgcggc cctcctgcag cccccagcca caccccctgc gtggcccgcc 60 

ttgtcccaga aacgctgaca tgacggctga gtgccagcct cgggttttcc acgccaggaa 120 

ccctggaggg gaggcggagt gtgccagttt ttagacctgt ccacggcagc gttgagaggg 180 

atggagggga cggggtgctg gtgtgagtcg cttcagggag tccgccccac acgaagccac 240 

ctccccagag gccacgccaa cagcaccgcc cctgctcccc tgctcccctg ctccgaccta 300 

aagtgaaacc tgaaacctgg ctgctttgct gcggtcaccc gggcacccag aggccgacct 360 

tttgggtcag gggagggaag ggagatgcgg atgggagtgg ctctcctgcc gagtccggag 420 

gcagcggctg aggctccagc ccctccctat gtctgcagcg tccgtgtgcc tggccctgcg 480 

cccctgcctc aacggcggca agtgcatcga cgactgcgtc acgggcaacc cctcctacac 540 

ctgctcctgc ctctcgggct tcacggggcg gaggtgccac ctggacgtga acgaatgtgc 600 

ctcccagccc tgtcagaatg gtgggacctg tactcacggc atcaacagtt tccgctgcca 660 

gtgcccggct ggctttgggg gacccacctg tgagacaggt aagaggaacc caccggggcc 720 

cacggggccc tgctgggggc aggatagcgg gagacacagc tggacaaggc tgaggtcttg 780 

gaaggtccag cagctgtgca tgctgcaagg tagacagccc agagaagcca ccctcgagga 84 0 

gtggaggagc ccagatgccc agggaaaggc ccatatctgg gtagggggca ggagccatga 900 

ccagtcacac aggcttccta gaccatggca ttcggaccag ggatggggcc tcagaacagg 960 

ccagtgccca ggtcccaaac caggccagga tcagggtcag acaggcacca gagcccggat 1020 

gggagcccgc tggggatgtg gtggggccgt cagaccccca cgaaa 1065 



<210> 616 

<211> 1927 

<212> DNA 

<213> Homo sapiens 



<400> 616 

agcggtggaa ttcgatcatg gaacttgcac tgctgtgtgg gctggtggtg atggctggtg 60 

tgattccaat ccagggcggg atcctgaacc tgaacaagat ggtcaagcaa gtgactggga 120 

aaatgcccat cctctcctac tggccctacg gctgtcactg cggactaggt ggcagaggcc 180 

aacccaaaga tgccacggac tggtgctgcc agacccatga ctgctgctat gaccacctga 24 0 

agacccaggg gtgcggcatc tacaaggact attacagata caacttttcc caggggaaca 300 

tccactgctc tgacaaggga agctggtgtg agcagcagct gtgtgcctgt gacaaggagg 360 

tggccttctg cctgaagcgc aacctggaca cctaccagaa gcgactgcgt ttctactggc 420 

ggccccactg ccgggggcag acccctgggt gctagaagcc cacaccctct accctgttcc 480 

tcagcatgga gctctggcat ccccacctca gtatctaacc tgaaccagcc tggcttttca 540 

aacactccgg ggggaggtag tcccagcctc ccccggaacc ctctaccaat gccttctgac 60 0 

cttctgaagc tttccgaatc ctcccagttg aggcagtagc tgtgtcctct gagggtggat 660 

gggaatcttg ggagaagccc aagcaaggga gccctcagag gtggtgtttg gaccaaagca 720 

tcggggtggg ggaggggtct gccgctgtcc cccacctgct ggcccccttg tccttcctca 780 

ccccctccaa tatagtctcg gagctacaac cgcagcagcc actataaagg gcaatattga 840 

tctttctgtc catgtggctc tatcttttaa aacctcaagg ccctccactg tcctaagata 900 

aagcctctca taggcactgg ggaccctgca cagtctggcc atgtgaccct ctccccaggc 960 

aagctctgaa gtccctgcag gtggaggcca tgcctgtctt aaactcagtt gcatccctgg 1020 

tgcccaaagc aacaccagaa ccaagaagga gctccataaa tccttcttgg gtgaagccta 1080 

gacaaagccg ccaggtcttg tggctccagg caccagagcc ttgagtactt tctcctgcct 1140 

ccaggcattg gctcagggtg aattacaagg ggctactgaa tggctattac tttcatcacg 12 00 

actgatcccc acctcctcag ggtcaaaggg ctactttctg gaagtctccc caggctgact 1260 

ccttctccct gactgcaagg gctcactccc tcctccaagc tcccacaatg cttcatggct 1320 

ctgccgctta cctagcttgg cctagagtgg caaatggaac ttctctgatc tcccccaact 1380 

agactggagc ccccgaagga tggagaccat gtctgtgcca tctctgtttc ccctgttttc 1440 

ccacatacta ggtgcfccaat tcatgcctgt gaatggcgtg agcccataat ggatacacag 1500 

aggttgcagc agatggtgtg ggtacctcac ccagatatct tccaggccca aggcccctct 1560 

ccctgagtga ggccaggtgt tggcagccaa ctgctccaat ctgcctcctt cccctaaata 1620 

ctgccctggt ctagtgggag ctgccttccc cctgccccac ctctcccacc aagaggccac 1680 

ctgtcactca tggccaggag agtgacacca tggagggtac aattgccagc tcccccgtgt 1740 

ctgtgcagca ttgtctgggt tgaatgacac tctcaaattg ttcctgggat cgggctgagg 1800 

ccaggcctct cctggaacca cctctctgct tggtctgacc ccttggccta tccagttttc 1860 
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ctggttccct cacaggtttc tccagaaagt actccctcag taaagcattt gcacaagaaa 1920 
aaaaaaa 1927 



<210> 617 

<211> 1366 

<212> DNA 

<213> Homo sapiens 



<400> 617 

gcccacgcgt ccgcccacgc gtccgtttcc cagccctggg attttcaggt gttttcattt 60 

ggtgatcagg actgaacaga gagaactcac catggagttt gggctgagct ggctttttct 120 

tgtggctatt ttaaaaggtg tccagtgtga ggtgcagctg gtggagtctg ggggaggctt 180 

ggtacagcct ggggggtccc tgagactctc ctgtgcagcc tctggattca cctttagcag 240 

ctatgccatg agctgggtcc gccaggctcc agggaagggg ctggagtggg tctcaggtat 300 

tggtggtagt ggtagtagca catactacgc agactccgtg aagggccggt tcaccatctc 360 

cagagacaat tcccagaaca ccctgtatct gcaaatgaac agtctgagag ccgaggacac 420 

ggccgtatat tactgtgcga aatcccatcc ggcgtattac tatggttcgg ggagttattc 480 

atctcattac tactactact acggtatgga cgtctggggc caagggacca cggtcaccgt 540 

ctcgagtggc gatgggtcca gtggcggtag cgggggcgcg tcgactggcg aaattgtgtt 600 

gacgcagtct ccaggcaccc tgtctttgtc tccaggggaa agagccaccc tctcctgcag 660 

ggccagtcag agtgttagca gcagctactt agcctggtac cagcagaaac ctggccaggc 720 

tcccaggctc ctcatctatg gtgcatccag cagggccact ggcatcccag acaggttcag 78 0 

tggcagtggg tctgggacag acttcactct caccatcagc agactggagc ctgaagattt 840 

tgcagtgtat tactgtcagc agtatggtag ctcaccgacg acgttcggcc aagggaccaa 900 

ggtggaaatc aaacgaactg tggctgcacc atctgtcttc atcttcccgc catctgatga 960 

gcagttgaaa tctggaactg cctctgttgt gtgcctgctg aataacttct atcccagaga 1020 

ggccaaagta cagtggaagg tggataacgc cctccaatcg ggtaactccc aggagagtgt 1080 

cacagagcag gacagcaagg acagcaccta cagcctcagc agcaccctga cgctgagcaa 1140 

agcagactac gagaaacaca aagtctacgc ctgcgaagtc acccattcag gggccttgag 1200 

cttcgcccgt tcacaaagga gctttcaacc aggggagagt gtttaggagg ggagaaggtg 1260 

cccccacctg gttccttcag tttccagcct ggaccccttc ccttcctttt gggcttttga 1320 

cctttttttt ccacagggga cctacccttt ttgcggttct tccagt 1366 



<210> 618 
<211> 946 
<212> DNA 
<213> Homo sapiens 

<220> 

<22l> mis cofeature 
<222> (1) . . . (946) 
<223> n = a,t,c or g 



<400> 618 

tttcgtattt acttcaaatc actatagatt gtttttgtga tgatagttca ttgtactata 60 

attccgttgt ctttctgtgt acataggttg agagcaccat tggatgctta ctttcaggtg 120 

agcaggaccc agcctgactt gccagctacc acttatgatt cagagactag gaatcctgta 180 

tctgaagagt tgcaggtgtc tagtagttct gattctgaca gtgacagctc tgcagagtat 24 0 

Sgaggggttg ttgaccaggc agaggaatct ggagctgtca ttttagaagg tcagtatttt 300 

acccaggttt ggactcacaa ggctaacatc catgaagctt aaatttcgga aggctagaaa 36 0 

ctagatttgt gctttgacac tttccctttt ctcccctaaa tgttgtggat tcctgtttta 420 

tagtatagag ccttcactgg ccataattat gtagagagga tttgatctga cttacagctt 480 

aatgtaattt gtgacccagt gagttagtca ctttgtagtg gcattttgta ttctctttca 540 
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cttcttcaga catctgagaa agtagattct tttttttctt ttttgaggca aggtctggct 600 

ctgtccccca gtgacaactg gagtgcagcg acaacaatct cagcttactg caacttccgc 660 

ttcttgggct caagccatcc tcccacctca gcctccccac taactgggac tacaggcaca 720 

caccaccaca cctggctaat tttttaaatt ttttgtagag acagagtttt tccatgctgc 780 

cccggctggt cataaattcc tgagctgaag acattcctgt acctcaggct accaaagtgc 840 

tgggattaca gaccattgag ccacttgcac cccggcccta gnaattcttc tatattaaaa 900 

aggaaaaagg tttggtaaat ttcaagcacc ctggtcttag gaaccc 946 



<210> 619 

<211> 354 

<212> DNA 

<213> Homo sapiens 



<400> 619 

ggcacgagct aggccgggca tggtggctca cacctgtaat cccagcactt agggaggccg 60 

a ggtgggcgg atcacgaggt caggagatcg agaccatcct ggccaacacg gggtttcgcc 120 

aggttgccga ggctgatgcc catgattttc tatgtgatac tgtcttctcc gtcatcaaga 180 

acatttttta agattactct tattatgtct ctgggattaa tctccaagct gctgattaca 240 

tcgtgcacgt ttgatactgt cactttcatg atgttaacca atatcacgaa aatgaaaatt 300 

tcatcaggaa aagcaactca gtcccaagag tttttcagtg agctcattct ttat 354 



<210> 620 

<211> 384 

<212> DNA 

<213> Homo sapiens 



<400> 620 

tttcgtccct tcgccgcttc cggagcccct gtcagggccc agaagccatg gcccactata 60 

agactgagca ggacgactgg ctgatcatct acttgaagta tttactcttt gtcttcaact 120 

tcttcttctg ggtcggggga gcagccgtcc tggctgtggg catctggacc ctggtggaga 180 

agagtggcta cctcagcgtc ctggcctcca gcacctttgc cgcctccgcc tacatcctca 240 

tctttgcggg cgtacttgtc atggtgaccg gcttcctggg cttcggtgcc atcctctggg 3 00 

agcggaaggg ctgcctctcc acgtatttct gcctgttgct cgtcatcttc ctggatgagc 360 

tggaggcggg agtcctggcc catg ' 384 



<210> 621 

<211> 873 

<212> DNA 

<213> Homo sapiens 



<400> 621 

ctggcgctgt acgaattcgg cacgagtgtg ccccttgtta tccctgtatt caggccatta 60 

tctgtaatga cagcctggca taattttatt ttcacaattt gtataattat attctattga 120 

gctaaatgat cattataatc attattaaat atttattaag cacttctagc tgtgcaaaca 180 

taataagatg tggcctcagc tcttaaaatc tttcttccta attccaaccc aaattcattt 240 

caacttaacc aatcttcctt cttggagaag gagggaactt cggcgttttg tctgggtttc 300 

catgcccgag cttataggag cttcttagca atgctgtgga gcagatgcta ttgacttcag 360 

tttacagata aggaaacaat cagactgagg aagctagtat taataagtag cagagattaa 420 

gatttgcctg tggttctttt ttacacaaag cctctcccac tcctttcatg cactgttagc 480 

caagtttact agaataggca acttcctttt taaaaaatcc tgtttacatt ttaggtgcca 54 0 
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aacactgtgc taatccagtg ggggaaacat atgctcaaaa agatcactct gagaccaggc 600 

atggtggctc atgcctgtaa tcccaagcct ttgggaggat gaggtctgag gactgcttga 660 

ggccaggagt ttgcgaagaa ccctgcccac cataggaaag gccccttctg tacaaaaaat 720 

ttaaaaacta gccagggctg ggggcatggt gactacaggc tgcagtaagc ctatgaatgg 780 

gccactgcac ttccgcctgg gtggaaagaa ggagaccctg gcccttaaaa acaaaacaaa 840 

agcgggggcc gggttcctaa agccgggggc cct 873 



<210> 622 
<211> 875 
<212> DNA 
<213> Homo sapiens 



<400> 622 

ccgcgctgca ggaattcggc acgagaaaat ctggccaaag gatatggtag aggtaggttt 6 0 

aactgaagga gatcagaggt gagaggtaag tcacaaacgt gtgcaattga aagttaggga 120 

gaggagctaa catttgttga gtgtggagta ggcaccagcc ctgtattagg tgatgtatgt 18 0 

acatgtggtc tgggctcctg ggatctaagt ggacactcgt ttactctcac ttcttaaaca 240 

tggccccagc ctcattttct cattatcaag ccagcttgcc gctactggag cacgacacct 300 

tatcttcgtc cagagttcat tcctatcagt gtccagggtt cttctgcttt ttcccttcag 360 

tcctggaatt ctctcagctt cagaaaactt attccctgtg cctccccttc tgagctacca 420 

ctttatccca acagacttgt ttcattggct tacttagttt taaaatttgt aaaattcttc 480 

ctttcattga aaatgttttg ttttctctct ccgtcttcct ctctgttccc cctactccca 540 

tgtgttttta ttgagaggag ctctttaaga atgtgaccac atcacagatc aatctcaaac 600 

tccaataaga cggctgggcg cggcggctca cgcctgtaat tttagcactt tgggaggccg 66 0 

aggcgggcgg atcatgaggt caggaaatcg agaccatcct gcctaacacg gtgaaaaccc 72 0 

cgtctatact taaaatacca aaaaattacc cgccccttgg ggtggggccc cctgtaaatc 780 

ccaatttact cgggaggctg gaggcaggac aaatgggcgt gaaccccggg aggcagaatt 840 

ttgggggggg gccccagaaa tctggccctc ggccc 875 



<210> 623 

<211> 923 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> misc_feature 

<222> (1) . . . (923) 

<223> n = a,t,c or g 



<400> 623 

gtcggacgag gtccttcact caaacatgtt tcttgcctat gaagaatgtc ttgggccggg 60 

cacccccaga agctgacctt gagacaagga tttgggtgca agtggtttat ttggcaggtg 120 

cccagaaagt gctgacagga gtgggaaagt gagttagggg agagaaggaa gccactacag 180 

gctatgttca tgtgcaggtt actgctgtgg gcaactgggg cttacggatt tctaggagat 240 

gacgtggaat acacctcagt gttgccccac cagaagggca aggaagcatg ggtatttata 3 00 

tgtcagctcc cattcattat tggctgaggg cagctcctag agggcattgg gtctgcgttt 360 

caagcctgct gcacataggc tgagaggaat ccctgagttc gagtcacagg cgcccacagt 420 

catgctcaga cagcacatac aggaacagtg actgcagggg gcataggtgg gacacaaata 480 

ccaccagtta taaagaggaa agatgggaag gaaagacaag aggaaggtgt ggagttagat 540 

tcctggctca tatgtgaacc cctggctctc acaacactcc ctcttttttt ctttttcttt 600 

ttttttggag acgggatctc actctgttgc ccaagcttgg gattcaatgg gtggtaatca 660 

agggttcggt gggaaacctt ttaaccttcc taggggttac attgatccct ccccaccttc 720 

aaccttcctt gagtagcttg ggcacttagg agggccacac cattcaccca ccccttttgg 780 
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gctagggcat tttaaaaatt ttttttttgg agaaaaatac acagccgcac ataggccctt 840 
atggccctgg taattctccc ggccaccttt tgcgggaggg tcccgcccgc cggntgggga 900 
ctcacctcct gccgcgctcc cct 923 



<210> 624 
<211> 1101 
<212> DNA 

<213> Homo sapiens 



<400> 624 

aattcggcac gagcagctta cttgtagagt ccccccttgg ggctttctgg aagcctccag 6 0 

aggcctccca tgtgtttgag aagaactctt ctttggcacc ttcacatcgc accccttgtt 120 

aatattctct ctgactacaa gccactggga aggtggaacc atgccccggc ccttacagct 180 

ggagccctcc acaagaccac cattcttctg ccccagggtc atcccaaagc tgcaaaccct 240 

taatcactgc actgtctaca gtgtaccata aacatgctgt ttcctagaga agggaagaga 300 

aggagcctca ccttgactcc atgctaacct tgattcctag gccccaaagc agcactgctt 360 

gggtccacta tttaatagct tcttcagctt cccaataagg ctcagagctg accctgggcc 420 

caggcaggag agcaaacctt cctatccctt ctgggtatcc tttgctgtgt aacaaactat 48 0 

cctaaaactt aaaggcttaa aataacaacc atgtgttatt tttcataatt ctgtgggttg 540 

actgggcagc tctggaagtt ctgctcaagg tctcttatga ggctttaacc gcatgggggc 600 

tggagctctt gggtggggct aaaacatcga agaaggcttt actcctgggg tgagggcctt 660 

cacaggggta attggaaagc tgggaccggt tggtctcctg ggggggtttc ccttaggcaa 720 

gttagacttc ttttcagaaa ggtgggagtc agagcgatca ctagggagga gcacaaacac 780 

cagcgtgttc ggatgtgggc gctatagacc agtggaggat ggagggagaa gggggcggga 840 

tgcgtctgaa gtgagggcaa agaggaaacc gtgttttgac cggtcgagag ggagagaggc 900 

tgagtggggc gaacgagttt acaattgtgg ggggcggggc ggcaggcgat ggagggagtg 960 

ctggggacga cgggcagacg gttgagggtg agaccgcctc gggcgggtgg ggacaggata 1020 

agatggtcag gaacggcgac gctgtactat ggggggcggg ggaggagggc ctgagtggtc 1080 

aaggagcgta gaggcacagc g 1101 



<210> 625 
<211> 1077 
<212> DNA 

<213> Homo sapiens 



<400> 625 

atatccgcac cagatatgct tggcctgctt gcaccacgca gatacttaag tggataaaca 60 

gtgacagatg taagtgcata ggactaccta cactatgtgg ctggtaggaa cactaataaa 120 

ctatctgaag aggacatctg cttctcagct cctcatgact tctgtcattt agaaatgtgg 180 

gcaagtattt cctgacttga tatgttatta agaaaaactg gaaatataga ttttttatta 240 

attttaaatt ttctgaaata tgcggcaaca gacacggtat aaatctagct tggaatgtta 300 

gttttcaatc tttctcttgt tctcagtcat agtgtcctag aatttgtaat gttcctgtat 360 

agtcttgata gctctcatgt ctgccctctg gttgtccctg tcactctgga tttaatctac 420 

ttggtttatc taccttgtca gtcttacata ttgatctgaa tgttatttat ttttttcctg 480 

agtctacaca atgcctttcc tagacattta cttcttagct ttcattctat tgcattggta 540 

cagtttaaac tatacttttt taaagctcaa tttccatctt tttataataa gcttgctaac 600 

tcagaagcca cacgttacca aagatgtatt ttttagcaca cacttaaaaa tacagaattg 660 

gacctttctt gagatttaaa cttactttta taatgggggc ctgcaaaccc gaatgacctg 720 

tctgcctact tctaaccgcc cccctttacc taaccctttc taaaagcaac ctccccctct 780 

cagccaaccc acccaccggg cccacacaac ccacccgcgc attcaagttc tccccgagca 840 

cctcccgaga aacatcggac ccgctggtcc cctcccggtc gcccgcttat ccacacgacg 900 

ctccccctgc cctccttacc ctccctcccg gtcatctacg cgccgaccac ctatacgtac 960 

aagttctacc ccgccacaca ctcgcagttc cattcaggct acgcctgtcc gtctcgcccg 1020 
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ccccgtcccc ctactctcgt ccctaagtca actctccagt cgtcatccgt atgaggc 1077 



<210> 626 

<211> 1085 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<222> (1) . . . (1085) 

<223> n = a,t,c or g 



<400> 626 

aattcggcac gagctcttgc cacctcctgt cactcagctc aggcagtggc tcggcggccg 60 

gggggtcctt ccaacagggt ctgcctcccc aggcccttcc ctctttccct cctcatggct 12 0 

gtggtccagg ccctcactcc tctcgtctca gcagctgcca cagcttcctg cctgacctcc 180 

tgtagctggt cactcacctt tccagaacat tctgtgaact accaaagtca cccttctgag 240 

acacaacctt acctgcttag gagcaccaag gagaagcacc accactggct gacagccaag 300 

gccacctgcc cagccgcggg tgctgaaggg cttccgtcca ggggctgagg ggaccctggc 36 0 

ttgctgcctc ggtgccaggc ccagtgactg ctcttcaccc agcagcatgc gtcatctcca 42 0 

tctgtgccct gcctctccca agagactcac ccatccctga gcatctgcag cacctgctgg 480 

aagcctggga ccaccatcaa ctccaacgtc aactctcact tagcaattaa aaggaactaa 54 0 

cagttggtcc atgtgacggc atgggttaaa ctcacagtaa ttgtgctgac agaaagaatc 600 

aaagcaaaaa ctacacacca tgtgaatgca tttgggtaaa tgtctaanaa gtaaattaac 66 0 

tgggcgtggt ggtgtgcgcc tgtattcccc actaactcgg aagctgaagc aggagaatca 72 0 

cttgacccag aggcggaggt ttgcatgagc caagacgtgc ccctgccctt cagcctgtga 780 

cagaacaaac tcctctcaaa aaaaaaaaaa actggggggg gccggaccca tttcccctaa 840 

gagggggagt ccaatccaga cccctgtaaa ggagggacag gaaaagangc tttttttgta 900 

cggcagggag aggaaaagac gcggctctaa aagtggaaaa ggggggggcg ggcaacatga 960 

taagtaaggg ggtaagtgtg gcgacgggac gaaggaaagc gaaggagggt gatacgcggt 102 0 

cgacatatag gggagggaag gcccgccgga tgttttttga aaggtggcta cacgggaagg 1080 

ggacg 1085 



<210> 627 

<211> 838 

<212> DNA 

<213> Homo sapiens 



<400> 627 

gtcatcccca attttaatag cctgcttttt aaaaggtaat gcctgtgaaa tgggtttgtc 60 

acattttcta tgttctgttc ctttccattg ctcattttgc aagtgtatcc tacttggaaa 120 

aaccctaatt ggcatctaac ttttcacacg agtgtgtttt cttttcccaa aggggttaga 180 

agtttggctc ggggaatccc tgaccatctc cacagtgcct agcacggagt gaacatttac 240 

tgaatactgc tagcccattt gtagcagcat ggtcccctgc cctgtggatt acctcctgtt 3 00 

catgccctgg ctggtctggc catgtctgga gcacctgtgt ggttatgaga accttggcaa 360 

atgaaggacc aggagcagga gagctcttat gagatgaagt tgaaggacta gaggctgaac 420 

tactggggag ggaccaaatg ggatttggga ctaatctgtc acatggggag tgtaggcatc 480 

caggtaaaag tggcagcctg aacacatgca gtttttgttt ttgtttgctc catccccaag 540 

ccccactgaa tgaacagcaa agaggctggg cgcagtggcc catgccctga atccccagcg 600 

ctttgggagg ccgaggtggg tggaccacct gcaggcagga gatcgagaac cgcctggtca 660 

agatggtgca acccccgttt ctactccact accataatct cacccggggg ccggcggcca 720 

cgcctccacc ccctagccac ctttccccgc ctgcggtgcc caacaatcct tctcccccct 78 0 

ccaacacccg tttgccactt gtcctttaca cccccctcgt ccgaccccac ttctcccg 83 8 
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<210> 628 

<211> 845 

<212> DNA 

<213> Homo sapiens 



<400> 628 

gtcgtggaat tccactgtgt ctccaccaca tttttttgtg ccctgggtct gctcatggga 60 

ggcagcgtta ggaaggaggc ggcctcactt ttttctgcct tccctttatc ctgggctttt 120 

tagttccttg gttcccctcc cccctttcca ttccattcat agatgcagca gatgatgtgg 180 

gcggggctgc tgtgcccaca gttggagtgg ctgcagggga gggcatgcag gccgtgcggc 240 

cttctggctt cagatgctgc tgccctgtgg ttccgtggtg gcatttctgc ctgggaggac 300 

tcctgtgcag ttagcaacat aagacatgaa gcatataatt gtcacttgtc agtcttttta 360 

aatcgctgtg caaatgaatt aacagttcag tttcttataa ttttagcttt ccaaatcatg 420 

ctttcctgtg ctgtgatagc tcctgcagtc cccgttttcc agagactgac tctcaagagg 480 

tctggaagga ccagcctggg cagcacaggg aggctccatt tctgcaaata ataaaacgag 540 

ttagctgggc gtactggcgc acacctgtgg tcccagctac ttgggaggct gaggggggag 600 

gatcacttga gcccaggagt taaggttgcg atgagccgtg atcactccac tgcactccag 660 

cctgggtgac cgagctagac tttctagaga ggggcctgga aggaaccaac cccaactttt 720 

tctttcccca agaaaccccc ccgcctttta tagaccagac ccttcggccc tctgtcctca 780 

acactccaca cggtaggagg gtcaccccat cccgcgcagg cgccactccc ggccttcggg 840 

atacg 8.45 



<210> 629 
<211> 913 
<212> DNA 
<213> Homo sapiens 



<400> 629 

accgtggtgg aattcactgt gtatgcaata atgacccatt gtggttttta acttatctca 60 

tgaaaagact taggtttgtt ctcagggtat ttcagatgac tgcctttata actggggcac 120 

atacgattac taactatagt gataggcgtt tatacatttc ccctttgagc catttcttta 180 

tgaacagtgg ttcttctgct caaagtgttc tgtctcattc ttatgtttct caaatcttct 240 

ttaaaaatgt aagcaaatat ttttaaagaa tttttatgtt ttccaaaatt aggattttag 300 

actttaggga ttttgatctt tggggatttc aacattcggg attatggtgt tcagtgtgta 360 

ttttgggggg attatgatca gcatcccata cagtggaata tcatttggca ataaaaagga 420 

attaaatatt gattcatgct acaacatggt gaacctaaaa aacattatgt tcagtgaaag 480 

aagccaaacc tacaaggcct acgtcctgtg tggctcaacg gtacaaatgg ctgaacttat 540 

caccatcaca cccccccacc cctctccagc cccccactac cgacacacaa ccggctcgtt 600 

ccctcactaa tcgcgcacta aagcagaccc tgaccacctc ctcgccgctt cctgaccgcc 660 

gcacccacac tctttgactc ccggggtgca ctaccccccc cacgccaccg ttccctgcgg 720 

cactctccgc ctcaacttcc cccaccccga cccagcccac tccgccctcg ccccacccgc 780 

cgcctccctc tctcgtgacc cctcgcccta ccctctcgcg gtcgactcct cgctcgctcg 840 

ccacgccctc ccctctcctg cacacttccc cctccactcc atatcccctg acgcctccct 900 

ccactgttcc ccg 913 



<210> 630 
<211> 812 
<212> DNA 
<213> Homo sapiens 
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<400> 630 

atcattacgc caagcttggc acgaggattt gaagttctaa aagtttccat tttgcatttt 60 

ggttttgaat gtatagggct ttatttatca aactgcagcg taattttccc ttcagtttga 120 

ggctgcgatt gtgaaacaaa taaattgaaa cttaagggcc tgttctctcc aaatttagtt 180 

ccattatcac tttaagaatg cacgctactc aatgatacaa aagggatgta tgtagctggt 24 0 

tatttagttg ctaactcagc aatatgtcag ttaacacagc actcccttgt aaaactcctt 300 

ttacaaggtt gttttctcat tggaagtctc catttgtgta tttgtgtacc tatgtgcgtg 360 

tgtgtgtgtg aatatcggat attacatgac agcaagatat cttttaaata tttaagattt 42 0 

acaattttaa agagagaaaa caagaataaa gttttgcaga agcttaaaaa aaatttaaaa 480 

tcagttcaca ctttgagcta aaatggggat agtagcgata tttcaaatat attaattata 540 

tgcctctctc atgactatga gattcttgga tggattgaca agcccctccc ttaaaggata 600 

ttatgggctt cacgctacag ttgagagatc gtgagggatt taggagactt tagacgggcg 660 

tttgggggct ttttttacac gaaggaatat tttggattta agagaggaga ctattggacc 720 

ccacgtgaag agacactttt agtgtggggg tgtagtacgg gaacacggag tattatatca 780 

tcgcctctac cacgaggaca cctacctcgc gg 812 



<210> 631 
<211> 760 
<212> DNA 
<213> Homo sapiens 



<400> 631 

tcactttgtt gctcagggtg atttttaact catggcctca agtgatctcc tgccttggcc 60 

tcccaaaatg ctggaattac aggcctgagc catttcaccc cagcctattt cttattctcc 120 

ctacaaggga cattttagtg taaggcaaaa atataaaatt atcactcata atgttttttc 180 

ggaaaatata tgactgcatg gttttgtagt tttcttagca gtcactgggt cattaagtta 240 

cctcgttttt tgcttcttgt tcttcctttt ttctggggga aaaagttttc tctaggtctc 3 00 

atctctcaat tctttagcaa ggcatatttt tattcatcat accataacta tatacatact 360 

taaaagtaaa tgacattttg tcttaccatg gatttctcac gtatctggtg aagtggttta 42 0 

aactgtccaa ttttatgtgc attgaaagca aaagctagct gagaaaggaa agcttttctc 480 

atcaaatagg ttgaaattac tgtcgtaaaa cagtgataaa taccagataa gatatgtgat 540 

ccttgaagtt taataaatat ttttggactg ttaatttata ttcacttttg ggcatgtttt 600 

ttttgagaca tggtctctat agcccaggat ggagtgcagt catgtaatca tggctcattg 660 

cagcctcagc ctcctgggct caagcgatct tcccacttca gcctcctcag tagctaagac 720 

tacaggcatg tgccaccatg cctagctaat aaaaaaaaaa 760 



<210> 632 

<211> 1716 

<212> DNA 

<213> Homo sapiens 



<400> 632 

aaagggagtg agggaggaga gatgagtggc tattccagaa cgacataaag aatttccagc 60 

cttggacgga cagctgggaa cgtcttccaa tttggactgg tgtttacaag cgggaagcta 120 

ggtggacctt ggattttggc gggtgaagag gctaggttgt ttaaggaggt ggggcgcgtt 180 

tcaatggctc tctttgaaaa agcccagcaa gatgtcagac ctgctctcag tcttcctcca 240 

cctcctcctt ctcttcaagt tggttgcccc ggtgaccttt cgccaccacc gctatgatga 300 

tcttgtgcgg acgctgtaca aggtgcaaaa cgaatgcccc ggcatcacgc gggtctacag 360 

cattgggcgc agcgtggagg ggagacacct ctacgtgctg gagttcagcg accaccctgg 420 

aatccacgag cccttggaac cagaggtcaa gtatgtgggg aacatgcacg gcaacgaagc 480 

gttgggccgc gagctgatgc tgcagctgtc ggagtttctg tgcgaggagt tccggaacag 540 

gaaccagcgc atcgtccagc tcatccagga cacgcgcatt cacatcctgc catccatgaa 600 
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ccccgacggc tacgaggtgg ctgctgccca gggcccaaac aagcctgggt atctagttgg 660 

caggaacaat gcaaatggag tggacctgaa ccgcaacttc cctgatctca atacctatat 720 

ctactataac gagaagtacg gaggccccaa ccaccacctg ccccttccag acaactggaa 780 

aagtcaggtg gaacccgaga cccgggcggt gatccggtgg atgcactcct tcaactttgt 840 

tctttcagcc aatctccacg gaggggcggt ggtggccaat tacccgtatg acaagtcctt 900 

tgagcaccgg gtccgagggg tccgccgcac cgccagcacc cccacgcctg acgacaagct 960 

cttccagaag ctggccaagg tctactccta tgcacatgga tggatgttcc aaggttggaa 1020 

ctgcggagat tacttcccag atggcatcac caatggggct tcctggtatt ctctcagcaa 1080 

gggaatgcaa gactttaatt atctccatac caactgcttt gagatcacgc tggaactgag 1140 

ttgcgacaag tttccccccg aagaggagtt acagcgggag tggctgggta atcgggaagc 12 00 

cctaatccag ttcctggaac aggttcacca gggcatcaag ggaatggtgc ttgatgagaa 1260 

ttacaataat ctcgccaatg ctgtcatttc tgtcagtggg attaaccatg atgtcacttc 1320 

aggtgaccat ggtgattact tccggctgct gcttccaggt atctacactg ttagtgccac 1380 

agcacctggg tatgacccag agacagtaac tgtgaccgtg ggtcctgcgg aaccaacgtt 1440 

ggttaacttc cacctcaaaa gaagcatccc tcaagtaagc cctgtgagga gagctcccag 1500 

cagaaggcac ggagtcagag ccaaagtgca gccccaaccc agaaagaaag aaatggagat 1560 

gaggcagctg cagagaggcc ctgcctgaaa cccacagtgc caggcacccc ctcagaaagg 1620 

ctttgctcct gctctcagat cagatcaagc attctttgta ttttattatc tgggacatat 1680 

ttaaatacaa acgtattcag agcaataaaa aaaaaa 1716 



<210> 633 
<211> 924 
<212> DNA 
<213> Homo sapiens 



<400> 633 

gcaaaaattg aacagtattc tgactcagcc ttggaggctc catgtcaaca tggggactac 60 

ccttcacaga gttactacta tttcaatggc tcgctgcaca ctcactcttc ttaaaactat 120 

gttaacggaa ctcctgagag gtggatcctt tgagtttaag gacatgcgtg ttccttcagc 180 

gcttgttact ttacatatgc tcctgtgctc tatccccctc tcaggtcgtt tggatagtga 240 

tgaacagaaa attcagaatg atatcattga tattttactg acttttacac aaggagttaa 300 

tgaaaaactc acaatctcag aagagactct ggccaataat acttggtctt taatgttaaa 360 

agaagttctt tcttcaatct tgaaggttcc tgaaggattt ttttctggac tcatactcct 420 

ttcagagctg ctgcctcttc cattgcccat gcaaacaact caggtatcac ttccatataa 480 

catgcatctt ataaatgact gcagtaacac tttttaaaaa gccagtgatt ttgttaaaaa 540 

acaaaaaccc tcatctccct tcctcccaaa aagacataaa ataaccggat gagggggaga 600 

taaaactgaa acaagttggt cattgaggaa atatgggggt aacattttaa ataaattttt 66 0 

gttaaagtga gttttatttt gctgttatgt atgtttgtac ttacattttt ctggttattt 72 0 

taaatccttt cccccacacc ttaccatgtg ttagaatttg gccaataact agattgcttc 780 

accaatggac tctggctcaa ctaactggct aacctgagaa caataagatt ttttagactc 840 

attgaattca agcaaatgtt taactgtata atagaaaatt aaatgtttta agcttacggt 900 

acaaatgttc ttttcataaa aaaa 924 



<210> 634 
<211> 455 
<212> DNA 

<213> Homo sapiens 



<400> 634 

cggcacgagc gtgggcatct caatggcaat taaaaccaga ccaaatatcc aaaacagaac 60 

ttttgaccct ctccctctgc ccttaaaatt gttatttcat ttattcattc tacaaatatt 120 

tcctcagcat atgctcaggc actgtgctgt ccactggcac aacaatgtga acttggggga 180 

gacaaattat aataaattat taaaagagct ataatggata taaagtgtgt gttctgacag 240 
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aaaatgggga gaaggtggct atttttgata gcgtgtttaa gatcagcctc tatactggcc 300 

tgggcaacgt ggcgaaaccc cgtgtctaca aaaaataaaa aattagccag ccatgatggc 360 

ccacaccttg cagtcccagc tattcgggag gctgaggcgg ggagatggct taagcccagg 420 

aggcggaggt tgcagcgacc caagatcgca cgaaa 455 



<210> 635 
<211> 384 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc__f eature 
<222> (1) . . . (384) 
<223> n = a f t,c or g 



• <400> 635 

ggaaaacacg gccggagtta atcgatggcc ttttagcatc ctagttcccc accaccaagg 60 

tagagatgac tggtgcggct gacattttcc accgagatgg ggatgggcac attgattatt 120 

atgaatgtgt gggtgctctt catcccaaca aggctgcgta tcgaccaaca acccgtgcac 180 

attaaaccga gcatgagggt cctagacaag tgggtcagtg cctttgtgca caaaggtttc 240 

acgtggggca catcggagag aataaatacc ggttcttcct cggacatcac tttggggatt 3 00 

cttaacaaat gcggctgggc cgtattctgc gcagcaccgt gatggttacc gttggtggca 3 60 

gacggatggc cttgggacga tttn 3 84 



<210> 636 

<211> 1201 

<212> DNA 

<213> Homo sapiens 



<400> 636 

agaggggtca tagttctccc tgagtgagac tcacctgctc ctctggcccc tggtcctgtc 60 

ctgttctcca gcatggtgtg tctgaagctc cctggaggct cctgcatggc agctctgaca 120 

gtgacactga tggtgctgag ctccccactg gctttggctg gggacaccca accacgtttc 180 

ctgtggcagg gtaagtataa gtgtcatttc ttcaacggga cggagcgggt gcagttcctg 240 

gaaagactct tctataacca ggaggagttc gtgcgcttcg acagcgacgt gggggagtac 3 00 

c gggcggtga cggagctagg gcggcctgtc gccgagtcct ggaacagcca gaaggacatc 360 

ctggaggaca ggcggggcca ggtggacacc gtgtgcagac acaactacgg ggttggtgag 420 

agcttcacag tgcagcggcg agtccatcct gaggtgactg tgtatcctgc caagactcag 480 

cccctgcagc accacaacct cctggtctgc tctgtgagtg gtttctatcc aggcagcatt 540 

gaagtcaggt ggttccggaa cggccaggaa gagaaggctg gggtggtgtc cacaggcctg 600 

atccagaatg gagactggac cttccagacc ctggtgatgc tggaaacagt tcctcggagt 660 

ggagaagttt acacctgcca agtggagcac ccaagtgtga tgagccctct cacagtggaa 720 

tggagagcac ggtctgaatc tgcacagagc aagatgctga gtggagtcgg gggctttgtg 780 

ctgggcctgc tcttccttgg ggccgggttg ttcatctact tcaggaatca gaaaggacac 840 

tctggacttc agccaacagg attcctgagc tgaagtgaag atgaccacat tcaaggaaaa 900 

accttctgcc ccagctttgc aggatgaaac acttccccgc ttggctctca ttcttccaca 960 

agagagacct ttctccggac ctggttgcta ctggttcagc aactctgcag aaaatgtcct 1020 

cccctgtggc tgcctcagct catgcctttg gcctgaagtc ccagcattga tggcagcccc 10 8 0 

tcatcttcca agttttgtgc tcccctttac ctaacgcttc ctgcctccca tgcatctgta 1140 

ctcctcctgt gccacaaaca cattacatta ttaaatgttt ctcaaacatg gaaaaaaaaa 1200 

a 1201 
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<210> 637 
<211> 981 
<212> DNA 

<213> Homo sapiens 



<400> 637 

gaccctgcag aggcggcggg gctcctcctc ccgctcctcc tcggcctccc cttcgggcgc 60 

tctcgcgcta actgtgctcc tccggggccc tccgcctgct cccagccatg gtggcctggc 120 

gctcggcgtt ccttgtctgc ctcgctttct ccttggccac cctggtccag cgaggatctg 180 

gggactttga tgattttaac ctggaggatg cagtgaaaga aacttcctca gtaaagcagc 240 

catgggacca caccaccacc accacaacca ataggccagg aaccaccaga gctccggcaa 300 

aacctccagg tagtggattg gacttggctg atgctttgga tgatcaagat gatggccgca 360 

ggaaaccggg tataggagga agagagagat ggaaccatgt aaccaccacg accaagaggc 420 

cagtaaccac cagagctcca gcaaatactt taggaaatga ttttgacttg gctgatgccc 480 

tggatgatcg aaatgatcga gatgatggcc gcaggaaacc aattgctgga ggaggaggtt 540 

tttcagacaa ggatcttgaa gacatagtag ggggtggaga atacaaacct gacaagggta 600 

aaggtgatgg ccggtacggc agcaatgacg accctggatc tggcatggtg gcagagcctg 660 

gcaccattgc cggggtggcc agcgccctgg ccatggccct catcggtgcc gtctccagct 720 

acatctccta ccagcagaag aagttctgct tcagcattca gcagggtctc aacgcagact 780 

acgtgaaggg agagaacctg gaagccgtgg tatgtgagga accccaagtg aaatactcca 840 

cgttgcacac gcagtctgca gagccgccgc cgccgcccga accagcccgg atctgagggc 900 

cctgtccagc tgcaggcatg cacaatggtg ccaccgcttg tcacccggct ccccccaccc 960 

cttcatttgg acccgcagct g 981 



<210> 638 

<211> 1421 

<212> DNA 

<213> Homo sapiens 



<400> 638 
ggcaatttcc ggcgcctccc 
tggcgaacat ggcgcttgtc 
gctctatcct gtgtaactac 
gctggaaatt cctgacgttc 
tgctgactga tctttccagt 
agctcaagaa gctcatctct 
gggtttttgt tgtagcagtg 
cgaagctgct ggataatttt 
tgccctttat attaatcgag 
gacttaccgc catatgtacc 
atgtaactgg catgtgggtg 
tcttctttgg gtctacaacc 
acaactatat ctgggataca 
aatgagatcc aagtctaaac 
tcgggcattg gcagtggggg 
ctcccccaat gaggacacct 
ccaaaagaac tcaccctcac 
aacatttttt ccttttctag 
attgtaactc catctaatca 
tgttaaagtc aaaggggcat 
ctgtaatcat gaacctaggc 
attgcataat gtcacagttg 
tgaaaagcct gagtgtattg 
aatgctgact aataaagaca 



423 



tcacgcccgc cctccttgcc gcccagccgg tccaggcctc 60 

ccctgccagg tgctgcggat ggcaatcctg ctgtcctact 120 

aaggccatcg aaatgccctc acaccagacc tacggaggga 180 

attgatctgg ttatccaggc tgtctttttt ggcatctgtg 240 

cttctgactc gaggaagtgg gaaccaggag caagagaggc 300 

ctccgggact ggatgttagc tgtgttggcc tttcctgttg 360 

ttctggatca tttatgccta tgacagagag atgatatacc 420 

atcccagggt ggctgaatca cggaatgcac acgacggttc 480 

atgaggacat cgcaccatca gtatcccagc aggagcagcg 540 

ttctctgttg gctatatatt atgggtgtgc tgggtgcatc 600 

taccctttcc tggaacacat tggcccagga gccagaatca 660 

atcttaatga acttcctgta cctgctggga gaagttctga 720 

cagaaaagta tggaagaaga gaaagaaaag cctaaattgg 78,0 

gcaagagcta gattgagccg ccattgaaga ctccttcccc 84 0 

agaaaaggct tcaaaggaac ttggtggcat cagcaccccc 900 

tttatatata aatatgtata aacatagaat acagttgttt 960 

tgtgtgttaa agaattcttc ccaaagtcat tactgataat 102 0 

ttttaaaacc agaattggac cttggatttt tattttggca 108 0 

agaaagaata aaagtttatt gcacttcttt ttgagaaata 1140 

atatagagta aggcttttgt gtatttaatc ctaaaggtgg 1200 

caccatgggg acctgagagg gaaggggaca gatgtttctc 1260 

cctcaaatga gcaccatttg taataatgat gtcaatttca 1320 

catctcttga tttaatcatg tgaaactttt cctagatgca 1380 

aagccaccct gaaaaaaaaa a 1421 
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<210> 639 
<211> 755 
<212> DNA 
<213> Homo sapiens 



<400> 639 

tgcctgcttc atgctgggga cacagccgta gaggctccat ggcccagtgg aggggacaga 60 

ctcatcctca gctagcgacc agccggggta ggcgcctggg gttagaggag ccaggctggg 120 

agggctgacg tgcgggaggc aggtttgcaa gtgtgactgc ccacctggct tcaaagccag 180 

ctgctctatg accctgcctc ggccctgcct gtgtgtggtt gtggccgagt ggccctgcac 240 

atgcgtgagt gtgtggacgt ggtatccatg ggactctgtg ggatgtgggt gttgactgca 300 

ttcctctgtg agcccatggg gttccgacac cgtgtgtgtc cccataggtg cgtgagaggc 360 

agtgggagag gctctgggtg tgaatgcgtg accatgtggc catgcgggat taatgccatg 420 

actggggggt tctgggtgtg attgtgcgtc tcttgttttg atcagaaccc acttagggcc 480 

aggtgcagtg gctcacacct gtcatcccag cactttggga ggctgaggca ggtggatcac 540 

gaggtcagaa gttcaagacc agcctggcca acatagtgaa agtccgtctc tactaaaagt 600 

acaaaaatta gctgagtgtg gtggcaggca cctgtaatcc cagctacttg ggaggctgag 660 

gcaggagaat catttgaacc caggaggcgg agtcgagatg gtaccagtgc tctccagcct 720 

ggatgacagg gcaagactcc gtctgaacaa agaaa 755 



<210> 640 

<211> 1776 

<212> DNA • 

<213> Homo sapiens 



<400> 640 

agcggccgcg cagcggacac cgtgcgtacc ggcctgcggc gcccggccac cggggcggac 60 

cgcggaaccc gaggccatgt cccatgaaaa gagttttttg gtgtctgggg acaactatcc 120 

tccccccaac cctggatatc ggggggggcc ccagccaccc atgcccccct atgctcagcc 180 

tccctaccct ggggcccctt acccacagcc ccctttccag ccctccccct acggtcagcc 240 

agggtacccc catggcccca gcccctaccc ccaagggggc tacccacagg gtccctaccc 300 

ccaagggggc tacccacagg gcccctaccc acaagagggc tacccacagg gcccctaccc 360 

ccaagggggc tacccccagg ggccatatcc ccagagcccc ttccccccca acccctatgg 420 

acagccacag gtcttcccag gacaagaccc tgactcaccc cagcatggaa actaccagga 480 

ggagggtccc ccatcctact atgacaacca ggacttccct gccaccaact gggatgacaa 540 

gagcatccga caggccttca tccgcaaggt gttcctagtg ctgaccttgc agctgtcggt 600 

gaccctgtcc acggtgtctg tgttcacttt tgttgcggag gtgaagggct ttgtccggga 660 

gaatgtctgg acctactatg tctcctatgc tgtcttcttc atctctctca tcgtcctcag 720 

ctgttgtggg gacttccggc gaaagcaccc ctggaacctt gttgcactgt cggtcctgac 780 

cgccagcctg tcgtacatgg tggggatgat cgccagcttc tacaacaccg aggcagtcat 840 

catggccgtg ggcatcacca cagccgtctg cttcaccgtc gtcatcttct ccatgcagac 900 

ccgctacgac ttcacctcat gcatgggcgt gctcctggtg agcatggtgg tgctcttcat 960 

cttcgccatt ctctgcatct tcatccggaa ccgcatcctg gagatcgtgt acgcctcact 1020 

gggcgctctg ctcttcacct gcttcctcgc agtggacacc cagctgctgc tggggaacaa 1080 

gcagctgtcc ctgagcccag aagagtatgt gtttgctgcg ctgaacctgt acacagacat 1140 

catcaacatc ttcctgtaca tcctcaccat cattggccgc gccaaggagt agccgagctc 1200 

cagctcgctg tgcccgctca ggtggcacgg ctggcctgga ccctgcccct ggcacggcag 1260 

tgccagctgt acttcccctc tctcttgtcc ccaggcacag cctagggaaa aggatgcctc 1320 

tctccaaccc tcctgtatgt acactgcaga tacttccatt tggacccgct gtggccacag 1380 

catggcccct ttagtcctcc cgcccccgcc aaggggcacc aaggccacgt ttccgtgcca 1440 

cctcctgtct actcattgtt gcatgagccc tgtctgccag cccaccccag ggactggggg 1500 

cagcaccagg tcccggggag agggattgag ccaagaggtg agggtgcacg tcttccctcc 1560 
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tgtcccagct ccccagcctg gcgtagagca cccctcccct cccccccacc cccctggagt 1620 

gctgccctct ggggacatgc ggagtggggg tcttatccct gtgctgagcc ctgagggcag 1680 

agaggatggc atgtttcagg ggagggggaa gccttcctct caatttgttg tcagtgaaat 1740 

tccaataaat gggatttgct ctctgcaaaa aaaaaa 1776 



<210> 641 
<211> 418 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<222> (1) . . . (418) 
<223> n = a,t,c or g 



<400> 641 

cccacgcgtc cgaaagaaag ttaagcaact acaggaaatg gctttgggag ttccaatatc 60 

agtctatctt ttattcaacg caatgacagc actgaccgaa gaggcagccg tgactgtaac 120 

acctccaatc acagcccagc aaggtaactg gacagttaac aaaacagaag ctgacaacat 180 

agaaggaccc atagccttga agttctcaca cctttgcctg gaagatcata acagttactg 240 

catcaacggt gcttgtgcat tccaccatga gctagagaaa gccatctgca ggtgttttac 300 

tggttatact ggagaaaggt gtctaaaatt gaaatcgcct tacaatgtct gttctggaga 360 

aagacgacca ctgtgaggcc tttgtgaaga attttcatca aggcatctgt agagatcn 418 



<210> 642 
<211> 731 
<212> DNA 
<213> Homo sapiens 



<400> 642 

agatggtgga tgaaccccca ggtaggttag agtgaataca acagacaaca tggatgagag 60 

gcccaaatca agaagaaagc aagtctttaa agtgatttgg gaagctgtgt tcaaaaggaa 120 

atagtttctg gaaagcctga aatttttaaa aattatactc tcacgtaggg gcatcttatg 180 

tcttatgttt ataaaatttc taagaattct aatttccctt cagtgttctt ccttcaaatt 240 

tacagtgaca gctaaagtac tattcatgac atacaaaaag agggcacaat ctgacttttt 300 

tcttgttttt gtggacagag agagatctcc ataattttga gatactctat gttaaactat 360 

tttttaagtt ctctttttac atcacgtctg aaatgcacga gagtggcggt ttctgtttca 420 

ctggttttct tgttcatttt ttctgcacat ttcatcctgt tttcattacc atagttttga 480 

aatatagttt gaaattataa agtatgatgt ccttctgctt tgttcttttt tcttaagatt 540 

gctttggcta ttcaaagttt attgtagttt catgtatgtt ttagggttgt gtttttcatt 600 

actgtgaaaa aagaacactg gaattttgac agggagttta ttgaatctag agatcacttt 660 

ggataatatg gcagtttcac aatacttatt ctttcagtag aaataaaata tttttaaatt 720 

taaaaaaaaa a 731 



<210> 643 
<211> 956 
<212> DNA 

<213> Homo sapiens 



<400> 643 
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actggctttg caccccttct gaggtcacag ttgtgtccct tgaaaacttg ggcaggagca 60 

cctgactggc ccagcttggg tcatgcccta ggcccagcag tgcgggaggc caggaaagta 120 

ggcttgggga ggctggcctc tcctccagtt tgaagcatgg caggggttcc gggggaggct 180 

gctggggggc ctgcgagcat gtccagagca ggaatgcttg gggtggtgtg tgctttgctc 240 

gtctgggctt atctggccgt ggggaagctg gttgtgcgga tgacgttcac tgagctgtgc 300 

acgcatcatc catggagtct gcggtgtgag tccttttgcc gctccagggt cacagcctgc 360 

ctccctgctc cagccccctg gctgaggccc ttcctctgcc ccatgctctt ctcagacagg 420 

aatcctgtgg aatgtcatct ctttggggag gccgtctctg accctgtatg caaaggcctt 480 

ctcccacatt atttttggca ccccactttc ttccccgtga aagcaaattg tttggtgtct 540 

ttctgtccca ctacagtata ggcccggttc agacagaggc cttgtccact aggcctgcgc 6 00 

tatctctgcg gagcccagcc aaagcagggg ccaggcgaat cttttgttaa aagaacaatg 660 

cgcgctgggc acagtggcgt cacgcctgta atcccagcac tttgggagtc cgaagctgga 720 

ggatcacttg aacccaagag tttgagacca ccctgggcaa cataaggaga acccatctct 780 

acacaaaatt agctgggcgt ggtggtgtat gcctgtagtc ctagctactt gggaggctaa 840 

ggtgggaggg gtggctgagg tgggaggatc acttgagcct gggaggttgt agcagtgaga 900 

gccatgatcg cgctactggg caatagagca gaacccagtc tcaaaaaaaa aaaaaa 956 



<210> 644 
<211> 870 
<212> DNA 

<213> Homo sapiens 



<400> 644 

ttcaggtgga gtctgttagt ttttgagaaa gagttagggc gagtttaagg cactgtggca 60 

gctgtgagat aaagtctggt tcctccccag ctggctcagg aaatgttcgc ggatacaacg 120 

gcggccccct ctgggcatac ctgcctgtgg agcggagagt ggacggtgtg agggggaccg 180 

ggagaggcac caaatctggc ctgggggccc gagaagcttc ctctcagtga ccacaatatg 240 

aatgggaaca gcaagatggc aaaagcttgc tgagtggtac agcgccagcc tgggtagtgg 300 

cctccccagc aagttgcatg tcactagctt cctgtggctg tcactcctgg gcccaggcac 360 

ctccgaagat cagcacctcc tcatgggctc aagcgaggac aggagcccgt cacccatgag 42 0 

ctctcaaggg cagagccact gtcctgtctc gatggctcca ccgtgactcc agtggacttt 480 

ggacagtggg gagcaggccc aacagggcca ctcggatgtg gtcactctgg atttgggtgg 540 

atcagcacca agctagactc atccccagcc cccaggtgct gttgctgctc ctgcgtgaga 600 

ccccatccac agctgcagct gtggcagggt ggctagtggt ggccagcatg gccctgctgc 660 

agctccacgc tgtggggggc gtggccctga ccagcagcca ccccttcatg tgggccacag 720 

gggaggagct taggaagccg ccttggcaag gttccgcagg ctctgcgtct ggtgtggaag 780 

agctcacggg gaagcactcc tgcccaggac ccgaggagcc ggccaccgtt cagaaggccc 840 

cagcttgaag gcctggagag ccgcccagct 870 



<210> 645 

<211> 904 

<212> DNA 

<213> Homo sapiens 



<400> 645 

gctgttgagc tggccgtgga gtttatgatg tgctatggga atgatggtct gtagactgat 60 

gttgggtcag gggcaggggc agcaggggtg tggtggagtg agcgtagggc tgggctgctg 120 

tgggagccag ttgctgctgc cgactgatcc ctggagcctg gaagctgcag gtgtgccggg 180 

ctccctgttt ctctgccggg ccagtggctg agacctgagt ctccatcaac catgtggatc 240 

tgtagggtca agcaagcctg gctgccaccc ctcctgtctc ctctagggcc tcctactcct 300 

tgggacccct tttacgctgc cccctcaccc ccagtctggg tgggcagtgg ttattggtac 360 

cggggtctgt tgtcccctcc agatggagga cagggatctt ttccacctca cctgtgtccc 420 

cagtgcccag tacaggccca ggcacaaata ggcccttact tcagagaact gggtgaacca 480 
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ccaagtgaga caaagtggta tctgaactcc cacagccacc acagggcagc aggaactcag 540 

aggcggctac gatgtctgca acatcttctg ggaggaggtg ggcctgggat tgggtcagaa 600 

agcccaaacg aaggtccagg ccaagtgact catgcctgta atctcagcac tttgggaggc 660 

aaagatgtga ggatcacttg aggtcaggag tttgagacca cccgggcaac atagagagac 720 

cccatcttta cacaaaattt aaaaatttgg ctggcacggt tgtgaccccc tatagtccca 780 

gttgcttgag aggctgaggc tggaggatca cttcagcccc ggagctcaag gttacagtga 840 

gctatgattg caccactgca ctccagcctg ggtgacagag tgaggccttg tcttaaaaaa 900 

aaaa 904 



<210> 646 

<211> 943 

<212> DNA 

<213> Homo sapiens 



<400> 646 

tttttttttt ttagaaataa atcattttaa tgtctatttt ttcacttcta ttaattgatt 60 

attgatttct acacaagtgt atgcatctag tttgacttgc ttcatattta ttttccaaca 120 

tggtgcaatc ttcagcatga ggtgcacgaa gtaccttgtc ctcaaagagc tttatcaact 180 

cgaacatttt cgaagagctc tataaggcag ctcagcatgg cagtttttta ctgaaatctc 240 

ttatctggaa gatggcagaa gagacccgga ccttcccgag cccactggtt gcttgtattc 300 

atatcacagc tcgcttgagt aagtggtaac gacagaataa taagcagatt gctcctccaa 360 

acccagctgg gtgagatagc ttcatttttg gaaaatcaac tgaatcatga aaaccttcct 420 

aatggtataa tttgttccag agttcttttg atacttaaga agggaaatat taatccttgt 480 

gcacagtctt ttattacaag cactcttatt tatggtatta cagagttttc ttctccagcc 540 

gtcattctct ggtgaggtga ctggctgtac cccatgcaga atcgaaagca tgaagaaatc 600 

tcctttctta atcagagctg atgacagccc tctcatttcc tgccaaatgg atcagaccac 660 

acttttaacc ctggtggctg cacatcctct tgaacaattc cagcccgatt tatagcttgt 720 

tccttcttgt actcctccaa tctcattagg ggccggaagt agatgggata gaaggcggcg 780 

ccgatcaggg agatgaagcc gccgaaaatg agcgcggtgc gcaggttccg ggacatggcg 84 0 

tcaggccccg ggctgccctg acccgccgac cgcccggcac tctcggaaac caggttaccg 900 

acggccgggc cgtgaccccg ctcggaagag gtggagaggc ttt 943 



<210> 647 

<211> 782 

<212> DNA 

<213> Homo sapiens 



<400> 647 

aactaaggaa tgagaaagga aagtcggtat ataaatggag tgtgtgaatg tgtgcatgtg 60 

tgtttgcata tctgtgtgca tatttgtaca agtatgtatc tgtgtgaatg tatgtagatc 120 

tgtgtatgta aatattttct tagcatctat ttggccacca gggcttttct cctgagtgtg 180 

agtgcataag tgcatgtgag catgcacaag tatctttgtg tatttgaata tcttagcaac 240 

cttagcaaat gcatgcgatt gtatttgatc ttgttagcat ccatctgcat gtacctctgt 300 

gtagccagaa gggttttcct ctttgcctca gttagtaccc agggcaaaag cttaatgtat 3 60 

tctactcaga aagtagttaa ataagactgt ttctctaata tatattttag ttgtaggaat 420 

taggaagtag catcatagat gctcctacac taagctggcc ctgcttccta tgttaaatat 480 

gacacatctg aggccctggg agaggaagtg atttgcccag tctcacacaa tgagttagag 540 

ccagagtgaa gtcaaaaccc agtctctgga tgtacaagca aggtcttttt ctagtcccaa 600 

atggcctttt gtggtggtcc agggactgcc gggagcagtc gtggaactgc atcatttaca 660 

gaaggtctga tctttgagtc agagtcacag aagaattgag aatagctgtt gggccttggg 720 

ctgctggact gagatgacat gtggacatca ggatgacaag gcttctgaag cagaggctgg 780 

gg 782 
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<210> 648 

<211> 689 

<212> DNA 

<213> Homo sapiens 



<400> 648 

cggacgcgtg ggtcgatgca cctgcttctg ggcggacgca cttggcgcgc ggcgcgggct 60 

gcagacggct gcgaggcgct gggcacaggt gtcctgatgg caaatttcaa gggccacgcg 120 

cttccaggga gtttcttcct gatcattggg ctgtgttggt cagtgaagta cccgctgaag 180 

tactttagcc acacgcggaa gaacagccca ctacattact atcagcgtct cgagatcgtc 24 0 

gaagccgcaa ttaggacttt gttttccgtc actgggatcc tggcagagca gtttgttccg 300 

gatgggcccc acctgcacct ctaccatgag aaccactgga taaagttaat gaattggcag 360 

cacagcacca tgtacctatt ctttgcagtc tcaggaattg ttgacatgct cacctatctg 420 

gtcagccacg ttcccttggg ggtggacaga ctggttatgg gctgtggcaa gtattcatgg 48 0 

aaggtttcct cttctactac cacgtccaca accggcctcc gctggaccag cacatccact 540 

cactcctgct gtatgctctg ttcggagggt gtgttagtat ctccctaaga ggtgatcttc 600 

cgggaccaca ttgtgctgga acttttccga accagtctca tcattcttca gggaacctgg 660 

ttctgggcag attgggtttg tgctgttcc : 689 



<210> 649 
<211> 886 
<212> DNA 
<213> Homo sapiens 



<400> 649 

gcccatatcg ttaattcgca tgcctgtggt cccagctact caggaggctg aggcgggaga 60 

atctcttgaa cctgggaggc ggaggttgca gtgagccgag atcttgccat tgcactccag 12 0 

ccggggcaac aagagcagga ctccatctaa aaaaaaaaaa atagtcctac ccctcaggaa 180 

actgacatgg tatgtaggtt tggaccaaac ctaaataaaa tagcttcagt taactattaa 240 

attataattt aggaaccaga aggaacttat ttataacaaa aactttgaat tgccaaaatt 300 

tttacagatt ttagcagagc agagtaaatt aataacatct gattgcatgt ttccttttca 360 

ttttccataa agaaaagcct taaatcaagc catttttttt tccagagggt aatgtactag 42 0 

ggctacaaat aaattcattt agcccaataa aggtagtctt aacagtagcc agagtcatct 48 0 

gggaccattg tagcatctta aacacagatt ctaagaaatg tttagaaact ataaagaaca 540 

aaatagttat gtcttcatct gctgaaggaa ttctaatttg cacatgaata agacacacag 60 0 

cccctttgac taacctgatg aagataaaac agtgtcctga gtcaaggtga agctctttga 660 

gatgggaaaa aaatgcaaat ttgatattga ggccatggca ggagaatcgc ttgaacctgg 720 

gaggcagagg ttgcggtgag ccgggatcgt gccactgcac tccagcctgg gccgcagagc 78 0 

gagactttgt ctcgaaaaca aaagatactg gggccatagg aggaatgtga taaaccagat 840 

ggtagaggag aaatgccatt atgtgcaaga ataaatgtag agtgca 886 



<210> 650 

<211> 1624 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<222> (1) . . . (1624) 

<223> n m a,t,c or g 
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<400> 650 

tgctattcat gtgttgagtt ttatacttct ttatggatgg tgtatgtgaa atgtggagac 60 

ttccacattc tcagtttatt cacattgtga tactaccttt gaaggttttt ttgtttttgt 120 

tttgtttttt gagatggagt ttctctcttg tcgcccaggc tggagtgcaa tggcgcgacc 180 

tcggcccact gcaacctcca cctcccaggc tcaagcgatt cttctgcctc agcctcccaa 240 

gtagctggga ttacagacac tctccaccac acccggctaa tttttatact ttcggcagag 300 

acggggtttc accatgttga ccaggctggt ctcgaactcc cgacctcagg tgatccacct 360 

gcctcggcct cccaaagtgc tgggattaca gatgtgagcc accatgcctg gccctgtttt 420 

gttttcttgt tttttttatt tatttttatt tttattttta tttatttatt tttgagacgg 480 

agctccgctc tgtccgccca ggctggagtg cagcggcgcg atcccggctc actgcaacct 540 

ccgcctccca agttcaagct attctcctgc ctcagcctcc tgagtagctg ggattacagg 600 

tgtgcaccgt caggcccggc taatattttg tacttttagt agagataggg tctcaccatg 660 

ttggccaggc tggtctcgaa ctcctgacct caggtgatcc acctgcctca gcctcccaaa 720 

gtgctgggat tacaggtgtg agccaacatg cctggcccta agacaattta aatacagcaa 780 

actttctggt ttggtcaatg tggtaatgca tgaatctaga gatactgaat cttatcttta 840 

ctgctgattt tatgctattt cccatagaat agcagaaaac aagtatccct tagtcaaaaa 900 

taagaaaatc cacaggctgt atgagaatct tataacatgt ttatccagga atgcttatat 960 

gttggttcca aagagtcatt gaacaatttc tcataaaatc tttggataag agggagagat 1020 

Sragggttgcg tagggattta atgaagtggg tgtctaaccc ttccaaagct gttttcaaag 1080 

gttgctcatt gatggatcta tgctggtgtg aaatcacagt ttctgtcctc attttacctt 1140 

atgtgacatt ttaataaatt tctgatttga ggatattggt ggcaggttaa gaaaatttgc 1200 

aaatgacctg ccactggaag aagtagctct tgtatgagaa gacaaagttg gtaccaaaag 126 0 

ggatcctgac aaatttggac aatgggctaa acctaataaa atgaaatgtc acctgtcttt 1320 

ctaaaccaat ccgtcccaaa taatgggaga gataaagtct agaattttag gttttacaaa 138 0 

aaaggttttg ttggactata agctgactat aaagatagca gccgaaaaag gtaaaggact 144 0 

tagggccaca ttactaagaa acgaacagac tctgtaattg ctaatacact gtttaaaata 1500 

aaggtcgtgg tggngctgct tcattctact gataagaaag accctgaata aagcccttcc 1560 

ttttagaaac actcttcctt tattttactt tccactccta cgaagtataa aagcccttat 1620 

ggga 1624 



<210> 651 
<211> 651 
<212> DNA 
<213> Homo sapiens 



<400> 
aggtaatgca 
tgagttcctg 
tgcccatctg 
taatgaggtt 
agacctcttc 
actgattgaa 
ggcacaaatt 
ctagcttatc 
gtccaagctg 
atcgctttct 
ccccaccacc 



651 

aaattatttt 
ttgctcagaa 
gtatgtgtga 
gaacaactta 
ctatctttgt 
ggcggggatt 
tattttccta 
ttttctcatt 
ggcggcgtgg 
cctcgctcca 
cttcgtgttc 



ccaaagttgc 
tccttgtcaa 
aatggtgtct 
tcctgtgtgt 
gtgtgtgtgt 
ataaagtctg 
ttctgcagct 
ctggatttct 
cccggacctg 
ccctgcgggt 
tgtccccgcc 



accaatttgc 
catttgaata 
cgtgattttg 
tttgctcatt 
attttgctat 
ttctgcacaa 
cgccttttcc 
tcttttttga 
cctcactgca 
agttcgaggc 
gtccttctcg 



agtcttgcca 
ttgtctaact 
atttgcattt 
cctctttcct 
taagctttta 
taatccatat 
cattctgtat 
catggagcct 
atgtccgcct 
tcactgcttt 
gagggctcac 



acaatgaata 
tcaaaatgtg 
ttcaaaatac 
cttctatgac 
gtcttttctt 
tgattgtcta 
tttcctagtc 
ccgcttttgc 
gccaggtgta 
aacctctcgc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
651 



<210> 652 
<211> 743 
<212> DNA 
<213> Homo sapiens 
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<400> 652 

gtggtggaat tccctgcagc aggagcacag ccacgctcct cccatggaga aactgctacg 60 

accccaacat aggcaggaag taggaaattc aagaagcagg caaatgggaa ggatacacat 120 

ctctatctgt tcgtatgtta gtattctgat tttaagagta atcgttgtct cttcattttt 180 

attcatttca aaggactttc taatttccct tgtcatttct tctttgatcc gtgagtcctt 240 

cagaagggtg tagtttaatt tcaaaatatt tggggatttt tcagacactg attttctgtt 300 

tagctctgtt gcggtcagag aacatgcttg gtatgatttc aatgctttta aatgcattga 360 

aacttttggt ctatctaacg gaatgctgta tggcacttga agaaagggtg cattctgttc 420 

ttatagggtg gagtgtttca tttaaaagaa tacaaaggca attaaaccaa gtgggcttga 480 

tagagttctt caagatggtc ctctgcagca acacagatgg aactgaaggc cattatccta 540 

agtgaagtca gtcagaaaca gagactcaaa tactgcacat tctcatttac aagtgggagc 600 

taaacaatgg gtacacatgg acatagggag taaaataata gacactggaa actccaaaag 660 

gcaggaggat gggagaggag taagccatga aaaatcacag attgagtaca atgtacacta 720 

aaagcccaga gttcaccact atg 743 



<210> 653 

<211> 1524 

<212> DNA 

<213> Homo sapiens 



<400> 653 

atttgccctc gctgcacgaa ttcggcacga gcttcccttc ccgtcttcct tatcaatacc 60 

aacaaagagg aagctaaggc ctgggttggg taactgcctg acgttttact gtaagtgcat 120 

tgtgtgccca agctcagggt tgtcccgtct agaccattaa agtcacacaa tgcaatttaa 180 

gaagacaatg aggcaatctc agcactttgg gaggccgagg ctctctgttt cctcgagtca 240 

ctcccagatt agtggtgtct agctcagcac tgtttctgtt atacttcatt cataattccc 3 00 

agcgctgttg gacgaggatg ggaagaccgc ctgtggccat gagccctccc cggtgctcct 360 

ggggctaagg ctggggctgc agccatgggg ctgggtcagc cccaggcctg gttgctgggt 420 

ctgcccacag ctgtggtcta tggctccctg gctctcttca ccaccatcct gcacaatgtc 48 0 

ttcctgctct actatgtgga cacctttgtc tcagtgtaca agatcaacaa aatggccttc 54 0 

tgggtcggag agacagtgtt tctcctctgg aacagcctca atgaccccct cttcggttgg 600 

ctcagtgacc ggcagttcct cagctcccag ccccggtcag gcgccgggct ctcctcaagg 660 

gctgtggtgc tggcccgggt gcaggccctg ggctggcatg ggccgctgct ggcgctgtcg 720 

ttcctggcgt tctgggtgcc ctgggcccca gctggcctgc agttcttgct gtgcctgtgc 780 

ctctatgatg gcttcctgac gctcgtggac ctgcaccacc atgccttgct ggccgacctg 840 

gccctctcag cccacgaccg cacccacctc aacttctact gctccctctt cagcgcggcc 900 

ggctccctct ctgtctttgc atcctatgcc ttttggaaca aggaggattt ctcctccttc 960 

cgcgctttct gcgtgacact ggctgtcagc tctgggctgg gctttctggg ggccacacag 1020 

ctgctgaggc ggcgggttga ggcggcccga aaggacccag ggtgctcagg cctggttgtg 1080 

gatagcggcc tgtgtggaga ggagctgctt gtaggcagtg aggaggcgga cagcatcacc 1140 

ttgggccggt atctccggca gctggcacgc catcggaact tcctgtgttt ttcgtgagca 1200 

tggacctggt gcaggtcttc cactgccact tcaacagcaa cttcttccct ctcttcctgg 1260 

agcatctgtt gtccgaccat atctcccttt ccacgggctc catcctgttg ggcctctcct 1320 

atgtcgctcg ccatctcaac aacctctact tcctgtccct gtgccggcgc tggggcgtct 1380 

acgcggtggt gcgggggctc ttcctgctca agctgggact tagcctgctc atgttgttgg 1440 

ccggcccgga ccacctcagc ctgctgtgcc tcttcattgc cagcaaccgc gtcttcactg 1500 

agggcacctg gaagctgctg acct 1524 



<210> 654 
<211> 711 
<212> DNA 
<213> Homo sapiens 
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<400> 654 

atagtagagc gtgggggaat tcgttctctc actgcccagt gagctagccc aggcaaggaa 60 

ggacatgccc catatacaaa cacttcttag gactctgttt gcatcacatt tgctagtgtc 120 

cctttggcaa agtgagccca tggctaagcc cagaatgagg aagtacaata catcctctga 180 

gtatctcagt gagctggata ctgaggcttc cagagtctca tagacacaga aagtcatgat 240 

tccctggggg ccataattgc aaagtttatt aatatattat cctatatgta ttaatcctgt 300 

aggtcctaag gaaataattc aaatttgggg aagggaacaa agctctatgc ataagatttt 360 

catcagtagc aaaatatgca aaccactaag atgtccatcc attggagaat ggacacatgg 420 

aagacggtgc atccatagaa ttggtggatg aagagccatt gaaaatgatg tttgggggcc 480 

aagcatggtg gctcatgcct gtaattccag tgactcagga agctgaggtg ggaggattgc 540 

ttgaggccag gagtttgagc ctgggcaaca cagtcagacc ccatctctgc aaaaaaaaaa 600 

tttcaaaatt agctaggtgg tgcgggccta tgcctgtagt cccatctact tgggaggctg 660 

aggagagaat tgcttgaact caggagctcc aagttatagg ggccctgcga c 711 



<210> 655 

<211> 1524 

<212> DNA 

<213> Homo sapiens 



<400> 655 

atttgccctc gctgcacgaa ttcggcacga gcttcccttc. ccgtcttcct tatcaatacc 60 

aacaaagagg aagctaaggc ctgggttggg taactgcctg acgttttact gtaagtgcat 120 

tgtgtgccca agctcagggt tgtcccgtct agaccattaa agtcacacaa tgcaatttaa 180 

gaagacaatg aggcaatctc agcactttgg gaggccgagg ctctctgttt cctcgagtca 240 

ctcccagatt agtggtgtct agctcagcac tgtttctgtt atacttcatt cataattccc 300 

agcgctgttg gacgaggatg ggaagaccgc ctgtggccat gagccctccc cggtgctcct 360 

ggggctaagg ctggggctgc agccatgggg ctgggtcagc cccaggcctg gttgctgggt 420 

ctgcccacag ctgtggtcta tggctccctg gctctcttca ccaccatcct gcacaatgtc 480 

ttcctgctct actatgtgga cacctttgtc tcagtgtaca agatcaacaa aatggccttc 540 

tgggtcggag agacagtgtt tctcctctgg aacagcctca atgaccccct cttcggttgg 600 

ctcagtgacc ggcagttcct cagctcccag ccccggtcag gcgccgggct ctcctcaagg 66 0 

gctgtggtgc tggcccgggt gcaggccctg ggctggcatg ggccgctgct ggcgctgtcg 720 

ttcctggcgt tctgggtgcc ctgggcccca gctggcctgc agttcttgct gtgcctgtgc 780 

ctctatgatg gcttcctgac gctcgtggac ctgcaccacc atgccttgct ggccgacctg 840 

gccctctcag cccacgaccg cacccacctc aacttctact gctccctctt cagcgcggcc 900 

ggctccctct ctgtctttgc atcctatgcc ttttggaaca aggaggattt ctcctccttc 960 

cgcgctttct gcgtgacact ggctgtcagc tctgggctgg gctttctggg ggccacacag 1020 

ctgctgaggc ggcgggttga ggcggcccga aaggacccag ggtgctcagg cctggttgtg 1080 

gatagcggcc tgtgtggaga ggagctgctt gtaggcagtg aggaggcgga cagcatcacc 1140 

ttgggccggt atctccggca gctggcacgc catcggaact tcctgtgttt ttcgtgagca 12 00 

tggacctggt gcaggtcttc cactgccact tcaacagcaa cttcttccct ctcttcctgg 1260 

agcatctgtt gtccgaccat atctcccttt ccacgggctc catcctgttg ggcctctcct 1320 

atgtcgctcg ccatctcaac aacctctact tcctgtccct gtgccggcgc tggggcgtct 1380 

acgcggtggt gcgggggctc ttcctgctca agctgggact tagcctgctc atgttgttgg 1440 

ccggcccgga ccacctcagc ctgctgtgcc tcttcattgc cagcaaccgc gtcttcactg 1500 

agggcacctg gaagctgctg acct 1524 



<210> 656 

<211> 993 

<212> DNA 

<213> Homo sapiens 
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<400> 656 

gatttcgtgg ggaagggagc cgccgccgca gccgccgcct ttgtggagta cttttgtcgg 60 

gaacatggat gagaaatcca acaagctgct gctagctttg gtgatgctct tcctatttgc 120 

cgtgatcgtc ctccaatacg tgtgccccgg cacagaatgc cagctcctcc gcctgcaggc 180 

gttcagctcc ccggtgccgg acccgtaccg ctcggaggat gagagctccg ccaggttcgt 240 

gccccgctac aatttcaccc gcggcgacct cctgcgcaag gtagacttcg acatcaaggg 300 

cgatgacctg atcgtgttcc tgcacatcca gaagaccggg ggcaccactt tcggccgcca 360 

cttggtgcgt aacatccagc tggagcagcc gtgcgagtgc cgcgtgggtc agaagaaatg 420 

cacttgccac cggccgggta agcgggaaac ctggctcttc tccaggttct ccacgggctg 480 

gagctgcggg ttgcacgccg actggaccga gctcaccagc tgtgtgccct ccgtggggga 540 

cggcaagcgc gacgccaggc tgagaccgtc caggtggagg atttttcaca ttctatatgc 600 

agcatgtacg gatatacggg gttctccaaa cactaacgca ggggccaact ctccgtcatt 660 

cacaaagacc cggaacacat ctaaaagttg gaagaacttt cactacatca ccatcctcca 720 

agacccaggg gcccggtcct tgagtgagtg gaggcctgtc cttaaaaggg gcacattgga 780 

aggccttctt gcatgttggc catggaaggc ccccccccct ctgaaaaagt tgtccacctg 840 

gtaccctggt gaagaactgg tctggcttgc cccccttcaa aagattatag gcctggccct 900 

tttaatctac ccctaaacca ccccggttgt gccttgtctt tagctacctt ttatatttat 960 

999gtgggtc acactctctt ccaccatctt ccc 993 



<210> 657 
<211> 969 
<212> DNA 

<213> Homo sapiens 



<400> 657 

taccgtgtgg tggaattcga taaccgaatc ttcttcttta cccagtctgt ctgacagtct 60 

ctgacttttc atttgggttt tcattataac atttaatgca attattgata tagttttact 120 

taaatttacc attttgctat ttgttttcta tatttctcct gtcttttttg atgttgttat 180 

tttctgcatc cttaactggc ttcctttgtg ttaaataaat attttccaat gtagattttt 240 

agtttttctc tttttcagct gtatgacatt agtactcttc ctagtgcttg ctctaatgat 300 

tacaatatgc atcttgtcct atcacagcca ccttctgatt aatagtaact taattccagt 360 

aaaatacaga aacttccctt caatattgct tcattttctt catctttggt tatcattttg 420 

tcatatatct cacatgcata tatgtcataa cctattaata tagtattgaa ttactttgta 480 

ataaacttaa tgtcttttga agttattaag aaaatacttt gggaaataaa ctatagattc 540 

ttttatctta actcacattt tatagtattt ccattttgtt taggtttatt atgaatttgg 600 

gtaaatcttt ggaggaaatt aatttcaact gaagaaattt taaaaactat ttttgggaag 660 

aaatatttat gggaagaaat attttgcagg ggctcacacc tgtaatctca gcaatttggg 720 

aggctggggc aggtggatca cct gaga tea ggagttcaag accagctggc caacatgeag 780 

aaaccccatc tctactaaaa atacaaaaat tagctggaca tggtggcacg tgcctgtaat 840 

cccacctact tgagaaactg aggcaggaga ategcttgaa cctgggaggc agaggttata 900 

ctgagtcgag atggcaccac tgcactgcag cctgggcaac agagtcagac tctgtctcca 960 

aaaaaaaaa 969 



<210> 658 
<211> 572 
<212> DNA 
<213> Homo sapiens 

<220> 

<22l> mis cofeature 
<222> (1) . . . (572) 
<223> n = a,t,c or g 
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<400> 658 

tgcagagagg aaaaacccat tctaaggcct cctctctgct gagagctgca gagacgacag 60 

gatgacctgc ctgcagagat gagccaccca ctctagggcc tcctgtctgc tgagagctgc 120 

acagacaaca ggacaatcag gtacagagag gagctacact ctctgttgat agctgaacac 180 

ttgtcaggca agtgttctag cagaacttgc ctagcagaga ggagctatcc tctctgctag 240 

gagatgaaca ctcattggaa catcctgcct gtggaaagga gctgtcccct gtggatttcc 300 

tctgagctgt cctattgctc aataaagctc ctcttcatct tgctcaccct ccacttgcct 360 

gcatatctca ttcttcctgg gcacaagata agaactcagg acctgccaaa tgaggctaac 420 

agagctgtaa cacaaacagg gctcagacat gctctgtatc agtccatttc atgctggtga 480 

taaagacatg cctgagactg ggaagaaaaa gaggttttat agttccccat ggctggggag 540 

'gcctcacaat catggcggaa cgnaacgagc ag 572 



<210> 659 

<211> 844 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (1) . . . (844) 

<223> n = a,t,c or g 



<400> 659 

ctctgacttc tggcttgcat tgtttccagt gagaaatctg ctactatttt tatcttagtg 60 

tctctgtagt gtgtcttggt tgcttttagg attttctctt ttcattggcc ttgagtccct 120 

ccttcttccc ctcacatgtg gggactttta attccatgta tattaggctg catgaagctt 180 

ccccacaacc tactgatgct cttttcatta gaaacatttc ttactctgcg tttcattttg 240 

gatagtttct attcctatgt tttcaaaccc accaataaaa gattctgcaa catctgacct 3 00 

gccattaatc ccgtccagtg tatttttcat ctcctgtatt gtagttttca tctctacaat 360 

cccaacttga gcctttggtt ataacttaca tgttgctcct gcactgtttg aacatgcaga 420 

atggctagtg gggcagtgag ctgaggagaa gggacagagg ggaagctcgg ctgttgggtc 4 80 

tacgggtatg atggagacca tgcagctgaa agtaaaccgt caccccttct gcttcagtgt 540 

gaaaggccag gtgaagatgc tgcagctgat gaggctgngc cttagggtgc gnggggtggt 6 00 

ggaatctgct tgtgggcggg agatgtggct atgtggctat aaaggatgaa gatgaacgcc 660 
ctgtttgctt ttcagcctcg cttggatcaa gggtaaaaag ccggttgtgc cctcctggtg . 720 

aagaaagaag agataaggac ttgcctccct ttcgaggggc tgggaaacct taaccctcaa 780 

aacactgggg gccgggcctt gttggtccct gggccccaaa ccttgggggg cgacccggga 840 

gggg 844 



* <210> 660 
<211> 772 
<212> DNA 
<213> Homo sapiens 



<400> 660 

ccttcccggg tcgacgattt cgtgaagtag ctcttatggc tggagattgc aggtttatga 60 

ctgatcctat ttgggaagaa caatgatggc aggcattcga gctttattta tgtacttgtg 120 

gctgcagctg gactgggtga gcagaggaga gagtgtgggg ctgcatcttc ctaccctgag 180 

tgtccaggag ggtgacaact ctattatcaa ctgtgcttat tcaaacagcg cctcagacta 240 

cttcatttgg tacaagcaag aatctggaaa aggtcctcaa ttcattatag acattcgttc 300 

aaatatggac aaaaggcaag gccaaagagt caccgtttta ttgaataaga cagtgaagca 360 

tctctctctg caaattgcag ctactcaacc tggagactca gctgtctact tttgtgcaga 420 

gatccctgaa cagagatgac aagatcatct ttggaaaagg gacacgactt catattctcc 480 
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ccagcctgag tcaaggttat tgcaatagca ctaaagactg tgtaacacca atgcaggcaa 540 

atcaaccttt ggggatggga ctacgctcac tgtgaagcca aatatccaga accctgaccc 600 

ttgcgtgtac cagctgagag actctaaatc cagtgaccag gctggctggc taattaccgg 660 

atttggatct tcaaccaagg tgccccaagg taggattctg tgtgtaatta cagacaaact 720 

gtgctaaaca tgaggccatg actttagaac acagggtgtg gctggagcac at 772 



<210> 661 

<211> 920 

<212> DNA 

<213> Homo sapiens 



<400> 661 

ccttcccggg tcgacgattt cttggcgggt acccgtgcgc ggtgggctga tcgcggctct 60 

cttaccttct cgggcagccc agtctttgcc atccttgccc agccggtgtg gtgcttgtgt 120 

gtcacagcct tgtagccggg agtcgctgcc gagtgggcgc tcagttttcg ggtcgtcatg 180 

gctggctacg aatacgtgag cccggagcag ctggctggct ttgataagta caagtacagt 240 

gctgtggata ccaatccact ttctctgtat gtcatgcatc cattctggaa cactatagta 300 

aaggtatttc ctacttggct ggcgcccaat ctgataactt tttctggctt tctgctggtc 360 

gtattcaatt ttctgctaat ggcatacttt gatcctgact tttatgcctc agcaccaggt 420 

cacaagcacg tgcctgactg ggtttggatt gtagtgggca tcctcaactt cgtagcctac 480 

actctagatg gtgtggacgg aaagcaagct cgcagaacca attctagcac tcccttaggg 540 

gagctttttg atcatggcct ggatagttgg tcatgtgttt actttgttgt gagtgtttat 600 

tccatctttg gaagaggatc aactggtggc aggggttttg ttctttttat ctcctgctat 660 

gggtaggttt gctctctttt ccgcctgacc ccccttggaa aagctttaca cccgcgattc 720 

tttttcfctgc ctgggggact ggctcttccc ccggccgcca tcgcttctcg ctccccacag 780 

accgccgccc gtctgctcac tcgccctttt tatcaaccct tcagcactcg atccgtactt 840 

tattccactc cccgatacgt tcatcacgtt tcgcattcgt ctcctctctc cactcgtaca 900 

cttcaatccc ttctctgccc 920 



<210> 662 

<211> 1372 

<212> DNA 

<213> Homo sapiens 



<400> 662 

cccctcatat aacctgaaat attatccctt tttttttttt ttacttcctg taaatacctg 60 

taagacagtc ggccggagga ttgtattttc aatataatct cctcattatt cccttcttga 120 

tggttggact gtgtctacaa tgtcagagca tataggcatt acatactatg ctgtaccctt 180 

tataaaatca cttaagtttt aattctgtgg tttatattta atgttcatca tctgctttta 24 0 

gattgatgtc ttttcagtca attctgaagc ttgttttcta gtagaattct caggaagagc 300 

ttagaacagc tatagtcccg gttttttgca tgttttaagt ttgtgctgtt tatacctgaa 360 

ggtcatgtca gctaaataag aaatccttgg ttcatatttt ttaatttaat tatctaaagt 420 

ctgttactcc attgtcatcc tacataaagt ctcatgctgg tctcatttct ttcccttggg 480 

gagtgacctg gtcatttttc ctggacaccc agattttttc tatacattcc aataatttta 540 

gtttaatatg tctcattgtg ggttactttt cctggttgtc acttggcttt tgagctttat 600 

tttccttgtc tgtaaaatga gaataacttt tttgttttgc ttgctcacag tagatatgaa 660 

gccaaataag gtattatata tgaagtgctt taaatgtatt attttactat cttgttatcc 720 

tttaaagttt cttgttatta ggaactttga aatttagaca gcctgagcaa catggcaaaa 780 

ccttatctct accaaataca aaaattgtct ggtccattgg gtctcacgcc tgtaatcccc 84 0 

agtactttgg gaggcccagg gtggatggat ggcttgagtc taggagttca agactagcct 900 

gggcaacata gcgagatccc atctctagaa aaaaaaaaga acacaaaaat tagctggacg 960 

tggtggtaca tgtctgtggt cccagctcct ccagggctga ggtggagtgt cccttgagcc 1020 

tgggaggcga atgttgctat aagcctaaat cgtgccactg ccttccagcc tgggtgacag 1080 
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agcaagaccc tgtttcaaaa aaaaaaaagg aaaaaaaaac tttaaaagcc ttttttttaa 114 0 

a 9Srggg a 9gg acttggagta agtgcctgtc ggaaaaaaaa aaaaaggggc taccccaggg 1200 

ggtttttttg gcccaaaaga gaaaaaacct ttccctggtt ccctggggaa aagcaaattt 1260 

tttcttttat ttagggggga ataaaaccgg attgaaagaa aggggccttt ttgaagaacc 1320 

ctaaaaaaaa aactccattg aaatataatt ttaaaacctt ttgccgggcc gg 1372 



<210> 663 

<211> 1192 

<212> DNA 

<213> Homo sapiens 



<400> 663 

cgtccacgcg tccgcttaaa tcagagggat tgaatgaggg tgctttgtgc ctttcctgaa 60 

gccatgccct ccagcaactc ccgccccccc gcgtgcctag ccccgggggc tctctacttg 120 

gctctgttgc tccatctctc cctttcctcc caggctggag acaggagacc cttgcctgta 180 

gacagagctg caggtttgaa ggaaaagacc ctgattctac ttgatgtgag caccaagaac 240 

ccagtcagga cagtcaatga gaacttcctc tctctgcagc tggatccgtc catcattcat 300 

gatggctggc tcgatttcct aagctccaag cgcttggtga ccctggcccg gggactttcg 360 

cccgcctttc tgcgcttcgg gggcaaaagg accgacttcc tgcagttcca gaacctgagg 420 

aacccggcga aaagccgcgg gggcccgggc ccggattact atctcaaaaa ctatgaggat 480 

gacattgttc gaagtgatgt tgccttagat aaacagaaag gctgcaagat tgcccagcac 540 

cctgatggta tgctggagcc tccaagggag aaggcagctc agatgcatct ggttcttcta 6 00 

aaggagcaat tctccaatac ttacagtaat ctcatattaa cagagccaaa taactatcgg 660 

accatgcatg gccgggcagt aaatggcagc cagttgggaa aggattacat ccagctgaag 720 

agcctgttgc agcccatccg gatttattcc agagccagct tatatggccc taatattgtg 780 

cggccgagga agaatgtcat cgccctccta gatgggttat gaaggtggca ggaagacagg 840 

aaatgcagtt acctggaaca ttctacattg aggcccgcgg gccaagggga gggactcctg 900 

aaaacccgcc tgtgaaacac acttttgtgc cgattagaga aatcagaaag gggtaaacat 960 

accccccaga aagaaaattg ggcttgaagt ggggggccac tccactgagg ccaacacaca 1020 

ttgcgttcta tggtggggaa tttaggtgga ccctctgaat ggcgccgctc cggcatggtg 1080 

ccgggcggcg ctcgtgttgg cacgggaaca cgcccgtgcg ccgagagtcg ccggcacacc 1140 

cagcgtgtgg tgttgtgggc atctggtact acggagtccc gacccagcgt eg 1192 



<210> 664 
<211> 779 
<212> DNA 
<213> Homo sapiens 



<400> 664 

ggaattccag tggtagccag gatggaaggc acctcccaag ggggcttgea gaeegtcatg 60 

aagtggaaga cgggggttgc catctttgtg gttgtggtgg tctaccttgt cactggcggt 120 

cttgtcttcc gggcattgga gcagcccttt gagagcagee agaagaatac catcgccttg 180 

gagaaggegg aattcctgcg ggatcatgtc tgtgtgagcc cccaggagct ggagacgttg 240 

atccagcatg etcttgatge tgacaatgcg ggagtcagtc caataggaaa ctcttccaac 300 

aacagcagcc actgggacct cggcagtgcc tttttctttg ctggaactgt cattacgacc 360 

atagggtatg ggaatattgc tccgagcact gaaggaggca aaatcttttg tattttatat 420 

gecatctttg gatttccact ctttggtttc ttattggctg gaattgaaga ccaacttgga 480 

accatctttg ggaaaagcat tgcaagagtg gagaaggtct tttgaaaaaa gcaagtgagt 540 

cagaccaaga ttegggtcat ctcaaccatc ctgttcatct tggccggctg cattgtgttt 600 

gtgacgatcc ctgctgtcat ctataagtac ttcgagggct ggacggcttt ggagtccatt 660 

tactttgtgg tggtcactcc gcccacggtg ggctttggtg attttgtggc agggaaaacc 720 

gctggcatca attatcgaga ggtgtattcg cccgctgtgg ggtctcccta attccagac 779 
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<210> 665 
<211> 418 
<212> DNA 

<213> Homo sapiens 



<400> 
atcctggctc 
ttgacacatt 
gtaagcaata 
tcttcctgct 
catttaataa 
tccctgggtt 
gccctgatgt 



665 

ttggaacttc 
gaaccttgat 
tgtcctactg 
tccgcattca 
gcaagactcc 
gtgcacctgc 
aggccaccct 



cctttcaact 
atctgactgc 
tccatcctgc 
gtccttgcgg 
cttgtaattc 
caggctggga 
gaaaatcacg 



cccttctctt 
ctgggtcggt 
tttgtctcct 
atgatgacgg 
tcaccatcat 
cccaggacac 
aactccaact 



tcctggtttt 
catgtgctgc 
ggcatctggt 
catcaaagtg 
ggtaagcctt 
ttacacttag 
tctacacggt 



ggggttaatc 

gtcatttgca 
tcggtggatt 
gtgaaagtca 
acggtttcat 
ttcctgactt 
ggcagtga 



60 
120 
180 
240 
300 
360 
418 



<210> 666 
<211> 722 
<212> DNA 
<213> Homo sapiens 



<400> 666 

cagaagtcca caaacactca ggacaccacc ccagtaggcc agctcgtcca cacacaagag 60 

acagcactgc tcctctagca cagcatgtcc acacacacgt atcacgccag taggccagtg 120 

tgtccacata tacgcgtgca gcacagcacc actagcccag tacatccaca aacaatcgtg 180 

acaccacaca agtaggccag tgcatccaca catgcgtgtg cgacacacct ctaggccagt 240 

gcgtccgaca cactctgtgc aaaattgcac cagtaggcca gcatgtccac atgcatatga 3 00 

gacagtgcac cattaagcca gtgcgtccac acacacgtga cattacacta ttaggccggc 360 

tacgtccaca cactcatgca aaattgcacc actaggccag cacatccaca cacacacgta 420 

aaattgcacc attaggccag cgcgtccaca tgcacgagac actgcaccac aaagccagcg 480 

tgtccacaca cacgtgacac tgcaccactg gatcagcaca tccacacact cacgcgacac 540 

tgcaccatta ggccagcttg ttcagtgacc aaacaaccac ctgtcatctg atgtctttga 600 

aaaaaatcca agtcacaaaa ggatgttgta tttgacactt acaaaatcaa attcaaggta 660 

aaagttttat aaagcagcta ccacttttta tgaccacttt aaagaaaacg cctcaggaga 720 

ag 722 



<210> 667 
<211> 780 
<212> DNA 
<213> Homo sapiens 



<400> 667 

cccacgcgtc cgggattttc ttccaaaaat gcagacccat tttaattaag tttgtaatta 60 

accactgggg agggcaggcc ccctggattc ggtctgcttt cggagacact aacaagatgg 120 

gagtcatggc catgctgatg ctccccctgc tgctgctggg aatcagcggc ctcctcttca 180 

tttaccaaga ggtgtccagg ctgtggtcaa agtcagctgt gcagaacaaa gtggtggtga 240 

tcaccgatgc catctcagga ctgggcaagg agtgtgctcg ggtgttccac acaggtgggg 300 

caaggctggt gctgtgtgga aagaactggg agaggctaga gaacctatat gatgccttga 360 

tcagcgtggc tgaccccagc aagacattca ccccaaagct ggtcctgttg gacctctcag 420 

acatcagctg tgtcccacat gtggcaaaag aagccctgga ttgctatggc tgagtggaca 480 

acctcataaa caatgccaga gggaagggga aggggcctgg ccctaagatt gctctggagc 54 0 

tcgacaaaag gaccgtggat gccatttact ttggccccat cccattgagg aaagccctgc 600 
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ttcccaacat gatctcgcgg agaacaggcc ctatcgtgct agggaataat atgcgaggga 660 
aggtcggaac tccgaccgat ctaattcgcg tgcttcaaac acggatgcct gggctttttg 72 0 
cctgcccctg gccaaaggga ggataccacc tggctcccca caaaaaggcc catttattcc 780 



<210> 668 
<211> 781 
<212> DNA 

<213> Homo sapiens 



<400> 668 

aaatttaaac atttagattt gctagtctaa tatttacact acaatgagat ataaatgtgt 60 

actaagtaag atattgtggt tttgcccttg gaaatatgtg tggaaaaaca gcttttttaa 120 

tttagaaggt atgttcatgt tcattgaggt tacatgtagg cattatagca cttgtggcat 180 

ttttaagtag gcattattta ccagaatagt cttccaccag taaaacagta cctttaagtt 240 

gtattggccc ataacaattt ggtatatgct tgcttatctt aatttgatct tgtagaccca 300 

aaaaaggcat ttatattcag agcatctaga atgtacatca catttttatt tttcattttt 360 

aaagcttcta cgcagatttt ggaccactca atctggcaat ggtttacaga tattgctgcc 420 

agatcaataa gaaattacag gccattacaa tggtaaggaa gaaaattgtt cattttactg 480 

gctctgatca gagaaaacaa gccaatgctg ccttccttgc tggatgctac acggttatat 540 

atgtggggag aacccccaga cgaagcctat acaacattaa tctttgggga gacaccctat 600 

attcccttca ggcacacata tgcacgccgc cgccgacccg ctaacccaaa cccgccccac 660 

acatcttgaa gtctgctggc caacagacaa ccgccctcac ccctcttccg atgccgccaa 720 

ctcctcgccg acggtctcat ccccccacac acaatgcccc gttcaccgcg ctccccccct 780 

c 781 



<210> 669 

<211> 869 

<212> DNA 

<213> Homo sapiens 



<400> 669 

ccctgggcag ggtattgggc aggaaggaga ctcctcacat gatccagttt aatcctcctc 6 0 

ttctcccttc ctgaagctgc acgctgcagt aagagcacag cagaaatgca gacaaaaggg 120 

ggccaaacat gggcgagaag ggctctgttg ctcggcatcc tgtgggccac tgcacatctg 180 

cctctctcag ggacctccct gccccaacgt ctcccaaggg ccacaggaaa tagcacccaa 240 

tgtgttattt ctccatcatc ggagtttccc gaagggtttt tcacgagaca ggagcgcaga 3 00 

gatggaggca tcataatcta tttcctaatt atcgtttaca tgttcatggc catatctatt 360 

gtctgtgatg aatacttcct accctccctg gaaatcatca gtgaatacat aggcaataag 42 0 

aaagaaatgc aagttttaat tccaggcaga attgtttcta aattgaaaaa attaggattc 480 

aaataattct cccttggatt gtctcaggat gttgcaggca caactttcat ggcagcgggc 540 

agttcagctc ctgaattaga tactgctttc ctagggggat ttatcacaaa gggagatatt 600 

ggcattagca ccatccttgg atctgcaatt tataatctcc ttggcatctg tgctgcctgg 660 

ggttggtatc taatacgggc tcaacactat aatgtggccc cctattcaga gactgggagc 72 0 

ggacacaatt agggcggcac aggtcttggt atatatatga caaccagttt attgggatga 780 

aggggcttac tgcttttgaa aaaaggaagg aaagtttggg ccccgctttg cacctagcca 840 

acccaatctt ataaaaaaac ccgctctgc 869 



<210> 670 

<211> 394 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_feature 
<222> (1) . . . (394) 
<223> n = a,t,c or g 



<400> 670 

acccaagtgt ttggctggac catgcccata cccatgataa catggatgga tgcgaccatg 60 

aagcgaatgc ttactctcaa agaactaggc ttaaacaagc tgataaaata aaacctatcc 120 

cttgccaatg gaccgatccc acctcattac tggaataaga aggtccccct cacccttcct 180 

gcttattttt ccagtataat acacgggtgg gcccacctta ccacatcctc ggtggtaccc 240' 

actttatgat ctttttcatt aaagcccctc tgtacttatt gcagtcaatg atggactgtc 300 

tgtatgcgcg gcgtatccca tgtataaccg attgtgcaat ggctgaaatt gagaaattgg 360 

ggcaaaagta tccagtggct ctaaggattg ccan 394 



<210> 671 

<211> 1121 

<212> DNA 

<213> Homo sapiens 



<400> 671 

gccccccccc ccccccattg tagacctatg gaagtctggt ggaattcgga gatggaggtt 60 

gcagcgagct gagatcgcgc cactgcactc cagcctgggc aacacagcga gactctgtct 120 

caaaaataat aataacaaaa tattagcttt attgatgaat acctcataca ccataaaagc 180 

tagtgtttat agtatagtca cagagctgca cagccatcac cacaatgtaa ttttagaata 240 

tttctgtcac tccataccct ttagccgtcc ccagctcccc cctcacccag gcaaccacta 300 

atccacttct gtctctgtaa tttttctgtt ctggacagtt catatgcatg gaatcatata 360 

aagttttttc catatctgct tttttcttaa gttgacatat aataattgta tccatgtccg 42 0 

cttttaaaat gcaatttgac tttcacagtt tagctgaatg ctttcacttt cgttatttta 48 0 

atgagagtta gtgtaaggaa aatgagaatt taccaaattt ttaaatcatg tcacctggta 540 

ttttatcttt acactcatgc tttcaagtga aaattccagt gcattafcttt cctcaagaga 600 

aagcagtggc agataagtac tttctaattt ttttatatgt cactcaagcc gttggaagct 660 

tcataggtaa agcataactt aaatataagt ttattctaac taatcccaat atgtggcctc 720 

aaaacataag tccataaatg tcatttctaa gattatttta cataaatact caaatttgtt 780 

gtcatttttg tagccaaagc taagtagagg atggggcctg tgaatttaga accatcctag 840 

tgataaatat caaatattta gataaaaacc taaatattta cccctctagc tttatggagc 900 

cattaaataa taacattttt ctccttctct tcatagagtt tatagacaaa actagaaaat 960 

tcaggtattt ggtatatact tttttgtttt ttttgatacc atcttggtct tgtcacccag 1020 

gctgtagtgc agtggcacaa tcaccactca tcgtagcctc aacttcccag gctcaggtga 1080 

tcctcccacc tcagcctccc aagtagacag aactgtaggc t 1121 



<210> 672 

<211> 1245 

<212> DNA 

<213> Homo sapiens 



<400> 672 

tgtactgaca tccctgggga attttgggtt cttttgcccc ccatttgttc acaaaacatt 60 

tatggggccc catgcaggaa aggatttaaa gggagcactc cagaatgttg aggctttttt 120 

tgaggtcgtg caactgcttc gacccgtctc atattctcgt ccatatacac tgctgctgga 180 

cacagctaat cggcattatc actatctcta cttctatcat aacaacggtt accgccgtgt 240 

tcgcactctt cggcacgagt cgcctcaatg gccgtctcaa aaccctgtac actgggctca 300 
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ctcccatctg cgtctcgcca cggtgttccc acacacttcg agtgaagaac aggagtgtga 360 

agaggatggt tcagagacag agactggtgg ccaggaggac ctagaagatt tacaggagga 420 

agaggaagtg tcagatatgg gtggtgacaa tcctgaagtg ggcaagaaag ctagaaactc 480 

aagcaaattt gagctgagga aaagcccagt tttcagtgat gaggattctg accttgactt 540 

tgatatcagc aaattggaac agcagagcaa ggtgcaaaac acaggacatg gaaaaccaag 6 00 

agaaaagtcc ataatagacg agaaattctt ccaactctct gaaatggagg cttatttaga 660 

aaacagagaa aaagaagagg aacgaaaaga tgataatgat gatgagtcag ttaaaagttc 720 

cagaaatgtg aacaacaaag atttttttga tccagttgaa agtgatgaag acatagcaag 780 

tgatcatgat gatgagctgg gttcaaacaa gatgatgaaa ttgctgaaga agaagcagaa 840 

gaaggaagca tttctgaaat atgaatgaaa aaaattacat ctttagaaaa agagttatta 900 

gaaaaaagcc ttggcagcgt cggggggaag tgacagcaca gaagagacca gagaatagct 960 

tcctggagga gaccctgcac tttaaccatg ctgtctggat gggtacagtg ccctcttctg 1020 

caaagagttc acttctatgc tttttctgtg ggtccatttc atagaaagat ttggggcgat 1080 

gtttcttttc ccttaacttt ttattttaaa aacttgcaaa cacagaaaag ttgataaaat 1140 

catacagtga acatctgtat tctattcaac tggattcact agttcacatt ttgtcatatt 1200 

tgtggtctct tttccccata tggaagattg tatatttgcc ctttt 1245 



<210> 673 
<211> 714 
<212> DNA 

<213> Homo sapiens 



<400> 673 

agataatcta tcagttccat ttatttccca gaggcatatc ttaggaactt tctatccacc 60 

tgttcccatc tggagtggta gctctttagt cacaactgtt atgactggac tctttcttca 120 

ccacaaccct ggaatcctct tggctccttc agtgttggat cttttgtttc ctggatccca 180 

tatcttcatt ttttcccttt ttcttagttt atgtccttgt tttggtgaca ctatactagt 240 

ggctccctca gacaaggtat ataaagatac atttataata aaaatatatc catattgcat 300 

atttgagaat ttcttcacat ttttatttac ttgattgttt atgttattgg agttgaaaat 360 

tattttcact tagaattttg ctcagttttc ttctattctt gagagtttct gttgaagtgc 420 

tttggcattc tgattcccag tcgtttacac atggcctatt ttttctgtgg aaatatttaa 480 

gattttctct ttatttctga tctaagtttt tatagtgatg tgtgttgctt tgactttgat 54 0 

tattattttt atttagttag tttttgagat agggtctcgc cctgtcacct agacaggagt 600 

gcggtgacac aattatagct cagtgcaacc tcaaattcct gggctcaagc tatcctccca 660 

cctcagtcta tgagtagctg ggaccacaga cacgcaccac caggcctggc tact 714 



<210> 674 

<211> 1138 

<212> DNA 

<213> Homo sapiens 



<400> 674 

tttcgttata catgtatttt gtaaatagat agtttatcct ataggagagt ggttataatc 60 

tttctgtact tttaaaattt cttaaccata catatgttta tttacatatt tataatgtca 120 

aaagttatat gagtcttggt tctataaacc attttctgtt ttttatacaa ctacttgtct 180 

taaaaaatag ctattgtatg ttattaaaaa tgaaacagaa taaaaaactc aagaaaatta 240 

tgtgtttatt attcttaatg ctatcaagtt atcatttaat atgaggtata ttttttattt 300 

tgcttactta tattcagtca gaattaatga tggaatcttc ccccaccacc tccctacccc 360 

aatactccag taacttatta atttattaca aagaatgacc aaaatgactt aaataagtag 420 

ttatctcctg agcgtccttg acctttcttt atagtttaat tgtggtccct tgaaccagag 480 

ggtgatctgc aggcattttc tttgttatca gaatgtgtga aactaggttt caggactgtg 540 

tcagagaact ttttaatcat gatgcacttt ttgtcacaag aaatacttcc tcgtggaata 600 

tttcaaagac ggtgatttat ttttaatttt ttaatttgag acggagtctc gctctgttgc 660 
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caggctggcg tgcagtgtgg tgcagtctcg aatcactgca acctccaact cccggttcaa 72 0 

gggaatctcc tgtcttaact ttttgagaag ctggaattac ccgtgtgtgc caccatgcct 78 0 

ggcttaattt tttttggatt ttggcacaag agcaccctcc ccgcgtggcc aagctgtcct 840 

ggacctccga cctcatggga acaccctgcc tcgcctccca caattacgaa ccacagttgt 900 

accccccgcc ctggaacaaa ggaacctctt ctttttatcc cccccaccgt tccgcacttt 960 

accagacccc tcactcccgg gtgctcgcct gcgctctcac caccacaccc taccggcctt 1020 

tctctctcgg ccggaccacc cgtcatgtgc ctcttctctg cacgccgggc ggcgccctcc 1080 

ttaaaccctc tatatcactt ccgctcgcca cgccgcgccc cctcgcacgc aatacccc 1138 



<210> 675 

<211> 897 

<212> DNA 

<213> Homo sapiens 



<400> 675 

cgcgtggtgg aattccctca acaaggaggt aggtgggagt gggggcatct gagaccatca 60 

gcactggccg tcggggtcag gggcagagag aggcacaggg atgccagccc cacccctgcc 120 

c 999ggttgg aacacgtggg gcccaagcct ttccctcccc ctgctcttat tgggtgcagt 180 

tgccatggcg ctgggtgtca ggcccccagg acaggttggc ctcagcccca tcgctacggc 240 

gtccaccgtg ggggtcccca ggtgtctgca gactgctttc cgtggcgatg ctgggtggca 3 00 

tagctgtgcc cagcagggag cttgtgtcgc tctgcacccc tcagagcgga gactgggcat 360 

ctccgatgag gcccacagca ggtcccggtg gggtggagag gacagcccct ccccactcac 420 

cggcccgccc ctgtccccct ccccaccgga ctgcctctct ttgcctcgcc tcacacccct 480 

gcgtctcccc cctcctccct tccccttcct cggccccatc ccgtccctcc ctcccccccc 540 

ttcccccccg cctcagcccc ccgcgaccgc ccccccccct tcccttcgat tctaatgtcg 600 

tcccccctca cgcctagcac cctgcactac cccaatgctt tctctgtcct tcccccccgc 660 

cacccccctt tcttgctcca ctcctccccc tacccccccc tcctttccgc cccccttccc 720 

gtcccttctc attccctctc caccatgacc ccctctctgc ggtgtcggcc cgctcactga 780 

tgttcgcccg tgcccccacc ccacttaatt cttcatccga ccctcgtaca cggccgctcg 840 

cgccactcct ccccgtccgc tcctctgtct ctacgaacac tcgccccggc acccccg 897 



<210> 676 

<211> 609 

<212> DNA 

<213> Homo sapiens 



<400> 676 

ggccagcaac aagttagtat tgcagacatg ggccaaggag ccagaggcca tgcagtggct 60 

cagggtccgt gagtcgcctg gggaggccac aggacacagg gtcaccatgg ggacagccgc 120 

cctgggtccc gtctgggcag cgctcctgct ctttctcctg atgtgtgaga tccctatggt 18 0 

ggagctcacc tttgacagag ctgtggccag cggctgccaa cggtgctgtg actctgagga 24 0 

ccccctggat cctgcccatg tatcctcagc ctcttcctcc ggccgccccc acgccctgcc 300 

tgagatcaga ccctacatta atatcaccat cctgaaggcc cagcgagcgc agcatcatgc 360 

agagccagag tgtgatgctg gacctggcct acggggaccg cgtctgggtg cggctcttca 420 

agcgccagcg cgagaacgcc atctacagca acgacttcga cacctacatc accttcagcg 480 

gccacctcat caaggccgag gacgactgag ggcctctggg ccaccctccc ggctggagag 54 0 

ctcagctgat cctgcccctg cctgaccccg ccaagcccta ccgtccagcg atgacaaaaa 600 

taaaatggt 609 



<210> 677 
<211> 999 
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<212> DNA 

<213> Homo sapiens 



<400> 677 

ggcacgagga gatgctgatc ctacagcact cccgctgtgc ctcagcagtg agctgggtgt 60 

aaaggcagga ggcttgctgg ggtctgacac ttccctgccc tcctccagga gggacacatc 120 

tggggctcta tgaggaggac agctttcatc ctgggctctg gacttctctc atttgtggcc 180 

ttctggaact cagtgacatg gcatcttcag agattttggg gtgcttctgg ctacttttgg 240 

caagcccagt gggagaggct gctgactaca tttgaaggga aggagtggat cctcttcttt 300 

ataggtgcca tccaagtgcc ttgtctcttc ttctggagct tcaatgggct tctattggtg 360 

gttgacacaa caggaaaacc taacttcatc tctcgctacc gaattcaggt cggcaagaat 420 

gaacctgtgg atcctgtgaa actgcgccag tctatccgca cagttctttt caaccagtgc 480 

atgatatctt tccccatggg tggtcttcct ctatcccttc ctcaaatggt ggagagaccc 540 

ctgacgccgt gagctaccca ccttccactg gttcctcctg gagctggcca tcttcacgct 600 

gatcgaggaa gtcttgttct actattcaca ccggctcctt caccacccaa cattctacaa 660 

gaaaatccac aagaaacacc atgagtggac agctcccatt ggcgtgatct ctctctatgc 720 

ccaccctata gagcatgcag tctccaacat gctaccggtg atagtgggcc catttagtaa 780 

tgggttccca cttgtcctcc atcaccatgt ggttttcctc tggccctcat catcaccacc 840 

atctcccact gtggctacca ccttcccttc ctgccttcgc ctgaattcca cgactaccac 900 

catctcaagt tcaaccacgg ctatggggtg tcgagcgagt ttcacgaact tctcggtaat 960 

cacacggagg acgagtcatc ctggattctg agatacacg 999 



<210> 678 
<211> 603 
<212> DNA 
<213> Homo sapiens 



<400> 678 

tttttttttt ttggagacag ttttgctctt gtctccccgg ctggagtgca gtggcatgat 60 

ctcaactctc aactcactgt aacctccgcc tcccggatac tcctgcctca gcctcctggg 120 

tagctgggat tacaagcacc caaccacgcc cagctaattt ttgtattttc ggtagagacg 180 

ggatttcacc atgttggcca ggctagtctc gaactcatga cctcaagtga tccgcccact 240 

tcggtctccc aaagtgctgg ggattacagg catgagccac ggcgccttgg ggccccaaat 300 

gctcttgaaa ccggaaaccc cagggatggg agatgctcac tgagctgctg cttttatgtg 360 

tgctggtgct atgtgtgttc atgtcccgcg gcagctgtct ttttgctact ataagggaat 420 

tctggccacc ctgggtgggg tgtggtcggg gtgagaaccc aagcgttgga actgtagacc 480 

cgtcctgtcg actgtgtgcc cctgggcatg tgtaagcctc agtttcctca tctgtaaggg 540 

gggcaatgat gcctacctca caggggtgtt gtgaggatta aatgtaagga ggatagtggc 600 

aac 603 



<210> 679 
<211> 374 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (374) 
<223> n = a,t,c or g 



<400> 679 

ncaaataact gtaaggaacc aagtatgact aagtgcagca gttaaggaga gtggcttgag 60 
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catgaggcag ggcccagatc tatcaggggt ccctatattc catgtaaagg atttctaact 120 

ttattctaac aacaagagaa ggagtttatc ccagctctgg caagatggtg atgaccgtgg 180 

tgctggcagc tgggttgtgc cctctgcaga gccatggcgg ccccagggct gcgcggcaca 240 

catatgagga gctgtaggtg tgactggtgg gaatgaaatg accaaggccc agcgggcaat 300 

tcctgggggt gtagccgcaa ccatcttctg tcggatcctg gaccatcgcc tcccagctcg 360 

tgccgctcgt gccg 374 



<210> 680 

<211> 715 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (715) 
<223> n = a,t,c or g 



<400> 680 

cccggggcga cccacgcgtc cgccgcgccc cgccgccgac gccgccgcca tgggctgcct 60 

cgggaacagt aagaccgagg accagcgcaa cgaggagaag gcgcagcgtg aggccaacaa 120 

aaagatcgag aagcagctgc agaaggacaa gcaggtctac cgggccacgc accgcctgct 180 

gctgctgggt gctggagaat ctggtaaaag caccattgtg aagcagatga ggatcctgca 240 

tgttaatggg tttaatggag agggcggcga agaggacccg caggctgcaa ggagcaacag 300 

cgatggtgag aaggcaacca aagtgcagga catcaaaaac aacctgaaag aggcgattga 360 

aaccattgtg gccgccatga gcaacctggt gccccccgtg gagctggcca accccgagaa 420 

ccagttcaga gtggactaca ttctgagtgt gatgaacgtg cctgactttg acttccctcc 480 

cgaattctat gagcatgcca aggctctgtg ggaggatgaa ggagtgcgtg cctgcttacg 54 0 

gaacgcttcc aacgagtacc agctgattga ctgtgcccag tacttcctgg acaagattcg 600 

acgtgatcaa gcaggctgaa ctattgccaa cgntcaggac ctgcttcgct gccgtgtcct 660 

gacttctgga atcttgagac cagttccagt tgacaagtca ncttcacatg tttga 715 



<210> 681 
<211> 757 
<212> DNA 
<213> Homo sapiens 



<400> 681 

gcgaaggaga cagcagagag gaagctcacc atggttgtcg ctctccatcc catcacgcta 60 

gaatcatgtg tccaagggct caccctggag gtgcacagca caggtcagcc tggccagggg 120 

cgaaggagac agtagagagg aagctcaggg ccttagggga ggccgggtgc aaacccgttc 180 

tgcaccaagt gcactcggag tttgtgggta tgggtgtgta cccctgcagg tgtgcacatg 240 

tgtgcttgca cgcacatatt tgtgcactcc tgtgcgtata catgtgtgct tgtgtatgca 300 

tatgtgtgca ttcctgcatg tgtggacatg tgcgtgcatg catctgtgtg tctgtgtgtg 360 

tgctgagaca ggaaaggggg tgaaagtgtt ggtgagggag cctggaagtt ttctcttccc 420 

caacctctct tgctctaagg agggatgggg ttgggggcag ccattattga aggtgatcgg 48 0 

agaagaaaga ttttctgact cagaagtgac tgccagtgta gcacaagcag tgtcccttgt 540 

gactgtgatt ctacagttct ctgatcctca tgtttccttt agaggaaaga ggaaaaaagg 600 

aactctgtgg tgggtattgg. gagggaaaag aaaatagcct ggtggaggca ggagggagtc 660 

gagtgtgagt aaggagcacc tgcagctttt ggaagtgaaa gcagagagag ggaaaggtag 720 

ctaagacatc caggaggatc aaggggcagc gtgagag 757 
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<210> 


682 




<211> 


1660 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


misc 


_f eature 


<222> 


(1) 


. . (1660) 


<223> 


n = i 


a , t , c or 


<400> 


682 





cctcccatta ttttgggcat aaaaccccat taaatgcttt taaaccaaat aaactttttt 60 

ttttttttgg tagagacagg gtcttgctat gttgcccagg ctagtctcaa actcctgggc 120 

tcaagcagtt cttgcctcag cctcccaaat tgctgggatt acaggcatga gccaccatga 180 

ctggcctaaa acaaaataaa ttcttaatgg catttgtgga atgtgtttaa gagccaaaac 240 

tgtgaaaatg taagctttat ctttcttttt tcctagatta tttaaagagg attgtagcca 300 

caattcagat gaatgtttac aagccaaata atgatttaag agtgtgctca ataaaaaggc 360 

cataggttta agaattaaat ggaataatat aaattactag gtcaacaaga atatttcatg 420 

tatagtacac tgtctaagga atgcagagaa attttacaag aaacccaaga ctaaatactt 480 

cattaagaac actggttact aagtaaatag atggctcatg taggaaaaag ctaatatatg 540 

tagatgtaat gtcaactaag tgcatgtgac agaaatgaag aactaggaat aagaatccag 600 

attttctggc caggcatttt taagtgctat tggtattcac tttatttcaa actgagcaaa 660 

acaatacaac cttttacttt tttatacatt ttaaaatttc tctcatatta acattccttc 720 

ctaccccaat ccatcccatc accaaacagg aatgagataa ggagtgaaaa aaagatgtat 780 

gtttctcatt ttccttcttt tcccttgaag taaaccagta atttattaaa atattttata 840 

ggtcagagga taacaaaaga ctcaatgtag taaataagta aataggcatt caaatatcag 900 

taacctaaca ggccctaata cagctttaag attttcttct tttttttttt ttgagaggga 960 

gtctcgctct attgcttagg ctggaatgca gtggtgcgat cttggttcac tgcaacctcc 1020 

acctcccact attattgtgc ataaaaacac attaaatgac tctaaaacaa aataaacttt 1080 

tttttttttg gtagagacag ggncttgcta tgttgcccag gctggtctca aactcctgac 1140 

ctcaggtgat ccacccgcta tggcctccca aagcgctggg attacagatg tgagccaccg 1200 

tgcctggcca gaaaatctgg attcttattc ctagttcttc atttctgtca catgcactta 1260 

gttgacatta catctacata tattagcttt ttcctacatg agccatctat ttacttagta 1320 

accagggttc ttaatgaagt atttactctt gggtttcttg taatatttca tgtatagtac 1380 

actgtctaag gaatgcagag aaatattctt gttgacctag taatttatat tattccattt 1440 

aattcttaaa cctatggcct ttttattgag cacactctta aatcattatt tggcttgtaa 1500 

acattcatct gaattgtggc tacaatcctc tttaaataat ctaggaaaaa agaaagataa 1560 

agcttacatt ttcacagttt tggctcttaa acacattcca caaatgccat taagaattta 1620 

ttttgtttta ggccagtcat ggtggctcat gcctgtatct 1660 



<210> 683 
<211> 471 
<212> DNA 
<213> Homo sapiens 



<400> 683 

tgtctattgt cccctctttg tgtccatgaa tacccaatgt 
agaccatgcg gggtttgctt ttctctgtct gcgttaattc 
gctgcatccg ttgctgcaga ggatgtgatt ttgcgctttt 
tttaacatca agtttgtgtt tcttatcaca gctctgggtg 
catgcccact ccgcagcctg gacgctgctg ccggggcctc 
cgcctgtgga ccttttcaaa tatggctggt gtggagctgt 
ggtcctgctg cccctgttgg gaggacgccg cctgtcctct 
tccttcgggt ctggctgtgg cgtcacctcc tccagggagc 



tgagcttcca ccgtcgcatc 60 

gctgaggatg atggcccgca 120 

ctatgcttgg gcccactgtc 180 

ctttacccag cagcctcccc 240 

cagcccagca gcacagcact 300 

gcccagggcc ccagccagcg 360 

ctgctttcac aacaacctct 420 

tgccccggcg c 471 
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<210> 684 
<211> 478 
<212> DNA 

<213> Homo sapiens 



<400> 684 

ctgaagcggg agatcattct gtgaaatttg ggctcctttt tacctttgaa aaaattcact 60 

ctaggccccc agttccatct tccttttctt ttgggtgtag cagcgttgat tttctgcagg 120 

tattttgaac atcagcagct gaggcaactg aacatgtttc tgtgctgtct tgcacccact 180 

tctctttgga agcttcctat gtattactgc acaccttttc catgcctcct ctgtcctccg 24 0 

cttcaacctt ccagagatgc tccagggtat cagtgggtcc catggaagac tgtctgaacc 300 

aagacaagat aagatggaaa gcctcccgaa agacatgggt aggttcttag atgaacaatg 360 

ggtttatttt attattttat tattattatt tttttttcga gacagtctcg ctctgtcgcc 420 

caggctggag tgcagcggcg ctatatcagt tcacagcaag ctccgcctcc cgggctca 478 



<210> 685 
<211> 356 
<212> DNA 

<213> Homo sapiens 



<400> 685 

taagatgatc tttgcctgtg aatgtgtact ccgcttgctt ctgattctca atgtttcttt 60 

cttaggtgca gtctccgaag agactactaa tgccttggaa acctggggtg ccttgcgtca 120 

ggacatcaac ttggacattc ctagttttct attgagagaa catattgacg agctcatatg 18 0 

tgataaaact ttagactcta aaaagattgc acacttcaga gctgagaaag agactttcag 240 

cgaaaaagat acatattgct atttaaaaat ggaactctga aaattaagca tctgaagacc 3 00 

gatgatcagg atatctacaa ggtatcaata tatgatacac aaggaaaaaa tgtgtt 356 



<210> 686 
<211> 923 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (1) . . . (923) 
<223> n a a,t,c or g 



<400> 686 

tctttattct gtctaccact gcactccagc ctggctgaca gagcgagatt ccatctcaaa 60 

aacaaaaaca aaaaagatgg atgggcaggg agtggaggct gtgggtagtg attgctgtcc 120 

atgacccctg tctgtgagca cctgctctct aagctgaggg aatccctggt gtcatcccag 180 

cagtggcgtg ttccatgctg ctgtaggcca ggaacatggt gcagccgaag tggacggcca 240 

tccagtgatg acttggcccc agtggacagc tgcccagtga tgggacatct ggagtagatg 300 

gccgtccaac aacagttcat tattgttgtg ctacgtctgg tgtttccagt ggctggaacc 360 

actagagctc cgctccattg ggttggagcc attccagggt gggaatggcc accaggagac 420 

gatgcctacc cttctcttct tgcaccaagt cagcacccat actcaggcga ggccctgtgt 480 

ctcctcctcc tccccagcat agtcttgctg gagtcatgta gaaaagtcat ggaaaggggc 540 

ttgtgaaggg atacgctgcc ttcttcctgg gctctcctgg tatcccactg gtactcagtc 600 

attctccttc caaactgagg tgtgtgcata catataattt gctggccctt aaaaaccacg 660 
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tgtaggcctg gctcctgtag tcccagcaat ttgggaggcc gaggcaggag gatcacctga 720 

ggtncggaat tcgagaccag cctgaccaac gtggagagac cccatcttta ctaaaaaaaa 780 

acaaagttgg ctggtggtgt ggtgcatgcc tggggccccc ctactcaggg gcctgaggcc 840 

ggagaaacct ttgaaccccg gaagcggaaa ttgaggtggt ccgaggtctg ccattgcatt 900 

ccacctggca aaagagggaa acc 923 



<210> 687 
<211> 528 
<212> DNA 
<213> Homo sapiens 



<400> 687 

aacattgact gcctcaaggt ctcaagcacc agtcttcacc gcggaaagca tgttgtggct 60 

gttccaatcg ctcctgtttg tcttctgctt tggcccaggg aatgtagttt cacaaagcag 120 

cttaacccca ttgatggtga acgggattct gggggagtca gtaactcttc ccctggagtt 180 

tcctgcagga gagaaggtca acttcatcac ttggcttttc aatgaaacat ctcttgcctt 240 

catagtaccc catgaaacca aaagtccaga aatccacgtg actaatccga aacagggaaa 3 00 

gcgactgaac ttcacccagt cctactccct gcaactcagc aacctgaaga tggaagacac 360 

aggctcttac agagcccaga tatccacaaa gacctctgca aagctgtcca gttacactct 420 

gaggatatta accctttacc ccattgttgg gaacgggatt tgggggaata aaaacttttt 480 

gacgactctc gcccgtggga atgtgaagct ggatggactc catgaatg 528 



<210> 688 
<211> 415 
<212> DNA 
<213> Homo sapiens 



<400> 688 

tttcgtgcca ccatcaccac cactgcggtt gctgctgcag ctgcggctgc fcgctctccct 60 

ccggctgctt cttcgcgtgg ccagcagcga atggagcgat ggagcccaga ctgttctgct 120 

ggaccactct ctttctcctg gccgggtggt gcctgccagg gttgccctgc cccagccggt 18 0 

gcctttgctt taagagcacc gtccgctgca tgcacttgat gctggaccac attcctcagg 240 

taccacagca gaccacagtt ctagacttga ggtttaacag aataagagaa attccaggga 300 

gcgccttcaa gaaactcaag aatttgaaca cactgtacct gtataagaat gaaatccatg 360 

cactagataa gcaaacattt aaaggactca tatctttgga acatctgtat attca 415 



<210> 689 
<211> 889 
<212> DNA 
<213> Homo sapiens 



<400> 689 

tttcgtcgcg ccgctgcctc tggcgggctt tcggcttgtt gtgttaggtg aagagcgcac 60 

cggccgcggg gggtaccgag ctggatttgt atgttgcacc atgccttctt ggatcggggc 120 

tgtgattctt cccctcttgg ggctgctgct ctccctcccc gccggggcgg atgtgaaggc 180 

tcggagctgc ggagaggtcc gccaggcgta cggtgccaag ggattcagcc tggcggacat 240 

cccctaccag gagatcgcag gggaacactt aagaatctgt cctcaggaat atacatgctg 300 

caccacagaa atggaagaca agttaagcca acaaagcaaa ctcgaatttg aaaaccttgt 360 

ggaagagaca agccattttg tgcgcaccac ttttgtgtcc aggcataaga aatttgacga 420 

atttttccga gagctcctgg agaatgcaga aaagtcacta aatgatatgt ttgtacggac 480 
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ctatggcatg ctgtacatgc agaattcaga agtcttccag gacctcttca cagagctgaa 540 

aaggtactac actgggggta atgtgaatct ggaggaaatg ctcaatgact tttgggctcg 600 

gctcctggaa cggatgtttc agctgataaa ccctcagtat cccttcagtg aaggcttcct 660 

tggaatgtgt gagcaaatac cctgaccagc tcaagccatt tggagacgtg ccccggaaac 720 

tgaagattca ggttacccgc gccttcattg ctgccaggac ctttgtccag gggctgactg 780 

tgggcagaga agttgcaaac cgagtttcca aggtaattga aaacgtgctt tctttctcat 840 

tggtgttcct tgtttattct gtttttaaaa ccaatgttta aaaaaaaaa 889 



<210> 690 
<211> 784 
<212> DNA 
<213> Homo sapiens 



<400> 690 

tttcgtcctc atcctccttg cggccgtctc cgcctccggc tgcctggcgt ccccggccca 60 

ccccgatgga ttcgccctgg gccgggctcc tctggctcct ccctacgctg tggtcctcat 120 

ttcctgctcc ggcctgctgg ccttcatctt cctcctcctc acctgtctgt gctgcaaacg 180 

gggcgatgtc ggcttcaagg aatttgagaa ccctgaaggg gaggactgct ccggggagta 240 

cactccccct gcggaggaga cctcctcctc acagtcgctg cctgatgtct acattctccc 300 

gctggctgag gtctccctgc caatgcctgc cccgcagcct tcacactcag acatgaccac 360 

ccccctgggc cttagccggc agcacctgag ctacctgcag gagattggga gtggctggtt 420 

tgggaaggtg atcctgggag agattttctc cgactacacc cccgcccagg tggtggtgaa 48 0 

ggagctccga gccagcgcgg ggcccctgga gcaacgcaag ttcatctcgg aagcacagcc 540 

gtacaggagc ctgcagcacc ccaatgtcct ccagtgcctg ggtctgtgcg tggagacgct 600 

tgcgtttctg ctgatttatg gagttctgtc aactggggga cctgaagcgt tacctccgag 660 

cccagcggcc ccccgagggc ctgtcccctg agctaccccc tcgaaacctg cggacgctgc 720 

agaggatggg cctggagatc gcccgcgggc tggcgcacct gcattcccac aactacgtgc 780 

acag 784 



<210> 691 

<211> 475 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (1) . . . (475) 

<223> n = a,t,c or g 



<400> 691 

agagattaga atagatnacc ataggccaga gaggaggaat tcgcacagga gccagcactc 6 0 

aagacaatct ccagcatggg ctgggctcct ctcctactca ctctgctcgc tcactgcaca 120 

gggtcctggg cccagtctgt gctgactcag ccgccctcgg agtcggaggc ccctggccag 180 

tgggtcaaca tctcctgcac tgggtctggc tccaacctcg gggcaggttt tgatgtacaa 240 

tggtaccagc taattccagg aacagccccc aagctcctca tctttaataa caatcgtcag 300 

ccctctggag tccctgaccg attctctgcc tccaagtctg gaacctcagc ctccctaacc 360 

atcaatgatc tccagcctga ggatgagtct gaatattact gccttgctat gacagcagcc 420 

tcactggtgt cttcggaact gggaccaaag tcacctgcct gagtcagccc aaggc 475 



<210> 692 
<211> 1028 
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<212> DNA 

<213> Homo sapiens 



<400> 692 

accggatgga gttccgggtc gacccacgcg tccgggctgc agcagcgcat tctggggcat 60 

ggttcggcgg gggcgcggag ggctcggttc ggagggggcc gggagcccgg gcgccctgga 120 

gtgaggagga ccgggagctg gctctggagg ctgcggaggc gacgccggag agaacgaagc 180 

ctcggctggg agcggatctt tcgaagatgg tttggctgcc ttggagattt ggagatctga 240 

tgccacgatg aggactcaca cacggggggc tcccagtgtg tttttcatat atttgctttg 300 

ctttgtgtca gcctacatca ccgacgagaa cccagaagtt atgattccct tcaccaatgc 360 

caactacgac agccatccca tgctgtactt ctccagggca gaagtggcgg agctgcagct 420 

cagggctgcc agctcgcacg agcacattgc agcccgcctc acggaggctg tgcacacgat 480 

gctgtccagc cccttggaat acctccctcc ctgggatccc aaggactaca gtgcccgctg 540 

gaatgaaatt tttggaaaca acttgggtgc cttggcaatg ttctgtgtgc tgtatcctga 600 

gaacattgaa gcccgagaca tggccaaaga ctacatggag aggatggcag cgcagcctag 660 

ttggttggtg aaagatgctc cttgggatga ggtcccgctt gctcactccc tggttggttt 720 

tgccactgct tatgacttct tgtacaacca cctgagcaag acacaacagg agaagtttct 780 

tgaagtgatt gccaatgcct cagggtatat gtttgtaacc ttaatactag gcgcggatgg 840 

cgattcaaat acctgcacaa tcatcagccc accaactgta tggctttgct cacgggaagc 900 

ctagtcctga tgaatcaagg atatcttcaa gaagcctact tatggaccaa acaagttctg 960 

accatcatgg agaaatctct ggtcttgctc ggggaggtga cggatggctc cctctgtcga 1020 

ctgtttgc 1028 



<210> 693 

<211> 620 

<212> DNA 

<213> Homo sapiens 



<400> 693 

aaagaagata ccaacagcct cctgaaactc acgagagtgg acactccagt gttgaccacc 60 

taagatacca ctcctgctcc aaagattaca gatcccttgt cattctgact cctgggctta 120 

ccctacaccc cagagatgga gcaactacta ggaataaaac ttggctgcct gtttgccctg 180 

ttggctctca ctctgggctg tggccttact cccatctgct tcaaatggtt ccagattgat 240 

gcagccagag gtcatcaccg gctagtcctc agactcctgg gctgtatttc tgctggagtt 300 

ttcctgggag cagggttcat gcatatgact gctgaagccc tggaggaaat tgaatcacag 360 

attcagaagt tcatggtgca gatcagcaag tgagagaaat tcttctggtg atgctgattc 420 

agctcatatg gagtatccct atggagagct catcatctcc ctgggcttct tttttgtctt 480 

ctttttggag tcgctggcat tgcagtgctg tcctggggct gctggaggat cgacagtgca 540 

ggacgaagaa tggggtgggg ctcatatctt cgaactccac agccatggac atttaccctc 600 

accctcaaag ggtcccctcc 620 



<210> 694 

<211> 851 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<222> (1) . . . (851) 

<223> n = a,t,c or g 



<400> 694 
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cgagtgtcca caggaaggga actatcagct cctggcatct gtaaggatgc tgtccatgct 60 

gaggacaatg accagactct gcttcctgtt attcttctct gtggccacca gtgggtgcag 120 

tgcagcagca gcctcttctc ttgagatgct ctcgagggaa ttcgaaacct gtgccttctc 180 

cttttcttcc ctgcctagaa gctgcaaaga aatcaaggaa cgctgccata gtgcaggtga 240 

tggcctgtat tttctccgca ccaagaatgg tgttgtctac cagaccttct gtgacatgac 300 

ttctgggggt ggcggctgga ccctggtggc cagcgtgcac gagaatgaca tgcatgggaa 360 

gtgcacggtg ggtgatcgct ggtccagtca gcagggcaac aaagcagact acccagaggg 420 

ggatggcaac tgggccaact acaacacctt tggatctgca gaggcggcca cgagcgatga 4 80 

ctacaagaac cctggctact acgacatcca ggccaaggac ctgggcatct ggcatgtgcc 540 

caacaagtcc cccatgcagc attggagaaa cagcgccctg ctgaggtacc gcaccaacac 600 

tggcttcctc cagagactgg gacataatct gtttggcatc taccagaaat acccagtgaa 660 

atacagatca gggaaatgtt ggaatgacaa tggcccagcc ataccctggg tctatgactt 720 

tggggaagct taagaagact ggctcttatt actcaccgga tggtcaacgg gaatttggtc 780 

cagggatccc tcaaattccc ngggttaata ccggaaagac aggccacccc ctttgtgctt 840 

ggaataaagt t 851 



<210> 695 
<211> 995 
<212> DNA 

<213> Homo sapiens 



<400> 695 

gtacatgcgt gcaattctcg ggtcgacgat ttcgtcttcg ctgtagacga tttcgtcgct 60 

tggagtggaa gagtgggtgt ggaggggcga ggctatcacg aaaagagagg aggaatcagt 120 

aggaagttgc tgcctgtcct ggacccatct ggggattact actactggtg gctgaacaca 180 

atggtcttcc cagtcatgta taacctcatc atcctcgtgt gcagagcctg cttccccgac 24 0 

ttgcagcacg gttatctggt ggcctggttg gtgctggact acacgagtga cctgctatac 3 00 

ctactagaca tggtggtgcg cttccacaca ggattcttgg aacagggcat cctggtggtg 360 

gacaagggta ggatctcgag tcgctacgtt cgcacctgga gtttcttctt ggacctggct 420 

tccctgatgc ccacagatgt ggtctacgtg cggctgggcc cgcacacacc caccctgagg 480 

ctgaaccgct ttctccgcgc gccccgcctc ttcgaggcct tcgaccgcac agagacccgc 540 

acagcttacc caaatgcctt ttgcattggc aagctgatgc tttacatttt tggccgcatc 600 

cattggaaca actgcctata cttttcccta tcccggtacc tgggctttgg gcgtgaaccc 660 

atgggtgtac cccggacccc ggcgccaacc tgggttttga ccgcccgggg gggccccgta 720 

acctcttata agctttttaa ttttttccac cccctggata cctggattat acaggggggc 780 

gaataaaacc cggccgccca gtcccaggga aacaaaaaag aacctctctt cttgtggggg 840 

ggcgactttt tctagttagc gccggtcaat ggggtttccc ccccccccct ccttgggcct 900 

tcccaggaga gctttgtgcc cttctcaaag cacgagagca ctgtgcgaaa tgggcgctct 960 

ttctttcccc aaagaacttt gcgcccttgg gttcc 995 



<210> 696 

<211> 860 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (860) 
<223> n = a,t,c or g 



<400> 696 

caagaatacc agaaagaatg gagtcctgga gagaaagagc tacttatata aatctgcatg 60 
gggctccttg gagtcttgtg gaataccacc ctgcacatgt gtaggatgag actgcaagat 120 
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actgggcaga aaataagaac agggagctgt gagctgcatg gttcccagag ctcacacagc 180 

accgggaacc ttcgagttct gcccagccac aatggagaga ccttgcattg agtcaagagc 240 

ccaggagggc cgtgcctgag atgcatggct aaaagagctt tttaggaaag ^ttactacag 300 

acctaccatg accagggtga aaaaacaagc ctcagaagca tgaaggtgat ccacaagcaa 360 

cttaggagtt gaaagaaaaa gagagagaga gagaggaggg aggaaggaag ggcggaagga 42 0 

aaagaaacca gtactcttta aaggaagata acaaaatcca gacactcaac aatgtgacat 480 

taaaaagttc catatccagt gaaaacagtc actggatatg ttctagattt taaaagacta 540 

aaaagggctg gaggccaggt gcagtgactc acgcctgtaa tcccagcact ttgggaggct 600 

gaggtgggca gatcacttga ggtncggagt tcgggaccag cctggccaat atggtgaaac 660 

ctcgcctcta ctaaaagtgc aaagattaac cgggtgtggg gcacacgcct gtggcccagc 720 

tactcgggag gctgaggcat gagaattgtt gaacctggga gcagatgttg agtgagccga 780 

aatataccat ggattcagcc tggcgacgag cgagatgttc aaaaaaaaaa agaaaaaaaa 84 0 

aagacgccgg gggtgccgcg 86 0 



<210> 697 
<211> 966 
<212> DNA 

<213> Homo sapiens 



<400> 697 

tccatcctat ttgtgatact tccctgactt tacatctctc tttatatatt atgagctcat 60 

ttttgccccc ctcttgctca tctaccttct ggtgaggatg ttcttttccg catatggctt 12 0 

ttttatcccc ttggaacagt cctttgctag ttaatggaat atttaatgag acatttggga 180 

gggaaagata gcccttgcct agtccagcct taggcaattt gggggatggg tgattacaga 240 

aatgtcaggc tcttgggcag tttttccttt atctctgtca caatcagtag agtaattttt 3 00 

cttctctctc ttctacagcc atcaggagtt ggtatcctct ttgcagattc tggtggaact 360 

ggatacacac atcactgcct ttgggtctaa tcctttcatg tccctcaaac ctgaacaggt 42 0 

ctattccagt cccaacaagc agccagtata ctgcagtgca tactatatca tgtttcttgg 480 

aagctcctgt cagctggata ataggcaatt agaagagaaa gtggacggcg ggatttaaat 540 

agatcataac tggacatctg gaaaacgggg agtttgtgat gaaattaccc tgctaatgcc 600 

aggttcttgc aaactttgaa aaacattata ttctaaacct catttactgt ttgggtaaaa 660 

attctaagct gaatgagagt ttctgtataa cataactggt ttctttcttt ttttgagatg 72 0 

gagtcttgct ctgttgccca ggctggagtg cagcggcatg atctcgactc actgcagcct 78 0 

ccgcctcctg ggttcaagtg gttctcctgc ctcagcctcc ctagtagctg ggattacagg 84 0 

tgcacaccac cacacctggc taatttttgt atttttagca gacagggttt caccatgttg 90 0 

gccaggctcg tatcaaaccc ttgaccccag gtgatctgcc tgcctcagcc tcccaaagtt 960 

ctggga 966 



<210> 698 

<211> 531 

<212> DNA 

<213> Homo sapiens 



<400> 698 

tttcgtctct gagaaaagaa ggttggaatt atcgtatttt ttttctaggc tgagatacca 60 

gcatggagaa aatgttggag tgtgcattca tagtcttgtg gcttcagctt ggctggttga 120 

gtggagaaga ccaggtgacg cagagtcccg aggccctgag actccaggag ggagagagta 180 

gcagtctcaa ctgcagttac acagtcagcg gtttaagagg gctgttctgg tataggcaag 240 

atcctgggaa aggccctgaa ttcctcttca ccctgtattc agctggggaa gaaaaggaga 300 

aagaaaggct aaaagccaca ttaacaaaga aggaaagctt tctgcacatc acagccccta 360 

aacctgaaga ctcagccact tatctctgtg ctgtgcaggc gcaattccat tcaggaggag 420 

gtgctgacgg actcaccttt ggcaaaggca ccaggctgaa ggttttagcc ctatatccag 480 

aaccctgacc ctgccgtgta ccagctgaga gactctaaat ccagtgacaa g 531 
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<210> 699 

<211> 559 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (559) 
<223> n = a,t,c or g 



<400> 699 

gccctcaacc aaaatggcgc tagncgtgaa gctgccgagg tgctaggtgt tgccgaagca 60 

agtccggaag ctaccgagcg agtccggaag ttgccgaaag ggagcagcgg ggaaggagga 120 

tggcggatat catcgcaaga ctccgggagg acgggatcca aaaacgfcgtg atacaggaag 180 

gccgaggaga gctcccggac tttcaagatg ggaccaaggt tcgtgtctac cctgcccttc 240 

tccccctctg cggcgtggtg cgcatgcgag gcgggaggag gccttaggcg agaggttgcg 3 00 

catgcccaga gggcagcgtc cactgcccct accgctcaca tgcagaactc gacgctgatt 360 

gggctgaatt taagtagggg gtgaattcgg gcctgtctgc cccgccccct ggctcggcct 420 

tgtagcagca ttggtggggg aggccgtcag tcatcacaag cgggttgggg tttggggttg 480 

atctcagtgc ttgngcagac cccacgctgg aggaaaccca gggccgggag tggtcctcgg 540 

gtatctgggt ttcaaggct 559 



<210> 700 
<21l> 473 
<212> DNA 

<213> Homo sapiens 



<400> 700 

gtgtggtgga attcctcggc tctcgccagc ccggcgcccc ggtgctgagg aatcattgac 60 

atagagtaac tccacagcat gtgtcttcaa gagcttccct aaaagattaa aggttataca 120 

aaacttaaaa gaagcagcaa ttctattcgc ttgttattgg acttgaaact ccctttgacc 180 

tcggaaactg aagatgaggt tgccatggga actgctggta ctgcaatcat tcattttgtg 240 

ccttgcagat gattccacac tgcatggccc gatttttatt caagaaccaa gtcctgtaat 300 

gttccctttg gattctgagg agaaaaaagc gaagctcaat tgtgaagata aaggagatcc 360 

aaaacctcat atcaggtgga agttaaatgg agcagatgct gacactggta tggagttcct 420 

gctacagcgc tgttgaaagg agcttgttga tcaataaccc caataaaacc caa 473 



<210> 701 
<211> 1491 
<212> DNA 

<213> Homo sapiens 



<400> 701 

attgaggcct gttggaccga tccgagaacc cctcgggtcg acccacgcgt ccgggcacag 60 

tcacattcta gaagaccatg tgggatggga gatactgttg tggtcacctc tggaaaatac 120 

attctgctac tcttaaaaac tagtgacgct catacaaatc aacagaaaga gcttctgaag 180 

gaagacttta aagctgcttc tgccacgtgc tgctgggtct cagtcctcca cttcccgtgt 240 

cctctggaag ttgtcaggag caatgttgcg cttgtacgtg ttggtaatgg gagtttctgc 300 

cttcaccctt cagcctgcgg cacacacagg ggctgccaga agctgccggt ttcgtgggag 360 
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gcattacaag cgggagttca ggctggaagg ggagcctgta gccctgaggt gcccccaggt 420 

gccctactgg ttgtgggcct ctgtcagccc ccgcatcaac ctgacatggc ataaaaatga 48 0 

ctctgctagg acggtcccag gagaagaaga gacacggatg tgggcccagg acggtgctct 540 

gtggcttctg ccagccttgc aggaggactc tggcacctac gtctgcacta ctagaaatgc 600 

ttcttactgt gacaaaatgt ccattgagct cagagttttt gagaatacag atgctttcct 660 

gccgttcatc tcatacccgc aaattttaac cttgtcaacc tctggggtat tagtatgccc 720 

tgacctgagt gaattcaccc gtgacaaaac tgacgtgaag attcaatggt acaaggattc 780 

tcttcttttg gataaagaca atgagaaatt tctaagtgtg agggggacca ctcacttact 840 

cgtacacgat gtggccctgg aagatgctgg ctattaccgc tgtgtcctga catttgccca 900 

tgaaggccag caatacaaca tcactaggag tattgagcta cgcatcaaga aaaaaaaaga 960 

agagaccatt cctgtgatca tttcccccct caagaccata tcagcttctc tggggtcaag 1020 

actgacaatc ccgtgtaagg tgtttctggg aaccggcaca cccttaacca ccatgctgtg 1080 

gtggacggcc aatgacaccc acatagagag cgcctacccg ggaggccgcg tgaccgaggg 1140 

gccacgccag gaatattcag aaaataatga gaactacatt gaagtgccat tgatttttga 1200 

tcctgtcaca agagaggatt tgcacatgga ttttaaatgt gttgtccata ataccctgag 126 0 

ttttcagaca ctacgcacca cagtcaagga agcctcctcc acgttctcct ggggcattgt 132 0 

gctggcccca ctttcactgg ccttcttggt tttgggggga atatggatgc acagacggtg 1380 

caaacacaga actggaaaag cagatggtct gactgtgcta tggcctcatc atcaagactt 1440 

tcaatcctat cccaagtgaa ataaatggaa tgaaataatt caaaaaaaaa a 1491 



<210> 702 

<211> 1127 

<212> DNA 

<213> Homo sapiens 



<400> 702 

agccaggcag cacatcacag cgggaggagc tgtcccaggt ggcccagctc agcaatggca 60 

atgggggtcc ccagagtcat tctgctctgc ctctttgggg ctgcgctctg cctgacaggg 12 0 

tcccaagccc tgcagtgcta cagctttgag cacacctact ttggcccctt tgacctcagg 180 

gccatgaagc tgcccagcat ctcctgtcct catgagtgct ttgaggctat cctgtctctg 240 

gacaccgggt atcgcgcgcc ggtgaccctg gtgcggaagg gctgctggac cgggcctcct 3 00 

gcgggccaga cgcaatcgaa cgcggacgcg ctgccgccag actactcggt ggtgcgcggc 360 

tgcacaactg acaaatgcaa cgcccacctc atgactcatg acgccctccc caacctgagc 420 

caagcacccg acccgccgac gctcagcggg ctcgagtgct acgcctgtat cggggtccac 4 80 

caggatgact gcgctatcgg caggtcccga cgagtccagt gtcaccagga ccagaccgcc 540 

tgcttccagg gcaatggcag aatgacagtt ggcaatttct cagtccctgt gtacatcaga 6 00 

acctgccacc gggccctcct gcaccacctg atgggcacca ccagcccctg gacagccatc 660 

ggacctccaa ggggctcctg ctgtgagggg tacctctgca acaggaaatc catgacccag 720 

cccttcacca gtgcttcagc caccacccct ccccgagcac tacaggtcct ggccctgctc 780 

ctcccagtcc tcctgctggt ggggctctca gcatagaccg cccctccagg atgctgggga 840 

cagggctcac acacctcatt cttgctgctt cagcccctat cacatagctc actggaaaat 900 

gatgttaaag taagaattgc actcctgtcc ctctggcctt ccatctctcc cgcccttgtg 960 

ccccacaacc tggccaacag tactggaaga aactggacac agtcaccagc atcccagggg 1020 

agggcaaaac agccatgtcg tgccctgatg aagagcaatt ctgatcacag ctgttactca 1080 

ctgagcacca gccaggcacc aggcacccca taacacggct tcctgtg 1127 



<210> 703 

<211> 785 

<212> DNA 

<213> Homo sapiens 



<400> 703 

gcggccgcat gatgcgtccc tgcctcggcc gctggcagtc gccgccgccg ccgccgcagg 60 
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ccgggaggag ccgcagcgcc gggcgacccc 
agtatgcacc ttaagatcct gaagaaacgg 
acttgtgagg gtgcgtcagg gaaatcatgc 
agcatcatcc tctcctggct gaaaatgaca 
aggctgacgt ggctgaccgg gtctggttca 
gtcatgacgt ggcttctggt cgcctatgca 
ccttccaaag acttctggta ctctgtggtc 
cttgccctgt catcccacct gagaaccatg 
cgaccatctg cctgcacagt gaaaactggg 
gagggaaccg agtctgtgca aagcctcctg 
aaagaataca tggacgagct tgcagctgaa 
gtgctgctgt attaaaccac ggccgctcac 
aatct 



gcccgggcct cggatccgat cacataggac 120 

cacaaaatgt tcaagtgatg tttagaaata 180 

agccatcagg acacaggctc cgggacgtcg 240 

actatgactc ttcatcgtcc tcctcctccg 300 

tccgtgacgg ctgcggcatg atctgtgctg 360 

gacttcgtgg tgactttcgt catgctgctg 420 

aacggggtca tctttaactg cttggccgtg 480 

ctcaccgacc ctgaaaaatc cagtgactgc 540 

ctggacccaa cccttgtggg catttgtggt 600 

cttggggcag tacccaaagg aaacgctacg 660 

gcccggggaa gtcatctaca agtgccccaa 720 

agcttcagat atggtaacac ctacgtgccg 780 

785 



<210> 704 

<211> 1030 

<212> DNA 

<213> Homo sapiens 



<400> 704 
cggcacgagg aagctctttc cactacggct 
tgagaaattg atgcgaggat caatacaagc 
ctccctttga acttatctcc gtaaagccat 
aatcaatggc ctttgaggag ctcttgagtc 
ttcatctggt ttttattctt ccctctctca 
actttgctgc agccattcct ggtcatcgtt 
gatctggtaa tgaaactgga atcctcagtg 
tagactcaaa tctgaggcca gagaagtgtc 
ttcacctgaa tgggactatc cacagcacaa 
gctgggtata tgatcaaagc tacttccctt 
gtgattatca gtcactgaaa tcagtggttc 
gaggcatcat aggtggccat gtctcagaca 
taatcaccaa taaactagat gagggcttaa 
gaataaagaa tgctgaaaga aaccctgaac 
gagctggatg cagcacagac caaaactact 
cgtaaaagga tctgtatcct ggtatttttg 
aaatgattgc tacacaaaag tgaccaaatt 
gaaattcaga 



gtattgcact ggtgagtccg ggcccatgga 60 

ttaatttgaa ttaataaaag gaaatatttt 120 

tgtgcctcct cttgggggtc acgtgttcac 180 

aagttggagg ccttgggaga tttcagatgc 240 

tgttattaat ccctcatata ctgctagaga 300 

gctgggtcca catgctggac aataatactg 360 

aagatgccct cttgagaatc tctatcccac 420 

gtcgctttgt ccatccccag tggcagcttc 480 

gtgaggcaga cacagaaccc tgtgtggatg 540 

cgaccattgt gactaagtgg gacctggtat 600 

aat tec tact tctgactgga atgctggtgg 660 

ggtggctggt ggaatctget cggtggttga 720 

aggcacttag aaaagttgca cgcacaaatg 780 

atagaggttg taagatccac catgeaggag 840 

gtgtgtgact tgttccgcaa ccccagtatg 900 

agaaaaaaaa atctcaagga aaaggcataa 960 

ttaagaagee ttcatgagct gattggtggg 1020 

1030 



<210> 705 

<211> 1064 

<212> DNA 

<213> Homo sapiens 



<400> 705 

tttcgtggac gggagggcac gggagtgcag cccgcccatg tggctactgg aggtcaegtt 60 

ccctaactga tcccttggtt etctegggtg gagecttcag cgtgcacggc ggggtttgac 120 

tttgccaccg tctctcttct gggttccaat aaagttttcc tcttcctctc ctegtaegga 180 

gttcaagatg gcggcctcct ggtegctett ggttaccctg cgccccttag cacagagccc 24 0 

gctgagaggg agatgtgttg ggtgcggggc ctgggccgcc gctctcgctc ctctggccac 300 

cgcccctggg aagccctttt ggaaagecta tacggttcag acatccgaga gcatgacccc 360 

aactgccact tcagagactt atttgaaagc tttggccgtt tgccatggac ctctggacca 420 

ctatgatttt ctgatcaaag ctcatgagct aaaggatgat gaacatcaaa gaagagtcat 48 0 
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acagtgtttg cagaaattac acgaggacct taaaggatac aatatagagg cagaaggcct 540 

ttttttcaaa gcttttttca aggagcaaac ctccaagggg cctgtatgtt tatggagatg 600 

ttggtacagg aaaaacaatg gtgatggaca tgttttatgc ttatgtggaa atgaagagga 660 

aaaaacgggt tcattttcat ggtttcatgc tagatgtgca caaaagaata catcgcctta 720 

aacagagttt gccaaaaagg aaaccaggat tcatggctaa atcatatgac ccaatagctc 780 

ccatagccga agaaatcagc gaagaagcat gtctcctatg ttttgatgaa tttcaggtca 840 

ctgacattgc tgatgccatg attctgaaac agctttttga aaatctgttc aaaaacgggg 900 

tcgtcgttgt ggcaacatcc aacaggccac cggaagatct ctataaaaat ggactccaaa 960 

gagctaactt tgtaccattc atagcagtct tgaaggaata ttgtaataca gtccagctag 1020 

attctgggat agattaccgg aaaagggaac ttcctgctgc agga 1064 



<210> 706 

<211> 413 

<212> DNA 

<213> Homo sapiens 



<400> 706 

cccacgcgtg cggatgcggg tcacggcgcc ccgtaccgtc ctcctgctgc tctggggggc 60 

agtggccctg accgagacct gggccggctc ccactccatg aagtatttct acaccgccat 120 

gtcccgggcc ggccgcggag agccccgctt catagcagag ggctacgtgg acgacaccca 180 

gttcgtgagg ttcgacagcg acgccgcgag tccgaagacg gaccccgggc gccatggata 240 

gagcaggaag ggccggagta ttgtgaccgc aacacacaga tcttcaagac caacacacac 3 00 

acttaccgag agagcctgcg gaacctgcgc agctactaca accagagcga ggccggctct 36 0 

cacattatcc agacgatgta tggctgcgaa ctgcggcccg aaggacgcct cct 413 



<210> 707 

<211> 311 

<212> DNA 

<213> Homo sapiens 



<400> 707 

cctactattc tcttagtgtg cctcagacct ttgccactaa catgaggttc acattccctc 60 

tcatggctat agtcctggaa attgccatga ttgcctcatt cggattattt gttgagtatg 120 

aaacggacca cactgttctc gagcatttca acatcaccaa gccatcagac atgggcatat 180 

tctttgagtt atatcctctg ttccaagatg tacatggcat gatatttgtt gggtttgact 240 

ttcctcctga ccttcctgaa gaactatggg tctcgcaacg tggttattaa actatctcgg 300 

gctgcctttc g 311 



<210> 708 

<211> 1196 

<212> DNA 

<213> Homo sapiens 



<400> 708 

cttacataaa catattacag ttggtgttta gatggctctt ttttttctgg ccttgaattt 60 

ctggaaagta ggtatggcct gctatgtcag gactagttct tggaattctt tgttgttttt 120 

cagtcagcct tattttcttg ggtcatgttt tgaacaatat ttatcaaatg tctgtttacc 180 

agacgttgtt ccagatgctt gaacaaaatg aaatgtctgc tgtcatagag tttccagtct 240 

atgtaagaca gtaaacaaat gtataatata atgctagata gtgataagtg ctaaaaagaa 300 

gaagaaaata ggaaagggga aagagagttt ctgtgtgatt gtatgtgaaa gtgtccatgc 360 
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atgccgctca cccagtattt taaatagagt 
tttgaacaga gatctgaaat agtcagtcac 
cattgtggac aatttatgtc acaaaaaagt 
tatgataact atatatacat ttttttgttt 
tttctgggta ctcattaggt tttcagaaaa 
atttccctta atgattattc tattatttaa 
cttcacaatc ccttatctgt aattccaaaa 
caaaatctga actgacatga atctatttaa 
ttacgcctat aatcccagca ctttgggagg 
gtttgagacc agcctggcca acatggtgaa 
gctgggcgcg gcggcacatg cttgtggccc 
cacttgaacc tgagaggtgg aggttgccga 
cagagcgacc ctcttgcctc acaaaacaaa 
cggcccccct cccgtgggaa aaaactttag 



gatcaaggaa gcctgtctga agaagtaaca 420 

gggaacattt agggagatgt tccaggcagg 480 

cacccaagtg ttaagtcaag taacatcctg 540 

tttcttaagt gaaaaacaaa cttattaggt 600 

gtttttcatt taatatcatt attgctgtat 660 

tacataagat ttatggctct acagatacag 720 

tacaaaaaaa tttcttaatt catttagtgg 780 

aattatcctt tatgggccag gtgcagtggc 840 

ccaaggcagg aggatcactt gaggccagga 900 

atcccatttc tcctactcat acaaaaatta 960 

cacctacttg cgaggctgag gcacgagaat 1020 

gatcttgcca ctgcactcca gcctgggtga 1080 

acacggcctt ttctccctca ggggggacct 1140 

cggccttagc caccagctgc ccaccg 1196 



<210> 709 
<211> 833 
<212> DNA 
<213> Homo sapiens 



<400> 709 

atttagtgca taaaagcaga attctttcat gtatttgggt ctatttctgg acttttattc 60 

tgtctcattc tgtgggtgtc tccatatgct acagccacaa tgttttaatt actttaactc 120 

taaagaccag tccaggtttc actgtttaaa acattgttct gatcatctta ttttccttct 180 

aagtgaactt agaagcaata tgtttagttc ttttttaatc ttatcgatat tttatgatta 240 

ttgcattaat ttgtagctaa atacatgtaa aattttttat tttagccctt cttttctatg 300 

gctcttaatt tttctctcat gtctgcttat gccttcagag caatgctaaa taatagtgat 360 

catagtagaa attctcatat tgtctccctg attttaatga acatgcttta ggtattatgt 420 

attagtactc ataagtggca ttgcgctgta tagttttttg tttgtttgtc attgagatac 480 

aggcatactt tgtcgcccaa gctggaatgc agtggcatga tctcagctca ctgcagcctt 54 0 

gaccatctgg gctcaaccaa ttcttctgcc tcagcctccc aactcatttt ttctttaaat 600 

tatttgtaga gacaagggct cgcttacaca ggctgggctt caaactctgt cttcaaacta 660 

atctcccatc tcagggtcta aaagtgccgg gaataccggg ggggactaac cattacctgg 72 0 

ggtggaagcg gtcttttggt gggtgggcaa ttacctaacg gtgggggtta ataatcttaa 780 

aaaggaaatt tcttaaacct tttttttttt ttaaacgggg gggggcccag ggc 833 



<210> 710 
<211> 490 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (490) 
<223> n = a,t,c or g 



<400> 710 

gctttttcca tagacgtaac attttgtctc ttatgtgcat tacatagttt cttccaagat 60 

gtcaacttat agttcattta tggtctctgc tttgtagaac ttcaaaattt ctctacaatc 120 

acagttatat attttttctg ggttcatatg ttgcttagaa cacttcccta tacgaaaaac 180 

atgaaaattt tttttcatat tttctttcat aagtgtctat ttacatatag gttatttatt 240 

actcttgcgt taattttgtg gtatagtgac atagaggagt ctacctttcc ccctctaatg 300 

aggtattgtc ccaacacagt gttgcataaa tcttttttcc aaatgtcagc ttttatcact 360 
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tatcaattct cattgtactt gagtctgttt tagattgtct cttatattga tcttttagtt 420 
tataggaaag ctgctttact tnnncrmatt tctttttctt ctttgttttc gacggaccca 480 
attttaaaag 490 



<210> 711 

<211> 1343 

<212> DNA 

<213> Homo sapiens 



<400> 711 

ggcacgagaa aatattttct tgggaatgtg tttaaccctt tctgcgttca ttgttgctga 60 

gatgtgaaaa ctaaccattc cctcctgcct acctttttgg ccactgggcg gcagagaatg 120 

gcgctatgtg cagttgggcc cccggcacca tgggcctttg gcctgcctgc tgcagagtag 180 

ccctgcctgg gcagtctcca ggcactgagc aggccatctg tggccaggct gagagaatga 240 

ctggctcgct taccagcgtg catgggacaa ggagctttgg agcctcaagg ggttgttgct 300 

ggcctgggct agagggaaag gtgaccatcc gtctgtcctc ctgtctttct attagcgcct 360 

ccatgtgagt gatggtgcct tggttcacta gccttccccc accaccccac catgccacct 420 

ggtggtcttg gggcctgtgc tgtcactcca gcccctgggg aggagaggac ccagcccgga 480 

gagttggggc aagggctcca catggcccaa gggcaacaga tgctcgcagg gcagctgctg 540 

ccgatgctca cgctcctgcc cccctccttc ccgctgccac accccaccct gggcccccgc 600 

agacacgcat ctctaactca gttgggccca gccttctgga tggcttgggg taggccatgg 660 

gcccacctgg ggccaggcca gcccctgggg cagctctgga agagcagtgt ggaggagcac 720 

ttgcttgcag cctggcttca gcctctggca ctgctggagt ggtccctggg agcttctgca 780 

ctgtcggctt tggggacgtc tcacccactt gggttacagt aggccttccc cacccagaga 840 

gaagtgtttc caccccagag acattgcctg tcagcccctg aagtgctcgc ctcccccagt 900 

gcccgtcacc agcccttcct atctgtgggg tccaagtcag gcttcccctg cggccaccag 960 

ccatagggag cagccatcag cccccgagtc agaactgctt ctgtctgtcc atacctccag 1020 

gctctcccgg agagggggac ggatatttat ttcctaaagt ttgcacttaa ttgtgaggat 1080 

tctcaggatt gttgggggct actgaaaaga ggaatgtgtt gaatgtcgcg tttgctgtcc 1140 

actcgtccta gaagtttagt gtttttgtca ctgtcatgtg tttctgtggg cagagctggt 12 00 

tctgggaggg tgggtcagtg cacccgaggc tcagagcatc catccacccc actggccctc 1260 

cttccagata ccctctctct taattggggt tctttgcatg ttaaaatact tccacaataa 1320 

ataaataatt gaacaaatta aaa 1343 



<210> 712 
<211> 648 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> {1) . . . (648) 
<223> n = a,t,c or g 



<400> 712 

agatagcata tgcttgtttt gcttgtttgg gttcatcata ctctattgct tgggcagaag 60 

agcacatatg aagagaagag aaatgggaaa tggggaagac aacgcagagc accatatctt 120 

ggggtgtata tagaagctac aggacaagtg taatttttat cattgcatgg ggagcattga 180 

cataatttct actgcagctg agcatttttt aatatggata ataggattct gcaagtgata 240 

catttggtca gagaacttaa taaactagtc aagtgggata ggtcctgtga cagaattgtg 3 00 

tgatacaggt caaacaggag ttgggttatg gggaaaatgc cagttgaaat atgttttgat 360 

ctttggagaa acctattttt tcatttaacc tgttctttaa atccagtatg ttccagaaca 420 

tacaaaaatg tttaaatgtt ccatttgtaa gaggatatca tgtattttat atcaatttaa 480 
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atgcagttat cctaatcatt tttctttcat ttttaccctt tattaactct tcatttgttt 540 
acaaaacaaa tccactctat gaacgcaatc tctaattatg tgntttcttt cagggatcca 600 
aaccttgaaa cctttgctct agatgtcagg cttgtttttg acaactgt 64 8 



<210> 713 

<211> 393 

<212> DNA 

<213> Homo sapiens 



<400> 713 

cttgcttgtg aaaagggaag cagatctgag gacatctctg tgccaggcca gaaaccgccc 60 

acctgcagtt ccttctccgg gatggacgtg gggcccaact ccctgcccca ccttgggctg 120 

aagctgctgc tgctcctgct gctggtgacc ctcaggggcc aagccaacac aggctggtac 180 

gggattccag ggatgcccgg cctgcccggg gcaccaggga aggatgggta cgacggactg 240 

ccggggccca agggggagcc gggaatcgac gccatttccc tgatcctatg acccgaagga 300 

cagtaaggaa aacccgggtt tttcggacgg aaccgtaaat atggccccat gggaacctcg 360 

tgggaagcaa ccgggggcca ggccccatgg tag 3 93 



<210> 714 

<211> 615 

<212> DNA 

<213> Homo sapiens 



<400> 714 

cactccgccg cgctctccgc caccgccacc actgcggcca ccgccaatga aacgcctccc 60 

gctcctagtg gttttttcca ctttgttgaa ttgttcctat actcaaaatt gcaccaagac 12 0 

accttgtctc ccaaatgcaa aatgtgaaat acgcaatgga attgaagcct gctattgcaa 18 0 

catgggattt tcaggaaatg gtgtcacaat ttgtgaagat gataatgaat gtggaaattt 240 

aactcagtcc tgtggcgaaa atgctaattg cactaacaca gaaggaagtt attattgtat 300 

gtgtgtacct ggcttcagat ccagcagtaa ccaagacagg tttatcacta atgatggaac 360 

cgtctgtata gaaaatgtga atgcaaactg ccatttagat aatgtctgta tagctgcaaa 420 

tattaataaa actttaacaa aaatcagatc cataaaagaa cctgtggctt tgctacaaga 480 

agtctataga aattctgtga cagatctttc accaacagat ataaattaca tatatagaaa 540 

tattagctgg aatcatcttc attactaggt tacaaggacc aacactatct caggccaagg 600 

gcaacctttc taaac 615 



<210> 715 

<211> 769 

<212> DNA 

<213> Homo sapiens 



<400> 715 

taggtttact ctcatgtcag tgggcttatg ataagttaaa atatagctat ctgattttta 60 

aaaagtacac attattatag catattttat gcaaataaaa gagaaataaa tatagttgag 120 

aattaaatat gcagcaagtt actttgcaag gtgtcatatg gtcagtggat ggataacaaa 180 

gacgcagttc ttgcttttag gaagagggaa aatttgcatg tataaatgca taaaacagct 240 

acaggtaaga aaaacagatg tgataaccac aaaacagatt aattatgaag aaattaattg 300 

tcttaatcat attatgctta caactaagtt ttggtaaatc catttaaaat tttggtattg 360 

tatatcagta tgcattaatt cattaattca ttccattata tttattgaga ctctaccaca 420 

tttcagacat gaatatatag gcatgaataa aacaaaaatg gttgcttgaa gacatggaat 4 80 
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caacctaaat 
gaacactatg 
ctagaggcta 
taacttataa 
cactggagtc 



gcccatcgat gacagactga 
cagccgtaaa aaagaatgag 
ttatccttac cagacgaatg 
atgggagcta aatgaagaga 
tacttgaggg tggaggggcg 



ataaagaaaa tgcagtacat atacaccatg 
atcatgtctt ttgtggaaac atggatgaag 
ccggaacaga aaaccaaata ccacatgttc 
actcatgaac gccgagaagg caataacaaa 
aaaggagtag tcctcccaa 



540 
600 
660 
720 
769 



<210> 716 

<211> 743 

<212> DNA 

<213> Homo sapiens 



<400> 716 

cctggggtaa ttcttctgcc ttctttcttg catatttata aatttgtaag tgctgtgcac 60 

gtggattctt ggcaagcatg tggaagctta agcttaagat ttgatttttc tgatattata 120 

ggccaatcac tttggatatt agatttttaa gattgatttt ggaatttctc atccattagc 180 

aggttttcac ctttctcctt aaactcatag ttttccttga aatcatacag catatttgta 240 

gcaatctgac agcataaata tacacaacac aaatggaacg acttatgaag gaattacttg 3 00 

tgaaagctca ttggagtaaa atttcctctc aaacaatact ttaggtcata tgactgagtc 360 

tattaactat ttttctgtta taccctgcca gaaaagaatt ttaaaagtta gtttatgttt 420 

tgtgtaacca tgttcttcag aatgcaggta tgtgagcatc atggtttctg ggtaattctg 480 

ctgctcctgt ctttgaaaat ggagatacca cttgcagctt atcccactgc tgagtattcc 540 

agcattggta gtggtttcac tccattgcat ccatccagaa ctttcacaca ggcctcccca 600 

ttacccagca ttttttaaca ttgatcaata aggcctataa ccagatttag gctagcaaca 660 

ccagaggtct gggggcaagg gtggaaattg actttacatt cttagtagct aatattccat 720 

aagtgcttta tatatatatt gca 743 



<210> 717 

<211> 630 

<212> DNA 

<213> Homo sapiens 



<400> 717 

tttcgtgggg agataaagac cctctactca cactgggctg tgagggttaa atgaaatacc 60 

atgtgactga cactgtgtat atgccatagg ctcaaagcct gttggtttta gcattttaaa 120 

actacaaagt ttacctttta ctctgtaatg tggccttgta tgtttcaata caaaaataca 180 

gatactttaa aaattcctgc tcagggaaga tgtgtctatt ctgtagcttt gtaaacgtca 240 

ctttaggaag cacagacccc atgtgctgtc cagcacagtg gctggcacag aggatgccct 3 00 

gggcctttgt gagcattagg aaggcctggc ctctgggaag gatgagtgga gcttcccaga 360 

ggctgaagga ggaggagtag ctggtcacca cggggcctct cctgcagggc tttgagtctg 42 0 

cccgcgacgt ggaggcgctg atggagcgca tgcagcagct gcaggagagc ctgctgcggg 480 

atgaggggac gtcccaggag gagatggaga gccgctttga gctggagaag tcagagagcc 540 

tgctggggac cccctcaggt acagggtcac aggcatccaa gctcccgtga ctgctccttc 600 

ttaagctatt ttgccgaagc aggacccaat 630 



<210> 718 
<211> 432 
<212> DNA 

<213> Homo sapiens 



<400> 718 
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tgagaattct ccttgtcatc ttggcatgta tacttgtctg cataaaacac atgccacgtt 60 

tgtggagacg gaatctggga cactgtcaga ttatgttcgg tctggttcat ggtcattgtc 120 

aactgagctt tggataattt ttcactacag ctataaccat gactgctttg ctgtagcttt 180 

agccattcct gggcttggaa caggtagagt ttagcttctt ttccaacagc tactgctatg 240 

ttgttgattc tgacacacag aagagcatgg tcaccatgga actcgaagtg gccgatgcgc 3 00 

tggccctggg cgtcctgggc cgcggtgctg ctgaagctgc cccgcagggt cttaccctgg 360 

ctgccctgcg gccaccagca gcacgtgagg gccacagcca gcagccgcag cccccccatg 420 

cccgtcacga aa 432 



<210> 719 

<211> 878 

<212> DNA 

<213> Homo sapiens 



<400> 719 

atctcggctc actgcaacct ctgtctcctg ggagcaagcg atactcctgc ctgagcctcc 60 

cgagtagctg ggactacagg cgtgcatcac cacgcccgcc taatttttgt attttcagta 120 

cagatggggc ttcactatgg cagccagggt ggactcgaac tcctgacctt gtgatccacc 180 

cgcctcggcc tcccaaagtg ctgggattac agtcgtgggc caccgtgccc agccagggac 240 

ctctattctt tgaactacaa ggcaaggtca tcctcccacc cccttatcca ttcagtgaac 300 

atttactgag gcgttactct gtaaagaacc ctgagagaga ccaggctgag taagacaggc 360 

tttactgccg atttacttcc aatatgctcg cttttcatct ctgacattct gtggtcttat 420 

gaaaatggaa atggagacaa aaagatcatg gcgcccccag tcccatggtc atttcacatt 480 

ccaatttctt cttagttgga cttttgaatt aattttattt cactttgtcc ctttttttcc 540 

ttatttgctt ttttaatttc ttctcttcct cttcctggga catcaaccat ccaatttaac 600 

ctttcatcct cccctactac ctaatccttg aaaaatacaa gcccaaaatc atttcatcac 660 

cagtaattgt ctttaaattg cfcccaataat ttgcaaggac catggggaaa agagaaagat 720 

taaaaagccc tacgcccaga gaaccagatt gtataacaag tcgaaaatca agtttactaa 780 

tcaccattca tggccttgaa cttttaataa aaccttcatt gcctggaata aatccaattt 840 

ttgagaaaaa cttaattgga tttaaaaatg gcgccctt 878 



<210> 720 
<211> 446 
<212> DNA 
<213> Homo sapiens 



<400> 720 

ccggtcgacc cacgcgtccg ctttctgtct gtctctctct ctctgcctcg ctttctgggt 60 

ctctccctct ctccctgtct gtctctcctc tctctttcca cctgtgcctt tctgtttgtc 120 

cttctctgcc tttctctcac tcttcctctc tgcttccccc gcctcccacc ttttccttct 180 

cttcaataca ccttccctct cccccttcag gacgcctcac atccactgcc ttgccaggga 240 

aggcgtgcga ctgactcagc acatctctgc cacctccatc tgcagcccaa gctggtccgt 3 00 

gttcttgacg ggaagatacc cgatctgatc agatgaagaa cacagagtgt ggagacatga 360 

agaggctttg gtgagtccac actgtaaagg gagcaggacc atgacgtctg gccccaaggt 420 

tgtcaacccc aaatgcaaga tccttc 446 



<210> 721 
<211> 957 
<212> DNA 
<213> Homo sapiens 
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<400> 721 

agctctatgc catcctgttt acagcgaggc aagatgaatc attatgtctg tgcattttgt 60 

tttacttatc tgtgtatata gtgtacataa aggacagacg agtcctaatt gacaacatct 120 

agtctttctg gatgttaaag aggttgccag tgtatgacaa aagtagagtt agtaaactaa 180 

tatattttgt acattttgtt ttacaagtcc taggaaagat tgtcttctga aaatttgatg 240 

tcttctgggt tgatggagat gggaagggtt ctaggccaga atgttcacat ttggaagact 300 

ctttcaaatt ataactgttg ttacatgttt gcagtttatt caagactgct gtatacatag 360 

tagacaaatt aactccttac ttgaaacatc tagtctatct agatgtttag aagtgcccga 420 

tgtatgttaa atgtataggt agtaaaatac cactttgtaa atatcttttt gctaaaattc 480 

ataggaaatg cttttggaaa ttgaattgtg aagccacctt tgtgaacagt atagtaatgt 540 

ctatacttgt tcaatagttt agaggaggta ggagggaaga aattgcaaaa ggtaatatta 600 

ctagtgtgtt catacttgga cattttcaga caccattttt ctatatgttt tgggcatttt 660 

gttttgctct gtatatagta tatataatgg acaaatagtc ctaatttttc aacatctagt 720 

ctctagatgt taaagaggtt gccagtgtat gacccaggag tacacttagc atattttgag 780 

cactttgggt tgcacttcct aggaaaactt gccttttggt aagacttttg ccaggaattc 840 

ctctgacctt tcttattatt accgcgcccg gccggttcac ctggatgacg acaacgatgt 900 

cggctgtggt caccttgggg gcccaactgg ccccttgtca tactccttga ttgagcc 957 



<210> 722 

<211> 925 

<212> DNA 

<213> Homo sapiens 



<400> 722 

ggctcgccgg gaccagatcc gcgagcccgt cagcctgcgc catgggctgc gacggccgcg 60 

tgtcggggct gctccgccgc aacctgcagc ccacgctcac ctactggagc gtcttcttca 120 

gcttcggcct gtgcatcgcc ttcctggggc ccacgctgct ggacctgcgc tgtcagacgc 180 

acagctcgct gccccagatc tcctgggtct tcttctcgca gcagctctgc ctcctgctgg 240 

gcagcgccct cgggggcgtc ttcaaaagga ccctggccca gtcactatgg gccctgttca 300 

cctcctctct ggccatctcc ctggtgtttg ccgtcatccc cttctgccgc gacgtgaagg 360 

tgctggcctc agtcatggcg ctggcgggct tggccatggg ctgcatcgac accgtggcca 420 

acatgcagct ggtaaggatg taccagaagg actcggccgt cttcctccag gtgctccatt 480 

tcttcgtggg ctttggtgct ctgctgagcc cccttattgc tgaccctttc ctgtctgagg 540 

ccaactgctt gcctgccaat agcacgggcc aacaccacct cccgagggcc acctgttcca 600 

tgtctccagg gtgctggggc cagcaccacg tagatgccca ggccttggtc caaccagacg 660 

ttcccaaggc tgactcccaa ggaccgggca gggaacccga ggggcctatg ccttctggat 720 

aatggccctt attaatcttt ccaaggccca tggctgggct tgaagctgct ggccccaggg 780 

aacggcttgt tggaactgct cgtcccccac agggggcccc ccgcttcctg gactgggaaa 840 

gaaacttgcc tttgaaaaca ccagccctct tggaagaaga agacaaacct ccctcaaaag 900 

gcctatagtt tatactaacg cctac 925 



<210> 723 

<211> 833 

<212> DNA 

<213> Homo sapiens 



<400> 723 

aaacagcgtg gtcagggaag gcttctccgc taaaggaagt agctacagga aggcaggatg 60 

tgccgggcag gggagacagc aaaggcaaca gcctgagagg ggaccctgcc tgggggtcag 120 

tgt99 ct 9ag tggcctgagt gaggagcaga aaggggaggc gaggtggaaa tgtggggggc 180 

cagggcctgg gcctggctgg tggccctgat ggcccagggg cctctgtctc cccccaacag 240 

ccctgctcct ggacatcatg acggtggccg gcgtgcagaa gctcatcaag cggcgcggcc 300 
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cgtacgagat gagccccagc ctcctggact acctcaccat ggacatctac gccttcccgg 360 

ccgggcacgc cagccgggcc gtcatggtgt ccaagttctt actcagccac ctggtgctgg 420 

cggtgcccct gcgcgtgctg ctggtgctct gggccctctg cgtgggcctg tcccgcgtga 480 

tgatcggccg ccaccacgtc acggacgtcc tctccggctt tgtcatcggc tacctccagt 540 

tccgtatgat ggagaaggtc agcatgcagt acaaaacttg ccgaatgctt atttttgtct 600 

ggcgaagagc gcgtcggccc acacatacct ttgagggcag gctggtctct aaaaaggggc 660 

aagacctggc caggtggctc agcctgtaat ccaaaccttt cagaggccca gtgggagcat 720 

aatttaacct ccaatttgat acaagcttgg aacatggcgt cctctttttt cagacttttg 780 

aaagacacgt tatctgcctt tgctgcctct ctatgagttt ctcagggccg ccc 833 



<210> 724 

<211> 575 

<212> DNA 

<213> Homo sapiens 



<400> 724 

ttccaagccc taactgggat cctcagtcta ccttgtttcc acatcccacc cacctctcgc 60 

ttccccagac cttctgcaga ttctgtggtt atactcactc ctcatcccaa agaatgaaat 120 

ttaccactct cctcttcttg gcagctgtag caggggccct ggtctatgct gaagatgcct 180 

cctctgactc gacgggtgct gatcctgccc aggaagctgg gacctctaag cctaatgaag 240 

agatctcagg tccagcagaa ccagcttcac ccccagagac aaccacaaca gcccaggaga 300 

cttcggcggc agcagttcag gggacagcca aggtcacctc aagcaggcag gaactaaacc 360 

ccctgaaatc catagtggag aaaagtatct tactaacaga acaagccctt gcaaaagcag 420 

gaaaaggaat gcacggaggc gtgccaggtg gaaaacaatt catcgaaaat ggaagtgaat 480 

ttgcacaaaa attactgaag aaattcagtc tattaaaacc atgggcatga gaagctgaaa 540 

agaatgggat cattggactt aaagccttaa ataca 575 



<210> 725 
<211> 867 
<212> DNA 
<213> Homo sapiens 



<400> 725 

tttcgtcatg aataataatt agaagagtaa cgttcacatg gtaagggcgt cttttctctg 60 

ctgtgtgcat aggaccctgg gaccctggga tttaagtcat atggaacttg gtcaactcct 120 

ccaaaatgct cccagcgctc acaggggctg ccttggtgtt tggaaggagg tggtgccaaa 180 

gcagttggtt tgctggattt tgactttctt tttttaaagt ggtatttgca aatactaccc 240 

cgagggcaat ggttaatgga tttgaccttt gggtcatggg ggccagggag caacactcat 300 

aggagctgtg tgtgtgagtg ctgcggtgcg gcgtcgggct gctgactggc tctgccactc 360 

acctctcagg ccttaagaat actgaagatt ctcacctacg attggaggcg atggtgggag 420 

tggtccttaa tactgcttta tagaaaatca tagtggaggc cacgcgccgt ggctcatgcc 480 

tgtagtccca gcacttcggg aagccgagat gggcggacca cgaggtcagg agatcaagac 54 0 

catcctggct aacaccgtga aaccccgtct ctactaaaaa tacaaaaaaa ttagccgggt 600 

gtggtggctg actcctgtat tcccagctac tctgaaggct gaagcaggaa aatggcgtga 660 

acccaggagg cggaacttgc agtgaaccga aatcgtgcca ctggactcca acctgggcga 720 

cagaaagaga ctccgcctca tataaccccc tctggcgagg aatagaaata agaacccttt 780 

gcggaaacca ccagggggcc ccgtgtcgcc caggggaccc tggcctcaag ttttataaaa 840 

aggttgcccc aacttttttt ttccccc 867 



<210> 726 
<211> 861 
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<212> DNA 

<213> Homo sapiens 



<400> 726 

tttcgtggag gaggcccggg gacctcatag gggaaggcgg ggacggcggg gtgcagcgtg 60 

tgggccacga cgctaggccg gttcctcaaa ggcgcggcct ctgtacggag cagggtacgc 120 

agcgtgtgtc gccccatttg tgggggccgc ggaggagggt atgtgcgctt gcgcagtccg 180 

cgcgctgagc cttgcgggag gggcagttct cttgtctagc ctgtgcgcgt gtgctagggc 240 

gccgcggtac gtgggcgggg aaaggcgggt gcagtcgccc gccagaccgg cagactcggt 300 

tgcacgtatt gcattcatcc tctttaggtt ccgaactgac ctccagtcag gtccatcact 360 

gcatcttggt atttgctgat cctctgtcct gacttgatct tgcactcagg aaagatcttc 420 

aagaattacc taattttggc ctggcgcggt ggctctcgcc tgtaatccca ccactttggg 480 

aggccgaggc ggttggatca actgaggtca gaaattcgag atcagcctga ccaacatggt 540 

gaaaccccgt ctctactaac aataccaaaa gtaaccgggc gtggtggctc atgccctgaa 600 

ctccagctac tgggggggga aattgtttga aacccgggag gggcgggttc cggaaaccac 660 

catggctcta ttgcacttca tattgggcta cataaacgaa tctcccgctc gcagataccc 720 

atccctagaa ttacctattt tgggcgattt tgttaataaa aagaattttt ttggtttata 780 

gtccaatgag ccatcccttg gtcagaaccc ccccacacgg aatatttctg catttgtttt 84 0 

agccaaagcc tttgtgttct t 861 



<210> 727 

<211> 642 

<212> DNA 

<213> Homo sapiens 



<400> 727 



cggaccfcgtg 
ctgctacagg 
cattafetcat 
acatgcgcaa 
gccaatgata 
ttatgaattt 
tgacacagaa 
cacctagggt 
taaaaagaac 
tgacgtggtt 
gctcaggagg 



ggtgagtgaa 
tcgtttcaaa 
ttaacagagg 
accctgggtc 
caaatctttg 
gcaagtttgt 
aaattattct 
ctgtcgcatg 
tctgaacgtc 
taagcttttc 
ctaaaaccca 



gaaaggactc 
ggtactgtgg 
acagattttc 
agttgaaaga 
gtgggagttt 
gatgtctgaa 
gggaactggg 
tcaacaccgg 
atctttggta 
cttaagggta 
cacccccatc 



tgttatatga 
ctctaccaga 
aaaagaaaaa 
ttgatttggg 
gctgcccaag 
atcaaatgaa 
gtgtgctgaa 
ccagggctgc 
ctgactaata 
ctgattggta 
ttttacgggc 



tggccttgtt 
ccaatttctc 
cagttcagaa 
aatttcaata 
ctaaaacctt 
ctgagagttc 
agcaaggcag 
cagaccccgc 
gaatatatcc 
actggcatga 
ct 



tactggaaaa 
ccttcataca 
ttgcaggcac 
ggcaaatttg 
tatacatgtt 
tgctaattgt 
tacacctaca 
cggcgcgaaa 
acacacctgg 
acttgactct 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
642 



<210> 728 
<211> 872 
<212> DNA 

<213> Homo sapiens 



<400> 728 

aattttttcc tccttacact atgtgggttt ttttcccaca agaaagcttt ccctcctcta 60 

gtgacgtaga cattctcccc tgttttcttc taaaagttgc aaggtttgga ttttcttatt 120 

taggtcttta atccttctag aaattatttt taggaatgat acaagttagg aatctaattg 180 

tacttgtttg cttccttgta gagttattga acgttcctgt attgttcctg tattccaggg 240 

gttggcagac tttgacccat gggctaactc aactcaaaac tgcctttttt ttgtaaatta 300 

agtttgattg ggacacagcc ctacccattt gtttatggct gcatttgtgc tacaacagca 360 

gagttgagta gttgccagag atactgagtg aactccaaag cctaaaatat gtcctatctg 420 

gctctttaca gaaaaagctt gcaaacccat ggtctaaaag atagtcatga aagagtagct 480 
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catatttcca acagtagcag atatagtcag tgaaaataga ggaaattaca ctaaaggttg 540 

taagaaggaa ggaaaacaat cttttggaca tgtaaaaaat acaaagtttg ggccgggcgc 600 

ggtggctcac acctggaatc ctagcgcttt gggaggctga ggcgggtgga tcacctgggg 66 0 

ccaggaggtc aagatcagcc ctgcccacct gggggaaccc cggcttgtgt agaatacaaa 720 

aaattaccgg gcgcgggggc aagcgcccgg aatcctagca cctaggaggt tgggcaggag 780 

aactgtttga ccccggagcg aagggttgac ttcgcacaga ccccacccct gccccccgct 840 

ggggccatga atggggaccc ttctcaaacc eg 872 



<210> 729 

<211> 2563 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (2563) 
<223> n = a,t., c or g 



<400> 729 

tggagaagca gttggtggct ctcattccct atggggacca gaggctgaag cccaagcaca 60 

cgaagctctt tgtgttcctg gccgtgctca tctgcctggt gacctcctcc ttcategtet 12 0 

ttttcctgtt tccccggtcc gtcattgtgc agectgeagg cctcaactcc tccacagtgg 18 0 

cctttgatga ggctgatatc tacctcaaca taacgaatat cttaaacatc tccaatggca 24 0 

actactaccc cattatggtg acacagctga ccctcgaggt tctgcacctg tccctcgtgg 300 

tggggcaggt ttccaacaac cttctcctac acattggccc tttggccagt gaacagatgt 360 

tttacgcagt agctaccaag ataegggatg aaaacacata caaaatctgt acctggctgg 42 0 

aaatcaaagt ccaccatgtg ettttgeaca tccagggcac cctgacctgt tcatacctga 480 

gecattcaga gcagctggtc tttcagagct atgaatatgt ggactgeega ggaaaegcat 54 0 

ctgtgcccca ccagctgacc cctcacccac catgacctgt ctgctgtccc tgtactccag 60 0 

gcacctgcaa ccctggtcta tatctcccac aactccctgg tgactaagga aggactacag 660 

aggctttgee aaaggagaag ccctgcctca tcacaccctt acctcccacc ccctcagcac 72 0 

aggaagcttg ctttgaagtt aacttcatac acacacactc atatcctcca gtttccccca 78 0 

gattctttca ggggctgeca tcagattctg cccttggtta gttttttgtt ttttttttgg 84 0 

tagagacaga gtctcactgt tggtccaggt tggttttgaa ctcctgggct caagcgatcc 900 

tccttttttg gcctcccaaa gcacttggat tacaagatgt gagcctgtgc ctggctggtc 960 

ttytcttgag gaaaatctga cctggcattt tcttgaggca ccttagattc cctggagtgg 1020 

gcacctggcc tttctgtamt gagrsmacct ggtcagbctg wagggggsca tttcacccca 1080 

gctccatcma gggctggcag tcccvgcytg aatkdtkgga gagagctgta agttttatct 1140 

tggcttttwa aaacatggac cyygccggct tggssgcaag tdggctytac acctngtaat 1200 

cccagtgctt tgggnaggee agaagtkkgg teggkatcaa ctatgagggm agsagttccc 1260 

gtagaccagc ctggmtcaaa aaartraaaa ccctgtctct wcttaaaaaa acaaaaatta 132 0 

gctgggtgtg gtggcatgcg cctgtaatcc cagctactcg ggaggctgag gcagcagaat 138 0 

gsacttgaac crraaggcag aggtttcagt gaaccaagat cgttcaactg cactccagcc 1440 

tgggcaaaag agcaaaactt tgtctcaaaa aaagactctt ttcaagtttt ctaccctctg 1500 

ataagaaaat ttggggatat ccagtgccat ctccaaggac tttcagggga teatagatge 156 0 

ttttctgtgc etatctgett tgaccatgtg aaaaagtgat agtctgette tctctggtaa 162 0 

cttgtctgcc acccatctga tagtaagatt agccaaggcc ctttagccct ctgtcctttc 16 80 

tggttattga ctgtccctgg ttcctaggaa gacagagttg ttctccagct aaagegtetc 1740 

ctctctataa agtagtttta ctattctttt catagcagga gecaaaatag tagaggaggg 1800 

gagagaggca cctggcactc tgcgggcctg cacaggaaaa acagagecaa agacagaatc 1860 

attgtataag atatttatta aaggagagee tctaagtcca catcctgagc ccatgtgagt 1920 

ggacacaggt aggtaaaacg ggtgggtcca getgetgtea tetgaaagee ttcaggagat 1980 

gaagctatca gtatccagct gaagggcttg ctgkggttcc tgtwmgccac caccacctta 204 0 

gcaccagggc cctctctggt cccaagaggc ctcatctctc ccttgggctt tgacaatgtg 2100 

gagcagcaca tcagcaggga ctggtctaga ccctcccttt cctgttcact tagctggagc 2160 

taagctccag attaacccct aggttcccac tggctcctag tagaaatagt ttctgtactt 2220 
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tagcagaaca ggaaggatat ttgttcatta aaggtggctt ggtcttacag ctgggtgcag 2280 

ttgtatatac ctgtagtccc agctaattca gggaagctga ggtgagagga tctttaggag 2340 

cccgggattt caattttaac atgagcagca acattagcaa gaccccgttt aaaaaaaaaa 2400 

aaagagctgg gcgtaatggc gcacacctgt aatcccacct actcaggagg ctgaggcagg 2460 

agaatcactt tgaacccggg aggcagaggt tgcagttgag ccaagtttcg caccattgca 2520 

ttccagcngg gggcaacaag gggcgagatt ctgttttcaa aaa 2563 



<210> 730 

<211> 988 

<212> DNA 

<213> Homo sapiens 



<400> 730 

cggacgcgtg ggtaaaatta cacttattta gctggaaggg cttgtagtgt ctagctccac 60 

ccttatgtta tggatgagaa aactagggac caagtatgtt cagtacgttc tgtacaagct 120 

tgggacagaa tgagggccca aactcgggcc tgctaagcca ccagtccagg agtgattcta 180 

cgacatggta ttgccccctc ataagactgt tcagcttccc agactgcact tggtgtggct 240 

ttgggtatcc caggcctggg tggggggcac cgtccttcac tggctagcca gccagcagct 300 

gtgtgtgctg gtccctgctt ctctcaccat gagctgggat cttgaggcca ggcttggtta 360 

tattctagcc tggatgagcc tgggtccttg ttactgctgc ctattcacca ttcctaccct 420 

cctggaaatt agcctcatag tatcacttgc ctaattattt tatttaattt gcacagcaca 480 

gaactaaagc acagtggtga caatggccgg gaatcaagta aagtgaggta ccctatatcc 540 

catcttgctg actacccagt gtagtgcctg gaacatacaa actgcacatt catacttttt 600 

gggtaaatta ttgacaagta aaaatgaatg aaagctaacc agtaacagaa cattttctac 660 

cctttgtctt cttgagatgt tttaggagac taatccttgt tgttcttttc caatgtaaat 720 

ttttatgaac catcaagatg taatgcaggc attaagatta tttctgtaga gattaagaac 780 

atgaaaatac tgatgcttaa tatttagcag aaccaaaaaa attgtggtat aattacaact 840 

ctgtaaagac aaagtaggcc gggcgcggtg gcacacgcct gtggtcccag cactttggga 900 

ggccgaggcg ggtggattgc ttgagctcag -gagttcaaca ccaccctggg caacatggtg 960 

aaaacttgtc tctactaaaa tacaaaaa 988 



<210> 731 

<211> 848 

<212> DNA 

<213> Homo sapiens 



<400> 731 

ttccttacga atgtagaaat caatgttgta aataaaatag cagccccaga aactcaaatc 60 

taaatagact aataagagta attcactata gccaagaaag agttatttta ccaatgcagg 12 0 

atggttaata ttaggaaatt cattcagtgt ttgtttaccc aaggcttaat atatgccgga 180 

ctttgtctgg ttgtagagat actgtgagga atgagttctt gctacttgcc catagaaggc 240 

attcagtcca aatgcactgc gttttagaga ttcttgtttc tgttctcggt cttactcatc 3 00 

atcttcttct tagggacagg gatcattata ggctagtgag gctgatggga gacgtaggtg 3 60 

gtgagggaga actgaaggca atgtggaggg tgtgtctgag tgtgtgtagg gttgataaat 420 

gatgctagag aagtaagaaa aggctagatc ctgtaccaga gatgtttagg agctcagatt 480 

ttatcctaag agtcatagga gaggtactga agggagaagg tcatgatcag atttgcgcag 540 

taaaatgatc actctggcgc cggacgtggg ggctcactcc tgtaatccca gcactttggg 600 

tgggccaagc tggatggttc acctgaggtc aggagtccta gaccagggtg ttcaatgggc 660 

gaaaccctgg cttactaata tccaaaacta gcccggcgtg tgtggctgcc tgacacccat 720 

ttctccgttg gttatgcaaa caacccttga ccttgaaacc gacgttcact aattctattt 780 

tccgtacact cctcccgccc gcgttttaga acggatgtct tttgcatgaa cgacggacca 840 

ctgatcct 848 
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<210> 732 

<211> 454 

<212> DNA 

<213> Homo sapiens 



<400> 732 

cagaacagca actgctgagg ctgccttggg aagaggatga tcctaaacaa agctctgatg 60 

ctgggggccc tcgctctgac caccgtgatg agcccttgtg gaggtgaagg cattgtgggt 120 

gagtgcatga gtgagggatg ttctctggag ctgaaaaaca gtaaattgaa ggaaaagaga 180 

taaagcgatt tgcagagaaa ctgtagagat ttcctaaggg ccctttcagt attaagacaa 240 

ttaaaaatta tagctgttcc tccttcagga aaccagagcc ccaacctact ctttttgtta 300 

tctatgctgt tgtgttcact aaggacgcta ttctgtttat attatattca gtgacttaca 3 60 

gcctgaggtc tctatgtcgt tccatcatga ttgcctcaaa aattagtgag gtttccatca 420 

gtggataatt ttttattatt aaaaatttat gaag 454 



<210> 733 
<211> 897 
<212> DNA 
<213> Homo sapiens 



<400> 733 

gggttatttt ccggttgacc ccagaattcg ttagattttt ttaaaaaaca atttcaaaat 60 

agttgctgtt ttaaattagt tgcatccagt tcatatcaat gtctgcatgc tttctagtct 120 

ttgttattta ttgaaaacct ttggtaccta aacttaagtt tgattgtttc agtgtgtact 180 

tggtaaatat gtcagtggcc ttttaactaa acatcaaaat gtactttaac cagttagtct 240 

gtttttcagt tttctttcct tatgtccttt gttaaaatct tgatctggga gctatttatt 300 

gcgtgtttcc ctcaaggccc tctggtccat tctggaaaaa tgttgaaaca tgggctggat 36 0 

tggcatagaa cgctcctcca aaagcacccg tgtattcttt tcttttcttt tttgaaatgg 420 

aatcttgctc tgtcgccttg gatggagggc agtggtgcaa tctcggctca ctgcaacctc 480 

tgcctcctgg gatcaagaga tgctcctgcc tcagtctcct gagtagctgg aattacaggc 540 

acccaccagc atgcctggct aatttttgga tttttaacaa agacaggggt tcatcacgtt 600 

tgtcaggctg ggctcaaacc ctgacctttg tgacccaccc cgacttggcc ctccccaagg 660 

tgaagacaat tcccgggggg tgaagcccct tggtccccaa cccccgcggt ttttttttgc 720 

acatccccct ttccgccccg ctgggcgggg cccgccctca taagctcgtc gcgcgctcgc 780 

ctcttctctc gccttacccc cgccgttcca ccagacagac tctgtgatcg tgctcgtccg 84 0 

cccccgcaaa cacctccttg tcgcggaacc gtccccctgc gccgcttcat caccccg 897 



<210> 734 

<211> 834 

<212> DNA 

<213> Homo sapiens 



<400> 734 

gaaagctcat cttccaaaca actcacaggg aagatggcat gatcctgttt agacaaagaa 60 

taagaaggaa gaaagagctg catggcttga atatctgatg tgatactaag agcttgcaga 120 

gaggatatgg ggtttctttc actgactttg tatttgttga cttcactaaa caaaatgctc 180 

ttcaaactgc gaggtgctca accaacagaa gaggacattg ggggctggtt aaatgagcta 240 

aagactagtt taaaatacat tagactgaga taagaaaaaa aaaagcattt ctaggtgaag 300 

gcggaagttt ggaatgctgt gagccatttt aaggatatga ctagattctt caaatatcag 360 

aaggatacca tttccaagag ggatgagatc cattctttgt aattctagga ggacaactct 420 
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aggattcaat ggtggggtga atggggaaag agatttcaac tcacgttgac aaattggcgg 480 

cttcgtgctc caatgggcag aattgcctga gaggatacat tcagcagatg agtgaccaat 540 

gagtcgctgc ctaaaggcaa aaaatggaaa atcattgtcc tgtacatacc tcatcaactt 600 

cctgacagca tgcatatgtg gcaaaccaga aggattacaa tgcaggagaa gtctaaggcc 660 

tagcctaaac tttacctatt gtttccagcg cttccatttc tttttcttaa tctttcatta 720 

ttgaaagaga tatttcgtcg acggcgccgc gagattccaa aatttatgaa tcgtaggttc 780 

ctggaaaaac ccccgcaggt ttcactttaa ctgggcatgg ggggcaccat atta 834 



<210> 735 

<211> 724 

<212> DNA 

<213> Homo sapiens 



<400> 735 
ggcacgagaa acagtacatc ctgcctatga 
ttactactag gtttgaactg aggtatgatt 
gcttttgaaa atgatagctt ctgtaatatt 
ccaactactt tgtagttcgt caacttcaca 
tgcagacttt taccttttct gccagtgagg 
gctgggtgtg ggggagggag tcatctatta 
attgattatg tgttactata ctttattaca 
gtgaagatat atactaaata ggtcgggcac 
gagaggccga ggtggacaga ccacttgagc 
ggtgaaaccc tgtctctact gaaaatgcaa 
aacccagcta cgcaggaggt tgaggcatga 
gccgagatac cccactgcct tccacctggt 
aaaa 



attctactga 


ccttaatcta 


taattttttg 


60 


gaaagagatg 


ggagtcagtg 


agctactgct 


120 


tctttattca 


tttatttcaa 


tgtttaaaac 


180 


tggaattctt 


gagagcagga 


tcaaatgtca 


240 


acaatatgga 


aagcaaggta 


aacggcaatg 


300 


aaaaataacc 


tcttcatggg 


aagctatgga 


360 


aagtccatat 


aaatatgtat 


taattttcac 


420 


agtggcttac 


acctgtaatc 


ccagcactct 


480 


ccaggagttc 


cagatcagct 


tggacaacat 


540 


aaattagctg 


ggtgtgtggc 


aggcgccagt 


600 


gaatggcttc 


aacctgggag 


atagcattga 


660 


gacagagcaa 


gaccccatgt 


caccaaaaaa 


720 








724 



<210> 736 
<211> 355 
<212> DNA 
<213> Homo sapiens 



<400> 736 

ggcacgagct cacacaagat tacaatgaac caactcagct tcctgctgtt tctcatagcg 60 

accaccagag gatggagtac agatgaggct aatacttact tcttggaatg tacctgttct 120 

tggtctccat ctctgcccaa aagctgcccg gaaatcaaag accaatgtcc tagtgcattt 18 0 

gatggcctgt attttattcg tactgagaac gctgttatcc accatacctt ctgtgtcatg 240 

acctctgcgg gctgcttctg gatactaaag gtcaccgtgc ataactatga tctgacaacg 300 

gacaccccgt agaattatac ccagactctt ttaagggaaa aactgctcat tattg 355 



<210> 737 

<211> 228 

<212> DNA 

<213> Homo sapiens 



<400> 737 

accacctctc ctgccatatt cctgggtgct tcactgaatg caggatacat ccatctggat 60 

gacacactta tggtcatttc agccgcagtc ttatccagca tcctatgtgt attcctttct 120 

aaactggtac tcatgaatga tgaatgtctg aggctcacat tctggctgca ctgcaatgct 180 
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aaacactaca gatatagcat gctgggcttt cctaaactga catctgtt 228 



<210> 738 
<211> 708 
<212> DNA 
<213> Homo sapiens 



<400> 738 

ggcacgagag aagacttgag ggtcctattg atgaactttg aaatattgat tcagagaagt 60 

ctgcttttct attttgtttt agctttaaat ttccctgtgg caagtctaga ttttttttca 120 

gttaaaatta tttctgctgt atttgtagaa cagaagtttt gggattttgt aaaataatga 180 

ccagagacta agaattccca tgccaccccg tatcactgtg gaagatggag aagtgaggaa 240 

ctgtacctgc gggtgagccc tggtgccatg ttgagtgtgg gaatcaggag agctgcagtg 300 

gcttatataa acacctgacg aagtagtcta attggcttaa tcatttattt tatttattga 360 

aatatatatc tgggctgggc acggtggctc acatctgtaa tcccagcact ttgggagggc 420 

aaggcaggtg gatcacttga ggttaggagt tcaagaccag cctggccaat atggtgaaac 480 

tgcgtctcta ctaaaaatac aaaaattggc tgggcatgat ggcgtgcacc tgtaacccca 540 

gctactcggg aggctgaggc aaaaaaattg ctttgaacct tggaaggcgg agggtttcaa 600 

tgaaccccga gactgcaccc actggcctcc agcctggggc aaaaaagccg ggacttcctt 660 

cttcggacaa acaagcacgc gggcgggcac actccttccc agcccgcc 708 



<210> 739 

<211> 1798 

<212> DNA 

<213> Homo sapiens 



<400> 739 

caagaagtgt ccacagcagt aatggataaa gactagtttt aaatcctcaa agccctaaga 60 

ggggcccctt ggttgccctt tgtgaatgcc agccccctta agagagtggt gtttgattaa 120 

caaaaaaact gtggccccaa gtggaaccct tgaccttttc ctcagataat ctgtgtatgt 180 

acacagctaa cacagctctt tagattccct gttaagtgac tcattcacat tcctttcttg 240 

gatataaagt cattgctgtc tttttatttt tgaaatagta caagacaaag atttttaact 300 

taacatgaaa aattcactct tttattttgg aaaaaaagtt aacttttcat actaacaaac 360 

agaacaagat ttaaggtaaa tttcttaaac attatccaga aaaataacaa gatttatagt 420 

atctacttct ggtactaata tacacaaaag gccaaaacca tgcctattct gcaggtgtag 4 80 

cttcggtgct ctcctgttca ggggcaggct cactgcccgc ttcttttcct tctttgcttc 540 

ttttagattt tttgtgtttg tgtctcctgt gactatctcc ttcttcactt tcatggcgac 600 

gtctactatt acttcgagaa gacttatgtc tggtttcctc tttctccctg tgtcgtcttt 660 

ctctatgtcg ttcttctttt tctcgacttg ctctgtgacg ctcataacct ctttctgcat 720 

attccctgta tctgtatcgt tcttcatcgc tgttgaaaac acttggtgta ggactgtgat 780 

cacgctccct ctctctctct ctggtgcgtt ctctttctct gtcccgatca cggtctcgct 840 

ctctgtctct gtctctctct ctatctcggt ctttctctct tctggcataa tagtcccact 900 

gcttgctggt gtccacaaga ctaggccacg aaggagcaga accaggaaga tggggaaagg 960 

caacattgcc atatggaaat gcacgtgcag aacgactatc ataaccagag gaatgtccac 1020 

tttctattgt tggtataaga gatggaggtg gagcgcctgg tggaggagga aaacccggtg 1080 

gtggaatcag aggtggagca gtgctgacag tcggaggagg tggaagaaat ggaggaggtg 1140 

gaaggtgagt gggaggagct cctggaggga aaaacggagg tggtttgcta aaattgttgt 1200 

ctacttcagt agcagatctt tcagaaagga cctgtatgtt gctgttctca tttgcccgtc 1260 

gcctgccttt tactcggctg atagttatag tctgaccgat aacatcaatt gccccaggta 1320 

atctcctgct cggtggaagc ccagtcttga acaaagaagg aggagaagta acctcagctt 13 80 

ttgtagatgg aagggcagtt tctttctctg agtttccagt tcttccctgc tgtaccttaa 1440 

aaagattgaa tctgccatct tggatctctg cacctggtgt aacttccata gtacagtctt 1500 

cggccgtaat tttatttgta gtagaggtta ctggtataac ttcaagtccc attcgtatcc 1560 
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tcttttgttt ttcacagtaa gctttccagg tatcttcatt aaacccataa ttaaaataat 1620 

cagaaagatc agcaccaggt ttacgccatg gtttatcttc aaaagaatcc aaatctacct 1680 

ctaagagtgg aactccatta atgcttccag gtgcatcaag gtctactcct ttgacttttg 1740 

tccctgtagt tccataaact cttccccctg tcttgacgaa atcgtcgacc cgggaatt 1798 



<210> 740 
<211> 393 
<212> DMA 

<213> Homo sapiens 



<400> 740 

gcatcgatga aacagttgta gctgacatgc tcgtaaaggt tgtatatgtt atgggggcca 60 

ttctcaaaat ctttctccgt gaagggaacg tcatcaatca gcgcagcgga atggacattg 120 

aaaaatattc cgagcattat ctggcacagg gcgtgaggtg gtgacattga gacaagtggt 180 

cgaggcaagg gtgggaatag tgaccaagcc gtctctccca ggaacccaga ttatcgtcct 240 

ctctggaggc gtcatcatca cggggcagtg cgcaagaggg gagggagaac cggcacttct 300 

tcatatcagt tcttcttgaa atgccggtgg gtggaacact acatgatcac tctccaggcg 360 

ttgagaacga cgcccgctcg cgatctagaa eta 393 



<210> 741 
<211> 360 
<212> DNA 

<213> Homo sapiens 



<400> 741 

ctaccccttg cgtggctgga actgacgttt ccctggaggt gtccagaaag ctgatgtaac 60 

acagagecta taaaagctgt eggtccttaa ggctgcccag cgccttgcca aaatggagct 120 

tgtaagaagg ctcatgccat tgaccctctt aattctctcc tgtttggcgg agctgacaat 180 

ggeggagget gaaggcaatg caagctgcac agtcagtcta gggggtgcca atatggcaga 240 

gacccacaaa gccatgatcc tgcaactcaa tcccagtgag aactgcacct ggacaataga 300 

aagaccagaa aacaaaagca tcagaattat ettttgetat gtccaacttg gttccgaaag 360 



<210> 742 
<211> 908 
<212> DNA 

<213> Homo sapiens 



<400> 742 

gggaggcggg cagcggagcc aagctgaccc ggcgagcgga geeggggctg gagageggeg 60 

accactgcgg ateteggaag gaagaaatga tgtaaatcac tcatccaaac cttaaggtca 120 

aaggtgagaa ggaaggtcag gaagaacatg gcctggccaa atgtttttca aagagggtct 180 

ctgctgtccc agttcagcca tcatcatgtt gtagtgttcc tgctcacttt cttcagttat 240 

tcgttgctcc atgcttcacg aaaaacattt agcaatgtca aagtcagtat ctctgagcag 3 00 

tggaccccaa gtgcttttaa caegtcagtt gagctgcctc tggagatctg gagcagcaac 360 

catttgttcc ecagtgeaga gaaagegact cttttcctcg gcacactgga taccattttc 420 

ctcttctcct atgctgtggg cctattcatc agtggcatcg ttggggatcg gttgaatttg 480 

cgatgggttc tgtcttttgg catgtgctct tetgeattag tggtgtttgt ctttggtgcg 540 

ctcacagaat ggctgcgttt ttacaacaaa tggctgtact gctgcctgtg gattgtgaac 600 

ggcctgctgc agtccactgg ttggccctgt gtggttgctg ttatgggcaa ctggtttggg 660 

aaagceggae gaggagttgt ttttggtctc tggagtgcct gtgcttcggt gggcaacatt 72 0 
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ttgggagcgt gcctagcttc ttctgttctt cagtatggtt atgagtatgc ctttctggtg 780 

acggcgtctg tgcagtttgc tggtgggatc gttatcttct ttggactcct ggtgt caeca 840 

gaagaaattg gtctctcggg tattgaggca gaagaaaact ttgaagaaga ctcacacagg 900 

ccattaat 908 



<210> 743 
<211> 434 
<212> DNA 
<213> Homo sapiens 



<400> 743 

ctgccatgga tacctggctc gtatgctggg caatttttag tctcttgaaa gcaggactca 60 

cagaacctga agtcacccag actcccagcc atcaggtcac acagatggga caggaagtga 120 

tettgegctg tgtccccatc tctaatcact tatacttcta ttggtacaga caaatcttgg 180 

ggcagaaagt cgagtttctg gtttcctttt ataataatga aatctcagag aagtctgaaa 240 

tattcgatga tcaattctca gttgaaaggc ctgatggatc aaatttcact ctgaagatcc 300 

ggtccacaaa gctggaggac teagecatgt acttctgtgc cagcagtgaa agggggtctg 360 

gggccaacgt cctgactttc ggggceggea gcaggctgac cgtgctggag gacctgaaaa 420 

acgtgttccc accc 434 



<210> 744 

<211> 786 

<212> DNA 

<213> Homo sapiens 



<400> 744 

gcctggtgta atgcgaggtt geeggaaaca gcaaagatag atttcagagc acagcagcag 60 

gggtccctgg tcagccccgc tccctagagc aggagatctt gagtgggaga acattcttgt 120 

tgtagecaca gctgaggccc tggaccagct ctctccacac cgcatgctcc gagttgggac 180 

tctaaggagt ctaggaattt tcattcaaac ttggccttac aggtcactca tcagaaaaat 240 

acttttttca aggtcaacca atagaacata ctttattcaa cagtttgtta gtttgctttt 300 

taaatattta gccacatggt atgtaggctt ccatgtacac tcttgccctg gcccctgaaa 360 

cataagcagg gggctcttct gtacatttgc ccagcttccc tgccagcctt taaccccagg 420 

aacctctcag tctacctcct cttttctgcc tctgaatccc tacctttaaa gtcagaacag 480 

gccaggcccg gtggctcacg cctgtaatcc cagcactttg ggaggctgag gtgggtggat 540 

cacttgacat cagtagttca agaccagcct ggccaacatg gtgaaacccc atccttac.ta 600 

aaaatacaaa aattagccag gtgtggtggc gggcacctgt aatcccagct actcaggagg 660 

ctgaggcagg agaatcactt gaacccagga ggcagagttt gcagtcagcc aagatcaege 720 

cactgtactc cagectggat gaeacagega gactccgtct caaaataaat acaaaaaaaa 78 0 

aaaagg 786 



<210> 745 

<211> 379 

<212> DNA 

<213> Homo sapiens 



<400> 745 

gcaagatggt gttgeagace cacgccttca tttctctget gctctggatc tctggtgcct 60 

geggggacat cgtgatgacc cactctccag actccctggc tgtgtctctg ggegagaegg 120 

ccaccatcga ctgcaggtcc agecagagtg tcctctacca cgccaacaat aaaaactact 180 
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taacttggta ccagcagaga ccacgacagt ctcctaaagt gctcattttc tgggcatcta 240 

cccgggaaac cggtgtgcct gaccgattca ctggcagcgg gtctgggaca gattattcgc 300 

tcaccataag cagcctgcag gctgaagatg tggccactta ttactgtcaa caatattatg 360 

attctccgat caccttccg 379 



<210> 746 
<211> 440 
<212> DNA 
<213> Homo sapiens 



<400> 746 

cccgtagacg tcttacctgc ctacgccaag cttggcacga ggggtctctg cagtgagtgg 60 

ggagcctaca taaaagagag taaagagggg caaaaaccca gatcagaatg caggcgacgt 120 

ccaaccttct caacctcctg ctgctgtctt tgtttgccgg attaaatcct tccaagactc 180 

acattaatcc taaagaaggg tggcaggtgt acagctcagc tcaggatcct gatgggcggg 240 

gcatttgcac agttgttgct ccagaacaaa acctgtgttc ccgggatgcc aaaagcaggc 300 

aacttcgcca actactggaa aaggttcaga acatgtccca gtctattgaa gtcttaaact 360 

tgagaactca gagagatttc caatatgttt taaaaatgga aacccaaatg aaagggctga 420 

aggcaaaatt tcggcagatt 440 



<210> 747 
<211> 942 
<212> DNA 
<213> Homo sapiens 



<400> 
tttttttttt 
atacttctat 
tggaaagaaa 
tacataccaa 
aattttcctg 
ggttgtaatt 
aaagcatact 
ttatattctg 
gccaggcatg 
caggagctca 
aaaaattagc 
gaaggtcaag 
caagaactca 
tgattgtaga 
aaatagagga 
aagtagctcc 



747 

ttgttctaag 
atgaaatatg 
aataaccata 
atattaataa 
ataaattttc 
agtttgatat 
tttgatgcag 
gcatatgaag 
gtggctcaca 
agacgagcct 
caggtgtaat 
gctgcagtga 
tctctaaaaa 
aaattattat 
aaaaaatact 
aagttcagag 



ccatagaaga 
taggctacaa 
tatacaaaat 
taatggctat 
ctgtcctcca 
aattctcttc 
cttctgcaat 
actatttgta 
cctgtaattc 
gggcaacata 
agcacatgcc 
gccatgatca 
aaaattttta 
atggagaact 
atctatcatt 
ctggagaatt 



atatttattg 
aacagtatat 
catgcataag 
ctctggatag 
aacagcatcc 
agaaaggctc 
tcccatctaa 
attaacacac 
caaaaccttg 
gaaagaccct 
tgtctgtaat 
tgccactgca 
aataaagcaa 
gaaaaatctc 
agttcaagtt 
ttgcatctct 



acatggaaaa 
acagtttaat 
aaaaaaataa 
tggaatcaga 
gcttcatact 
tgtttcacta 
aaagtagata 
tataaaatat 
gcaggaagat 
atctttacaa 
cccagctact 
ctccagccta 
aatatgccac 
ctaatcaaga 
tccattaaga 
cc 



tgttaacaat 
accattttta 
tataaggatg 
gggattatgt 
attatttctt 
tatatacctc 
acacttgctc 
gtcaaagcag 
cgattgaggc 
aaaaaacttt 
tggcaggctg 
ggtgacagag 
agcatagatc 
caaaaatttt 
gtagagtgtg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
942 



<210> 748 

<211> 1050 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (1050) 
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<223> n = a, t, c or g 



<400> 748 
tgcaagaatt ggcaggcaaa tggggatgtg 
tcgattacgg acatgcaaga .tggaaaattg 
aggacaccag attgtataca ctgtgatcaa 
actgggaaga aatacacaag aagtggttgc 
ctcatccgtc tttttcaaac cttttgtaat 
tgttaattta aaagcaagtt atttacagtt 
tctgtttatt gctcttactt tttcccaacg 
aataaatgtg ggtgtggaat gagtgcccac 
gaacatattt gcacagggtt tccctcagct 
aggtgtgtgt catgggatat atttacaggg 
tcccagcaag gtgtaggggc ccttctggcc 
tacaaaccac agagaatgaa caaactccaa 
gggactttca aacttgataa tagaccaagc 
ttgggaagcc aaggtgggag gatcgcttgc 
gtagcaagac ccagtctcta caaaaaaatt 
ctcaactctg tcgtctaggc tggagtgcag 
tttgtgggtg ttgtgtttaa gtttttgttt 
ttctttttat cgttggtgga gatttaaccg 



tgtgaacggt gtgactatga acatgggtga 60 

gttgtggcat ccagataagg gaaaacaagt 120 

aaccatgtga aaaacacatg catgaagagg 180 

attagggtga gaaggagtat tcatgttttt 240 

gggtggtttt attaatttta taatggaaaa 300 

tagtaagctc atggcaggga aaggctgggc 360 

cctactccca tgcctggcaa ttatagagat 420 

tgggaaacct ctcagaggac tttgacccag 480 

ggagaaggtt tctctgggag •agcaccagcc 540 

tggtgagctc tcctggtcca acctaaaagg 600 

atttgacatc accagggcag ttagtgctga 660 

ctcaaacggg aatggatttt atgtcattct 720 

atggtggctc acacatgtaa tcctagcact 780 

ggccaggaga ttgagaccag cctgggaaag 840 

ttttgttctg ttttgttttt gagacagagt 900 

tggtttgatc ttgggtnatt agtttctttt 960 

tgggttaaat taatctggtc ttgggaatcc 1020 

1050 



<210> 749 

<211> 390 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> misc_f eature 

<222> (1) . . . (390) 

<223> n = a,t,c or g 



<400> 749 

tcgcggaggt gcctcaacca tggcatggat ccctctcttt ctcggcgtcc ttgcttactg 60 

cacagaatcc gtggcctcat atgaactgtt tcagccacct tcagtgtccg tgtccccagg 120 

acagacagcc actttcacct gctctggaga tgacttgggg aacaagtata tttgttggta 180 

tctgcagaag ccaggccagc cccccgtggt actcatgtat caagataaca agcggccctc 240 

agggatccct gagcgattct ctggctccaa ttctgggagc acagccaccc tgaccatcag 300 

cgggacccag gctacggatg aggctctata tttctgtcag gcgtgggaca cgaatggagc 360 

tgtgttcgga ggaggcaccc agttgaccgn '390 



<210> 750 

<211> 441 

<212> DNA 

<213> Homo sapiens 



<400> 750 

gattcaggtg gtttaggtga tcaaattgtt ttagaagagc ttggtggtcc atgcctatat 60 

cttgaaggga atccaactta gctttaatta acattcttaa ccttcttacc tctctggatc 120 

tcagttgtct catctgtaaa aaggagataa aaattattta cctgcctgaa catgaggtgg 180 

aggaccatcc tgctacagta ttgctttctc ttgattacat gtttacttac tgctcttgaa 240 

gctgtgccta ttgacataga caagacaaaa gtacaaaata ttcaccctgt ggaaagtgcg 300 
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aagatagaac caccagatac tggactttat tatgatgaaa tcgttttaga agagcttggt 360 
ggtccatgcc tatatcttga agggaatcca acttagcttt aattaacatt cttaaccttc 420 
cgcacgcgtg ggtcgacccg g 441 



<210> 751 

<211> 449 

<212> DNA 

<213> Homo sapiens 



<400> 
gtggggaatt 
aaccagggcc 
tgtgggcact 
aactggcacc 
atgggttgca 
ccagagccct 
tcagctttgc 
tgtccactcc 



751 

ccccagcaat 
attcaccagg 
ggtgcgagca 
ccaagcagaa 
cctgaccagt 
ccggagacta 
tactgtcaca 
tcggtcccac 



cagactcaac 
agcatgcggc 

caggggacag 

cgagctctgg 
cgtcccagaa 
cagccaggga 
gactccactt 
cacctgtac 



agacggagca 
tccctgatgt 
ggtctgtgtg 
tgctggagct 
taactcatcc 
gtgtggctcc 
cagcctacag 



actgccatcc 
ccagctctgg 
tccctcctgt 
agccaagcag 
tccaccccag 
agggaatggg 
ctccctgctc 



gaggctcctg 
ctggtgctgc 

gggggctcca 

caaatcctgg 
gcagcgctga 
gaggaggtca 
acttttcacc 



60 
120 
180 
240 
300 
360 
420 
449 



<210> 752 
<211> 524 
<212> DNA 
<213> Homo sapiens 



<400> 752 

tttcgtggcg aggcggcggt ggtggctgag tccgtggtgg cagaggcgaa ggcgacagct 60 

ctaggggttg gcaccggccc cgagaggagg atgcgggt cc ggatagggct gacgctgctg 12 0 

ctgtgtgcgg tgctgctgag cttggcctcg gcgtcctcgg atgaagaagg cagccaggat 180 

gaatccttag attccaagac tactttgaca tcagatgagt cagtaaagga ccatactact 240 

gcaggcagag tagttgctgg tcaaatattt cttgattcag aagaatctga attagaatcc 300 

tctattcaag aagaggaaga cagcctcaag agccaagagg gggaaagtgt cacagaagat 360 

atcagctttc tagagtctcc aaatccagaa aacaaggact atgaagagcc aaagaaagta 420 

cggaaaccag gtagtctgga cattttcctt gctttttgat ttatttaggg gacaactgaa 480 

aattttaagc taatgaataa agaggctgaa gaagaaaaaa aaaa 524 



<210> 753 
<211> 474 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (474) 
<223> n = a,t,c or g 



<400> 753 

nttganncac tgagacatta gtccangcgg nggaattcga tggcgctggc ggctttgatg 60 

atcgccctcg gcagcctcgg cctccacacc tggcaggccc aggctgttcc caccatcctg 120 

cccctgggcc tggctccaga cacctttgac gatacctatg tgggttgtgc agaggagatg 180 

gaggagaagg cagcccccct gctaaaggag gaaatggccc accatgccct gctgcgggaa 240 
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tcctgggagg cagcccagga gacctgggag gacaagcgtc gagggcttac cttgccccct 300 

ggcttcaaag cccagaatgg aatagccatt atggtctaca ccaactcatc gaacaccttg 360 

tactgggagt tgaatcangc cgtgcggacg ggcggaggct cccgggagct ctacatgagg 420 

cactttccct tcaaggccct gcatttctac ctgatccggg ccctgcagct gctg 474 



<210> 754 

<211> 1222 

<212> DNA 

<213> Homo sapiens 



<400> 754 

cagatcctca tctccctggg tagtgaggct catcacagac aagcaaccaa ctgctgggct 60 

gccggtgccc cccatgttgg aacctgagtt ggagattatc tcctaagcag atacctgctt 120 

ccaaactggg gatgtagggc ttggaaacta aaaaatgcca ggtctgaggg agaggaaaga 180 

acaagtccag caatacacag agctctgtgt attcagaggg aagttggcag ggttgtgttc 240 

gggcagagaa actccgagtg gtacaaaggg gacgtgccca gagtggagaa atcatgctaa 300 

ttgtctgcac tagagctgga gaacgccacc caaaatgaag agagaaaggg gagccctgtc 360 

cagagcctcc agggccctgc gccttgctcc ttttgtctac cttcttctga tccagacaga 420 

ccccctggag ggggtgaaca tcaccagccc cgtgcgcctg atccatggca ccgtggggaa 480 

gtcggctctg ctttctgtgc agtacagcag taccagcagc gacaggcctg tagtgaagtg 540 

gcagctgaag cgggacaagc cagtgaccgt ggtgcagtcc attggcacag aggtcatcgg 600 

caccctgcgg cctgactatc gggaccgtat ccgactcttt gaaaatggct ccctgcttct 660 

cagcgacctg cagctggccg atgagggcac ctatgaggtc gagatctcca tcaccgacga 720 

caccttcact ggggagaaga ccatcaacct tactgtagat gtgcccattt cgaggccaca 780 

ggtgttgggg gcttcaacca ctgtgctgga gctcagcgag gccttcacct tgaactgctc 840 

acatgagaat ggcaccaagc ccagctacac ctggctgaag gatggcaagc ccctcctcaa 900 

tgactcgaga atgctcctgt cccccgacca aaaggtgctc accatcaccc gcgtgctcat 960 

ggaggatgac gacctgtaca gctgcgtggt ggaaaacccc atcaaccagg gccggaccct 1020 

gccttgtaag atcaccgaat acagaaaaag ctccctttca tcaatttggc tccaggaggc 1080 

attttcctcc ttgggacctt ggtgaagacc tggccaacaa gggaaaaccc cgtctttatt 1140 

aaaaatacaa aaaatgcccc cgctttgggt gtaagggcct gttttcccgc gcccttcggg 1200 

aggttttgaa cagtaaatct cc 1222 



<210> 755 

<211> 667 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (667) 
<223> n = a,t,c or g 



<400> 755 

tttcgtgcac ggtgtgcacg ctggactgga ccccccatgc aaccccgcgc cctgcgcctt 60 

aaccaggact gctccgcgcg cccctgagcc tcgggctccg gcccggacct gcagcctccc 12 0 

aggtggctgg gaagaactct ccaacaataa atacatttga taagaaagat ggctttaaaa 180 

gtgctactag aacaagagaa aacgtttttc actcttttag tattactagg ctatttgtca 240 

tgtaaagtga cttgtgaatc aggagactgt agacagcaag aattcaggga tcggtctgga 3 00 

aactgtgttc cctgcaacca gtgtgggcca ggcatggagt tgtctaagga atgtggcttc 3 60 

ggctatgggg aggatgcaca gtgtgtgacg tgccggctgc acaggttcaa ggaggactgg 420 

ggcttccaga aatgcaagcc ctgtctggac tgcgcagtgg tgaaccgctt tcagaaggca 480 

aattgttcag ccaccagtga tgccatctgc ggggactgct tgccaggatt ttataggaag 54 0 
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acgaaacttg tcggctttca agacatggag tggtggtngg cccttgttgg gagaaccccc 600 
ttccttccct ccctttacgg aaacccggca cttggttgcc agccaagggt ccaaaccttc 660 
ggggaaa 667 



<210> 756 

<211> 411 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (411) 
<223> n as a,t,c or g 



<400> 756 

atcctcctca gnggattttt ccttccttag taaagctgng tccatctgac actcagcctg 60 

acccttcttc ctcctcttgg aaggcgcaag tactctcccc gacctcgtta aaactcaccg 120 

aaatccctga agaaacttaa atgtcctgct cctgtccgcc ctgcttcttc accctcttcc 180 

tccactctat ttgccaagac atctcctggt ttcatcccca aactcccacc ttagattctc 240 

tcttaaactg gatagatgat ctcatctttt acggcactct gtataacttc ttcccagaag 300 

agacgcctct gtttaccttc ctactcactc tatatctatc cctcctgctc ctttggctac 360 

ctggcatggc cgcactccca cttgcagtaa tgcctaatta cctctacaaa a 411 



<210> 757 

<211> 388 

<212> DNA 

<213> Homo sapiens 



<400> 757 

tttcagccaa acttcgggcg gctgaggcgg cggccgagga gcggcggact ccgggcgcgg 60 

ggagtcgagg catttgcgcc tgggcttcgg agcgtagcgc cagggcctga gcctttgaag 120 

caggaggagg ggaggagaga gtggggctct tctatcggaa ccccctcccc atgtggatcc 180 

gccccaagcg gaggtcgcgg aggaggttat cgaaaatatg cccgccctgc gccccgcttt 240 

gctgtgggcg ctgctgagcc tatggctgtg ctgcgcgacc cccgcgcctg cattgcaatg 3 00 

tcctgaaggc tatgaaccct ccccactaga ccgaaagtgc gctccctacc ccaatgtcag 360 

acgatcctgc ccatgcccag aaggtttt 388 



<210> 758 
<211> 843 
<212> DNA 
<213> Homo sapiens 



<400> 758 

agcctgacca gttgttccca ggatccattg ttctccctcc ataaacaata aacagcactc 60 

aggggaggga gggcccaaca ccggggtggg tgggcgccca gctgccgtcc tctgtgccac 12 0 

atcagtaaac agcaacacaa caatcaactg ggcctttttg atgaagacaa aaccatagag 180 

gaaaaccatt agaagaggta ataaaggccc ttcttataca gttaatagag agcctcctgg 240 

atggaacaag accagctgtt gctactgaaa atttacttct gttttcaagt tcaaatagag 3 00 

actaaaacat tatcttcacg ggaattgatt ttacgtcttc caaacacata tgccacctta 3 60 

attgtgattt gtgtgatagt tcagctgctg aaagctttcg tttatctcta cctggttaaa 420 
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caactttaaa 
agagcacact 
ctcatttttc 
tggcatggct 
gggcccggag 
aaaactaaca 
cagaagcaga 
tgc 



taataacaag 
gttgaagaag 
acattctcaa 
tacacttgta 
ttcaagacca 
ccccgggttc 
agctgggtga 



tcaatatatc 
aaggtactta 
tggggagata 
attccagcta 
gtctaggcaa 
ctgactactc 
gctagactgg 



tgtttattga 
accctttgtt 
taattgttta 
tttgggaggc 
catagtgaga 
aaaagggtga 
gcacgcactc 



ccagggttct 
tccctagccc 
aaaaatggaa 
taaggcagga 
ccccatctct 
ggcagaggat 
ctcatggtgc 



tctcatcccc 
tgccacatat 
tgaagccggg 
ggattgctcg 
acaaaaaata 
cacttgagcc 
agaagaaacc 



480 
540 
600 
660 
720 
780 
840 
843 



<210> 759 
<211> 647 
<212> DNA 
<213> Homo sapiens 



<400> 759 

gaattcccgg gtcgacgatt tcgtgcggag ggcgaggagg agcagaggag cacacagatg 60 

aagcaggtgt ccacgcgtcc ggccgtccat ccgtccgtcc ctcctggggc cggcgctgac 120 

catgcccagc ggctgccgct gcctgcatct cgtgtgcctg ttgtgcattc tgggggctcc 180 

cggtcagcct gtccgagccg atgactgcag ctcccactgt gacctggccc acggctgctg 240 

tgcacctgac ggctcctgca ggtgtgaccc gggctgggag gggctgcact gtgagcgctg 3 00 

tgtgaggatg cctggctgcc agcacggtac ctgccaccag ccatggcagt gcatctgcca 360 

cagtggctgg gcaggcaagt tctgtgacaa agatgaacat atctgtacca cgcagtcccc 420 

ctgccagaat ggaggccagt gcatgtatga cgggggcggt gagtaccatt gtgtgtgctt 480 

accaggcttc catgggcgtg actgcgagcg caaggctgga ccctgtgaac aggcaggctc 540 

cccatgccgc aatggcgggc agtgccagga cgaccagggc tttgcfcctca acttcacgtg 600 

ccgctgcttg gtgggctttg tgggtgcccg ctgtgacgtg taaggtg 647 



<210> 760 

<211> 796 

<212> DNA 

<213> Homo sapiens 



<400> 760 

atccctgtgg tgtaattccc cagctactcg ggagactgag gcagaagaat tgtttgaacc 60 

cgggaagcgg agattgcagt gagctgaggt cgcaccattg cactccagcc tgggtgacag 120 

ggagagggac tctgtctcaa aaaaaaactg aggtcaggga gggtgagatg acggtgagag 180 

ctcggacttg aacgcaggtc ccacccagaa cagcagccct aactctgagc aaggtctgtg 240 

ctgttcagta gctctattga gatgtgattt ccacactgtg taattcattc acttacggtg 3 00 

tacagtccag tgggtcttag catgctcggt gttgacagtc acatcgtctt cacccccaaa 360 

aggaaacccc gtgcccatga gcagtcgctt tgtctgcccc tcgtccccag ccccaggcaa 420 

ccacaaatcc atgctctgtc tctgtagatt tgcctgttcc agacgtttca cagcaatggg 480 

ccttttctgc ctggcttctt taacgttgca tcacatcttc aaggtccatc ccagctgcag 540 

cgtgtcagtg cctcctggct tttcactgct gagtagtgcc cgttgcatgg acagaccacg 600 

ttgtgctcac ctgtttgccc taatgggccc ctgcttgggg ctttccacct ttgggaggct 660 

gtgaattgtg ctccagccac acttttgacc cccgcccggt ttccagaaga tgaccaggat 720 

tggtcacttt cttcacccac ccaaggactt ttggtgggcc tgccgcaatc cgccccatcc 780 

ttggtggctt gaggcc 796 



<210> 761 
<211> 721 
<212> DNA 



474 



WO 01/54477 



PCT/US01/02687 



<213> Homo sapiens 



<400> 761 
gattacgcct agcttggcac gagggatcac 
atctcccagc aggctgtgct ctgacagctc 
cagagtcagg ctgctgctca gcacccagga 
ccaagagctg gagccagacc aggaacctga 
gcaaaagcaa cagcagctac agaagttgga 
tccttcttct cgttcctgta tatggtagct 
gtgtgtagaa caaatgtgca gcttcctggc 
ggcattggca aggagacggc cagagagctc 
tgcagagatg tactgaaggg ggagtctgct 
tcccaggtgc tggtgcggaa attggaccta 
9 a gggctttc tggcagagga aaagcagctc 
atgtgtccat attccaagac agctgatggc 

g 



ttgactccat 


cccctcccca 


ccaggactac 


60 


ttggatttaa 


ataggattct 


gggctctgct 


120 


cggagaggag 


cagagaagca 


gcagaagcag 


180 


gccagagctg 


gggttgaagc 


tggagcagca 


240 


acgatgctgg 


tcaccttggg 


actgctcacc 


300 


ccatccatca 


ggaagttctt 


tgctggtgga 


360 


aaggtagtgg 


tgatcactgg 


cgccaacacg 


420 


gctagccgag 


gagcccgagt 


ctatattgcc 


480 


gccagtgaaa 


tccgagtgga 


tacaaagaac 


540 


tccgacacca 


aatctatccg 


agcctttgct 


600 


catattctga 


tcaacaatgc 


gggagtaatg 


660 


tttgaaaccc 


acctgggagt 


caaccacctg 


720 








721 



<210> 762 
<211> 716 
<212> DNA 
<213> Homo sapiens 



<400> 762 

ttttttttct aatcagaata catttctttc ttaatctttg ggagtacata ccaccatact 60 

gggggcaatg gcggggagag cctttgtgga ccagggaagc tgggggggga gttccatgct 12 0 

agctctataa gccaggctct ggggcagcat ccaagacgct ctgtattaga tactgaccag 18 0 

tctcatgtgc cactggtgag gaggaagaca acgtgctttt cccaaagggc gatgatctcc 240 

ccagatgatg acccttctca ggaggcagga gcgctttccc ggaataacct tttggctcct 300 

tattcagctg ctgcagcaga tactcattag ttaccaccag ggatctctga ctttcatgga 360 

gaatggcaac tgtcttctcc agctttttca gctgggcaag ctcctggttc aggcaagcca 420 

cctgcatggt cagctgttgg tttttgtgca gaagatcatc ataagtatgt gactgttgcc 480 

cactcacaat tgagatggca gcaccttcct ccaactgttg aattttttct gacaaaatga 540 

ggttttcctc cagcactctg accagttttt gcttcaaact ttccgagaaa cttcttgttg 600 

aggaggaggg ggccggagcc attccagtgc ttatccacaa gctccaggag ctgtctgagg 660 

acagtggcca catggggggg tctggcagag atggggggac tgtggtttcc agccaa 716 



<210> 763 

<211> 642 

<212> DNA 

<213> Homo sapiens 



<400> 763 

tttcgtcgga agcgagaccg tccatccaga ggaaggcaag tttttggctc gggcggctga 60 

gaagaccgcg cggggctgga gacaggtagc agtacggggg cggggcttca tgccggatgt 120 

gatagtctgc agtcgtttcg gttggcagcc tggcgggtgg gagatgcggc ggccacctgc 180 

tgcaaagaac cgaagggaag gttagaagta cgaaggcagt ttggagctgg ggctaagcag 240 

ctgtcgcacg gtcagatcat gggctccacc aagcactggg gcgaatggct cctgaacttg 3 00 

aaggtggctc cagccggcgt ctttggtgtg gcctttctag ccagagtcgc cctggttttc 360 

tatggcgtct tccaggaccg gaccctgcac gtgaggtata cggacatcga ctaccaggtc 420 

ttcaccgacg ccgcgcgctt cgtcacggag gggcgctcgc cttacctgag agccacgtac 480 

cgttacaccc cgctgctggg ttggctcctc actcccaaca tctacctcag cgagctcttt 540 

ggaaagtttc tcttcatcag ctgcgacctc ctcaccgctt tcctcttata ccgcctgctg 600 
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ctgctgaagg 



ggctggggcg ccgccaggct 



tgtggctact 



gt 



642 



<210> 764 

<211> 2280 

<212> DNA 

<213> Homo sapiens 



<400> 764 

aggggattcg gcagctcctt ttcagctcgc tcggagcacc cacgcctcgc tgccccgctt 60 

gctgccctca acctgggcat gcgcccccca cccttccggc cccccagaac ccgcgccatc 120 

ccccggagcc tccccagagc tggccgcgca ggatgggcgc cctcaggccc acgctgctgc 180 

cgccttcgct gccgctgctg ctgctgctaa tgctaggaat gggatgctgg gcccgggagg 24 0 

tgctggtccc cgaggggccc ttgtaccgcg tggctggcac agctgtctcc atctcctgca 300 

atgtgaccgg ctatgagggc cctgcccagc agaacttcga gtggttcctg tataggcccg 360 

aggccccaga tactgcactg ggcattgtca gtaccaagga tacccagttc tcctatgctg 420 

tcttcaagtc ccgagtggtg gcgggtgagg tgcaggtgca gcgcctacaa ggtgatgccg 480 

tggtgctcaa gattgcccgc ctgcaggccc aggatgccgg catttatgag tgccacaccc 540 

cctccactga tacccgctac ctgggcagct acagcggcaa ggtggagctg agagttcttc 600 

cagatgtcct ccaggtgtct gctgcccccc cagggccccg aggccgccag gccccaacct 660 

cacccccacg catgacggtg catgaggggc aggagctggc actgggctgc ctggcgagga 72 0 

caagcacaca gaagcacaca cacctggcag tgtcctttgg gcgatctgtg cccgaggcac 780 

cagttgggcg gtcaactctg caggaagtgg tgggaatccg gtcagacttg gccgtggagg 840 

ctggagctcc ctatgctgag cgattggctg caggggagct tcgtctgggc aaggaaggga 900 

ccgatcggta ccgcatggta gtagggggtg cccaggcagg ggacgcaggc acctaccact 960 

gcactgccgc tgagtggatt caggatcctg atggcagctg ggcccagatt gcagagaaaa 1020 

gggccgtcct ggcccacgtg gatgtgcaga cgctgtccag ccagctggca gtgacagtgg 1080 

ggcctggtga acgtcggatc ggcccagggg agcccttgga actgctgtgc aatgtgtcag 1140 

gggcacttcc cccagcaggc cgtcatgctg catactctgt aggttgggag atggcacctg 1200 

cgggggcacc tgggcccggc cgcctggtag cccagctgga cacagagggt gtgggcagcc 1260 

tgggccctgg ctatgagggc cgacacattg ccatggagaa ggtggcatcc agaacatacc 1320 

ggctacggct agaggctgcc aggcctggtg atgcgggcac ctaccgctgc ctcgccaaag 13 80 

cctatgttcg agggtctggg acccggcttc gtgaagcagc cagtgcccgt tcccggcctc 1440 

tccctgtaca tgtgcgggag gaaggtgtgg tgctggaggc tgtggcatgg ctagcaggag 1500 

gcacagtgta ccgcggggag actgcctccc tgctgtgcaa catctctgtg cggggtggcc 1560 

ccccaggact gcggctggcc gccagctggt gggtggagcg accagaggat ggagagctca 1620 

gctctgtccc tgcccagctg gtgggtggcg taggccagga tggtgtggca gagctgggag 1680 

tccggcctgg aggaggccct gtcagcgtag agctggtggg gccccgaagc catcggctga 1740 

gactacacag cttggggccc gaggatgaag gcgtgtacca ctgtgccccc agcgcctggg 1800 

tgcagcatgc cgactacagc tggtaccagg cgggcagtgc ccgctcaggg cctgttacag 1860 

tctaccccta catgcatgcc ctggacaccc tatttgtgcc tctgctggtg ggtacagggg 1920 

tggccctagt cactggtgcc actgtccttg gtaccatcac ttgctgcttc atgaagaggc 1980 

ttcgaaaacg gtgatccctt actccccagg tcttgcaggt gtcgactgtc ttccggccca 2040 

gctccaagcc ctcctctggt tgcctggaca ccctctccct ctgtccactc ttcctttaat 2100 

ttatttgacc tcccactacc cagaatggga gacgtgcctc cccttcccca ctccttccct 2160 

cccaagcccc tccctctggc cttctgttct tgatctctta gggatcctat agggaggcca 2220 

tttcctgtcc tggaattagt ttttctaaaa tgtgaataaa cttgttttat aaaaaaaaaa 2280 



<210> 765 

<211> 555 

<212> DNA 

<213> Homo sapiens 



<400> 



765 
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tttcgtccgg gaccagcgcc tccccgcttc gcgctgccct cggcctcgcc ccgggcccgg 60 

gtggatgagc cgcgcgcccg ggggacatgg aagcgctgac gctgtggctt ctcccctgga 12 0 

tatgccagtg cgtgtcggtg cgggccgact ccatcatcca catcggtgcc atcttcgagg 180 

agaacgcggc caaggacgac agggtgttcc agttggcggt atccgacctg agcctcaacg 240 

atgacatcct gcagagcgag aagatcacct actccatcaa ggtcatcgag gccaacaacc 300 

cattccaggc tgtgcaggaa gcctgtgacc tcatgaccca ggggattttg gccttggtca 360 

cgtccactgg ctgtgcatct gccaatgccc tgcagtccct cacggatgcc atgcacatcc 420 

cacacctctt tgtccagcgc aacccgggag ggtcgccacg caccgcatgc cacctgaacc 480 

ccagccccga tggtgaggcc tacacactgg cttcgagacc acccgtccgc ctcaatgatg 540 

tcatgctcag gctgg 555 



<210> 766 

<211> 2744 

<212> DNA 

<213> Homo sapiens 



<400> 766 

gcggcgccgt cggctgggcc cggattcccc tgcggcttcg atccctttcc actgggatgc 60 

agaaagcctc agtgttgctc ttcctggcct gggtctgctt cctcttctac gctggcattg 120 

ccctcttcac cagtggcttc ctgctcaccc gtttggagct caccaaccat agcagctgcc 180 

aagagccccc aggccctggg tccctgccat gggggagcca agggaaacct ggggcctgct 240 

ggatggcttc ccgattttcg cgggttgtgt tggtgctgat agatgctctg cgatttgact 300 

tcgcccagcc ccagcattca cacgtgccta gagagcctcc tgtctcccta cccttcctgg 360 

gcaaactaag ctccttgcag aggatcctgg agattcagcc ccaccatgcc cggctctacc 420 

gatctcaggt tgaccctcct accaccacca tgcagcgcct caaggccctc accactggct 4 80 

cactgcctac ctttattgat gctggtagta acttcgccag ccacgccata gtggaagaca 540 

atctcattaa gcagctcacc agtgcaggaa ggcgtgtagt cttcatggga gatgatacct 600 

ggaaagacct tttccctggt gctttctcca aagctttctt cttcccatcc ttcaatgtca 660 

gagacctaga cacagtggac aatggcatcc tggaacacct ctaccccacc atggacagtg 720 

gtgaatggga cgtgctgatt gctcacttcc tgggtgtgga ccactgtggc cacaagcatg 780 

gccct caeca ccctgaaatg gecaagaaac ttagecagat ggaccaggtg atccagggac 840 

ttgtggagcg tctggagaat gacacactgc tggtagtggc tggggaccat gggatgacca 900 

caaatggaga ccatggaggg gacagtgagc tggaggtctc agctgctctc tttctgtata 960 

gccccacagc agtcttcccc agcaccccac cagaggagee agaggtgatt cctcaagtta 1020 

gccttgtgcc cacgctggcc ctgctgctgg gcctgcccat cccatttggg aatatcgggg 1080 

aagtgatggc tgagctattc tcagggggtg aggactccca gccccactcc tetgetttag 1140 

cccaagcctc agctctccat ctcaatgctc agcaggtgtc ccgatttttt catacctact 12 00 

cagctgctac tcaggacctt caagctaagg agcttcatca getgeagaac ctcttctcca 1260 

aggcctctgc tgactaccag tggcttctcc agagccccaa gggggctgag gcgacactgc 1320 

cgactgtgat tgctgagctg cagcagttcc tgeggggage tegggecatg tgcatcgagt 1380 

cttgggctcg tttctctctg gtccgcatgg eggggggtae tgctctcttg gctgcttcct * 1440 

gctttatctg cctgctggca tctcagtggg caatatcccc aggctttcca ttctgccctc 1500 

tactcctgac acctgtggcc tggggcctgg ttggggccat agegtatget ggactcctgg 1560 

gaactattga gctgaagcta gatctagtgc ttctaggggc tgtggctgca gtgagctcat 1620 

tcctcccttt tctgtggaaa gcctgggctg gctgggggtc caagaggccc ctggcaaccc 1680 

tgtttcccat ccctgggccc gtcctgttac tcctgctgtt tegcttgget gtgttcttct 1740 

ctgatagttt tgttgtagct gaggecaggg ccaccccctt ccttttgggc tcattcatcc 1800 

tgctcctggt tgtccagctt cactgggagg gccagctgct tccacctaag ctactcacaa 1860 

tgccccgcct tggcacttca gccacaacaa accccccacg gcacaatggt gcatatgccc 1920 

tgaggcttgg aattgggttg cttttatgta caaggctagc tgggcttttt catcgttgcc 1980 

ctgaagagac acctgtttgc cactcctctc cctggctgag tcctctggca tccatggtgg 2040 

gtggtcgagc caagaatttg tggtatggag cttgtgtggc ggcgctggtg gccctgttag 2100 

ctgccgtgcg cttgtggctt cgccgctatg gtaatctcaa gagccccgag ccacccatgc 2160 

tctttgtgcg ctggggactg cccctaatgg cattgggtac tgctgcctac tgggcattgg 2220 

egteggggge agatgaggct cccccccgtc tccgggtcct ggtctctggg gcatccatgg 2280 

tgctgcctcg ggctgtagca gggctggctg cttcagggct cgcgctgctg ctctggaagc 2340 
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ctgtgacagt gctggtgaag gctggggcag gcgctccaag gaccaggact gtcctcactc 2400 

ccttctcagg cccccccact tctcaagctg acttggatta tgtggtccct caaatctacc 2460 

gacacatgca ggaggagttc cggggccggt tagagaggac caaatctcag ggtcccctga 2520 

ctgtggctgc ttatcagttg gggagtgtct actcagctgc tatggtcaca gccctcaccc 2580 

tgttggcctt cccacttctg ctgttgcatg cggagcgcat cagccttgtg ttcctgcttc 2640 

tgtttctgca gagcttcctt ctcctacatc tgcttgctgc tgggataccc gtcaccaccc 2 700 

ctggtaaata tctcagctct gattcactta aagacaatag tgat 2744 



<210>. 767 
<211> 920 
<212> DNA 

<213> Homo sapiens 



<400> 767 

ccgagcagca tcatcgttcc aattataccc cgttggagca tcggcagatc ttccactctt 60 

ggacaacgca atcaaaatct tcgtacccat tttgcagtag tgatctctaa actctcagcg 12 0 

taggcatcgg gaaccttcgt gccaaggagc catgctgccc cgatgggaac tggcacttta 180 

cctacttgcc tcactaggct tccacttcta ttccttctat gaagtttaca aagtctccag 240 

aggatgcgac cgactttgag tggagcttct ggatggaatg ggggaagcag tggctggtgt 3 00 

ggcttctcct tggccacatg gtagtgtctc aaatggccac actgctggca agaaagcaca 360 

gaccctggat tctcatgctc tatgggatgt gggcctgctg gtgtgtgctg gggacccctg 420 

gtgtggctat ggttttgctc cataccacca tctctttctg cgtggcccag ttccggtctc 480 

agctcctgac gtggctctgt tctctcctcc tcctctccac actgaggctg cagggtgtgg 54 0 

aagaagttaa gagaaggtgg tacaagacag aaaacgagta ctacctgctg cagttcacgc 600 

tgaccgttcg ctgcctgtac tacaccagct tcagcctgga gctctgctgg cagcagctgc 660 

ctgctgcatc gacctcctac tcctttccct ggatgctggc ctatgtcttt tattatccag 72 0 

tcttacacaa tgggcccatc ctcagcttct cggagttcat caaacagaga agccagtggt 780 

caaataggga atttggcatg gaggttgaga gcaaaggtcc tggagcccac cctccagggt 840 

ttgaatccct gctgtgcttc ggcttgagag tgcttgctga gttacttacc ttacttatgc 900 

ctcagtcttc ttatcagtga 92 0 



<210> 768 

<211> 580 

<212> DNA 

<213> Homo sapiens 



<400> 768 

agcatacaaa tgaaagtaaa ttaccgagtc ttagctgttc ctatcctagc aggatttata 60 

tttgacagca gaacacgagc tacagacttg caaaacctga agagcctcat caaacatcta 120 

aattgggatg gctttactgt gcctatttaa aaaaaaaaat gagagacttg ggcaatatga 180 

taactacttt gaattgtatt aagagagtct ccaaaacaga agcactgtag atttattcta 240 

cttcttcatt ctcttttcct ttcccttact ttttaggtta ctcagagagg gcaatgcttt 3 00 

actatgaact ggaagacggg ctgtacacca ctggtccata tttctttgcc aagatcctcg 360 

gcgagcttcc ggagcactgt gcctacatca tcatctacgg gatgcccacc tactggctgg 420 

ccaacctgag gccaggcctc cagcccttcc tgctgcactt cctgctggag tggctggcgg 480 

tcttctgttg caagattatg gtcctggccg ccgcgggcct gctccccacc ttacacatgg 540 

cctccttctt cagcaatgcc ctctacaact gcttctacct 580 



<210> 769 
<211> 531 
<212> DNA 
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<213> Homo sapiens 



<400> 
tttcgtcggg 
cccgcccctg 
tggtcgcgcc 
gtgcaggtat 
agcctgctgg 
tgcgccaagg 
cgtggatggt 
agactttgga 
ggctctgtag 



769 

aggctgcgag 
ccgggaaccc 

ggggcttgta 

tggttttcgc 
ggcagtgata 
tcaggaaacc 
ggtactggat 
gaaaataaac 
tgggcagagt 



gactgcaaaa 
actttcccag 
ctcgggctgg 
tttgcttcat 
tggggcttcg 
atcatgaaga 
cctatgaagc 
ttcaccctga 
aacatgcaaa 



gggtggagtc 

tcctaggcgg 
tgctgccatt 
acatcaataa 
gtacacctgg 
aagtgaccag 
ctggaggacc 
gagttcatga 
tgactgtgtt 



tgcctcgccc 
cggtcagatc 
aatcctgtgg 
tgatatggtg 
agccacagtg 
tgtgaaagct 
tttcgaagtg 
cgtcctgttt 
acaaatattt 



ccgcccaggc 
cttgcaagca 
gccgacagaa 
ctgcagaagg 
accgtgaccc 
cactctgata 
atggcacaac 
ggagatgtct 



60 
120 
180 
240 
300 
360 
420 
480 
531 



<210> 770 

<211> 1072 

<212> DNA 

<213> Homo sapiens 



<400> 770 

cacacacgtg tgttggtgtg tgtacacaag tgctgatggt gaaaacagtg acacacacac 60 

ctgtgtaggc atgcacacac ctgccttgat gtgtgacgac gtgatgatgt gtatgcagac 120 

acctgtgttg atgtgtgcct acatatgttg acacaggcac acatggtgtg tctgtacatg 180 

caaatggaca cacatgaaca cacgtgttta tgcatgtcct tgtgtgttga tgtgtctgca 240 

catacatgtt gatgtgtccc gctgtggttg gcctttctgg ggccaggccc agcacctggg 300 

gtttccagga aacattccct gtcccttccc ggaatggccg gtacttgctg tgcctccgcc 360 

gggagatgca ccctgattaa ctagaacgtg gcgaagctca gccacctgga atcgccttac 420 

cctggccttt ggtttctagc aaatgggatg gaagtgagtc cccatggagg gcttgctcca 480 

tgaaagtgtt tttcctggat gagtcttggc cccagtggcg atttgctgca ggcttgttgg 540 

cactgtcatt cgggggtcct gcatggaagt tccttagtgt ccagagggtg attccatggc 600 

tgtgggcagc aaaagagaag cccctggggc cattagccac acccccaagg ctgaacccaa 660 

aagttggggt ataaactttt gccctgtgajg attatgtgat gaaatttttg ttcctgtttt 720 

ttgttggcga gctgcggcat tacaacatct caaccactaa tgtggggata taagccttat 780 

gctgcccggc aacatatccg ctgcattaaa aatcctttat taacttttca ctatctgttg 840 

ttaaaacctt tattctgtcc cttggagcac gtgcgagggt tccgcattag cggtcggagc 900 

ctagattatc ctcacgcgtc tgtggccggg gtgtatcggc gttttgtttt caaggcagtc 96 0 

tctaccttct acattaatcg tcttgtgtat cgttttctca cgcgatccga tgtgatgatc 102 0 

ctaattcagt agcgccgcgc aggactccac gggggtgaga gctagttact tt 1072 



<210> 771 

<211> 1271 

<212> DNA 

<213> Homo sapiens 



<400> 771 

catctttgga cttcctggct gatttataaa tttagtatcc agttcctcat atgctgcatt 60 

tttttgtaca gttcctgagt agtctcactt ttgagagtat ctattaagtg cataccaggg 120 

aatgtttaat ccctctgtct caactgtcag ctgttttgtt gactaaggcc tttgtataaa 18 0 

ctatgcttca tgttacacaa caggtttgac attctgttgt ctctccactc ttgtacttca 240 

cagaaaaccc gcctagtgcc aagcaaccct ccaagatgct agttatcaaa aaagtttcca 300 

aagaggatcc tgctgctgcc ttctctgctg cattcacctc accaggatct caccatgcaa 360 

atgggaacaa attgtcatcc gtggttccaa gtgtctataa ggaacctggt tcctaagcct 420 

gtaccacctc cttccaagcc taatgcatgg aaagctaaca ggatggagca caagtcagga 480 
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tccctttcct ctagccggga gtctgctttt accagtccaa tctctgttac caaaccagtg 540 

gtactggcta gtggtgcagc tctgagttct cccaaagaga gtccctccag caccacccct 600 

ccaattgaga tcagctcctc tcgtctgacc aagttgaccc gccgaaccac cgacaggaag 6 60 

agtgagttcc tgaaaactct gaaggatgac cggaatggag acttctcaga gaatagagac 720 

tgtgacaagc tggaagattt ggaggacaac agcacacctg aaccaaagga aaatggggag 780 

gaaggctgtc atcaaaatgg tcttgccctc cctgtagtgg aagaagggga ggttctctca 840 

cactctctag aagcagagca caggttattg aaagctatgg gttggcagga atatcctgaa 900 

aatgatgaga attgccttcc cctcacagag gatgagctca aagagttcca catgaagaca 960 

gagcagctga gaagaaatgg ctttggaaag aatggcttct tgcagagccg cagttccagt 102 0 

ctgttctccc cttggagaag cacttgcaaa gcagagtttg aggactcaga caccgaaacc 1080 

agtagcagtg aaacatcaga tgacgatgcc tggaagtagg catataaatg ctcacagtta 1140 

aatctgaccc agtaaactct gtgtgtttag ggagtataca aaagaaatcg ttcttgttcc 1200 

ttttcttatg ttggttgaat agttcgagtt cacaagggag atgagcatgt gccaaagaga 1260 

gaaaaaaagt c 1271 



<210> 772 

<211> 1017 

<212> DNA 

<213> Homo sapiens 



<400> 772 

tttttttttt ttggagtttt tcagaacaaa tgtttattta ataattaagg gcaaacaaaa 60 

acattaaagc ataggaattc atcaactgaa tacaagttgt cttgtttggt ctgaaatctt 12 0 

gaaaaagtta atctaactac ttacctgagg taaatttagg ttggcactgc ttcaagggaa 18 0 

cctccgtcca tcccaaaagt taccttttaa ttttggttac aggctcccaa gtggtcctct 24 0 

ccaacctcag gttatgctat atgaataata ccaacacctt tttctcccat ggttaaaagc 30 0 

cttcagcctt gtttcatacc cccatagttc tcttataatg tggtgattgc aatcctttcc 360 

ctgggattaa aaggtatttt ctctttcctt ggcagaactt cattaaagac gtcctgttta 42 0 

gtctgtcaca gatgtcaatc aggcatcttc tccccagcaa gagagtgacc acttccacat 480 

ggccatgggc acaggccaaa tgtagaacag tcgacggaag ctcggttggg gtttctgcag 540 

aagtttcccc cttgggcggt ggcggagctg ataagcgcgc tagtagcagc tctggcagaa 600 

gcaacggtgg cttcgaggga tggcggcggc tgcaacagga cctgcagcat cccagaggaa 660 

ctgactaaga ctttggaaca gaaaccagat gatgcacaat attatcgtca aagagcttat 720 

tgtcacattc ttcttgggaa ttactgtggt gcagatgcta atttcagtga ctggattaaa 780 

aggtgtcgaa gctcagaatg gctcggaatc tgaggtgttt gtggggaagt atgagaccct 84 0 

cgtgttttac tggccctcgc tgctgtgcct tgccttcctg ctgggccgct tcctgcatat 900 

gtttgtcaag gctctgaggg tgcacctcgg ctgggagctc caggtggaag aaaaatctgt 960 

cctggaagtg caccagggag agcacgtcaa gcagctcctg aggatacccc gccctca 1017 



<210> 773 
<211> 980 
<212> DNA 
<213> Homo sapiens 



<400> 773 

tttcgtacgc gatgcccgag ggcgctgtga gcggggtggc cttagctcgc cgaggctggt 60 

cagtgagagg gcatactggg aagccctctg gagtgggaag acagtgccgc tgttgagaca 120 

agacccagga ctgggccggg gactgtccca aagggtttct cgtcataatg gctgtggaag 180 

ggtcaaccat taccagccgg atcaagaatc tgttgagatc tccatccatc aaactgcgca 240 

ggagtaaggc aggaaaccga cgagaggacc tcagctccaa ggtgaccttg gagaaggtgc 3 00 

tgggaattac agtgtctgga ggcagaggac ttgcctgtga cccccgatca ggtttagttg 360 

cttacccagc agggtgtgtg gttgtgttgt tcaatccccg gaaacacaaa cagcaccaca 420 

tcctcaacag ttccaggaaa accatcactg cccttgcctt ctcccctgat ggcaagtact 480 
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tggtcactgg agagagtggg cacatgcctg ccgtgcgggt ttgggacgtg gcagagcaca 540 

gccaggtggc cgagctgcag gagcacaagt atggtgtggc ttgtgtggcc ttctctccta 600 

gcgccaagta cattgtctct gtgggctacc agcatgacat gatcgtcaac gtgtgggcct 660 

ggaagaaaaa cattgtggtg gcctccaaca aggtgtccag tcgggtgaca gcagtgtcct 720 

tctctgagga ttgcagctac tttgtcactg caggcaaccg acacatcaaa ttctggtatc 780 

tcgatgacag caagacctca aaggtgaggt gctgaagctg ggagtagcca ccaaggcccc 840 

tggcagggcc tgcccagccc aacccaggag actctgcccc acttgggcct ctctctgcat 900 

tcccagcagt catgcagaag ttttggatga gccagatgct gtctgggata aggagtaggc 960 

ccaaagagca aggatgtatt 980 



<210> 774 

<211> 1224 

<212> DNA 

<213> Homo sapiens 



<400> 774 

atgtttaagg taattgcttc agagcaaagc aaagtcaaac tgggaccaaa aacgaccaag 60 

accttgagtt accatcccag aaacggatct ctcacactga tcctcagtaa gatttggaaa 120 

tgccaaggcc ttgctgtggt tcttaaaata atttttcaac ctaatctaat agggtgttca 180 

aaaataattg tgatgtttgc aatagagtgt attaagctgt ccttgcattg ctataaagaa 240 

gtaccggaga caggagaata tgatgagagg gactttggag ggtcccttcg tgttgtcaga 300 

ctgqccagcg caacagttgg aagccaggca ccaccagcaa tagagatgag aaattctgaa 360 

gaacagccaa gtggagggac cacggtattg cagcgtttgc tacaagagca gcttcgctat 420 

ggcaatccta gtgagaatcg cagcctgctt gccatacacc agcaagccac agggaatggc 4 80 

cctcctttcc ccagtggcag tgggaacccg ggccctcaga gtgatgtgtt gagtccccaa 540 

gaccaccacc aacagcttgt ggctcatgct gctcgacaag aaccccaggg gcaggaaatc 600 

cagtcagaaa acctcatcat ggagaagcag ctgtctcctc gaatgcaaaa taatgaagaa 660 

ctcccgacct atgaagaagc caaggtccag tcccagtact ttcggggcca acagcatgcc 720 

agtgttggag ctgccttcta tgtcactgga gtcaccaacc agaagatgag gactgaggga 780 

cgcccatcag ttcagcggct caatcctgga aagatgcacc aagatgaggg actcagagac 840 

cttaagcaag ggcatgtccg ttccttgagt gaacgactaa tgcagatgtc actggccacc 900 

agtggagtta aggcccatcc acctgttacc agtgctcccc tctccccacc acaacccaat 960 

gacctctaca agaatcccac aagttccagt gaattctaca aggcccaagg gccacttcct 1020 

aaccagcata gcctgaaggg catggaacac cgaggccccc caccagaata tcccttcaag 1080 

ggcatgccac cccaatctgt agtgtgcaag ccccaagagc cagggcactt ctatagtgag 1140 

catcgcctga accagccagg gagaacagag gggcaactga tgaggtatca gcatccccct 12 00 

gagtatggag cagccaggtg tatt 1224 



<210> 775 
<211> 1232 
<212> DNA 

<213> Homo sapiens 



<400> 775 

agggccgcaa tcagagaaca ccgccaggac ttccaggact tggtctccag gactgaggtc 60 

aactgacgtg ggcgtggtct gactgtgtgg gcgtggccag ggaatgaact cacggctctg 120 

gcttaagggg tgtggtgaac gaaggatggg gcgtggctgt gtcaccaagg gcgtggtcat 180 

ggagtagagg cccgggctcc tgggtgaggc cggcaagttt ggagcgtggt cagacaatag 240 

gggcgtggct acggctcgcg gagcgcaacc aacgctctag accagacctg ggctcgagac 300 

cataactgtt tggctttaac agtacgtggg cggccggaat ccgggagtcc ggtgacccgg 360 

gctgtggtct agcataaagg cggagcccag aagaaggggc ggggtatggg agaagcctcc 420 

ccacctgccc ccgcaaggcg gcatctgctg gtcctgctgc tgctcctctc taccctggtg 480 

atcccctccg ctgcagctcc tatccatgat gctgacgccc aagagagctc cttgggtctc 540 
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acaggcctcc agagcctact ccaaggcttc agccgacttt tcctgaaagg taacctgctt 600 

cggggcatag acagcttatt ctctgccccc atggactttc ggggcctccc tgggaactac 660 

cacaaagagg agaaccagga gcaccagctg gggaacaaca ccctctccag ccacctccag 720 

atcgacaaga tgaccgacaa caagacagga gaggtgctga tctccgagaa tgtggtggca 780 

tccattcaac cagcggaggg gagcttcgag ggtgatttga aggtacccag gatggaggag 840 

aaggaggccc tggtacccat ccagaaggcc acggacagct tccacacaga actccatccc 900 

cgggtggcct tctggatcat taagctgcca cggcggaggt cccaccagga tgccctggag 960 

ggcggccact ggctcagcga gaagcgacac cgcctgcagg ccatccggga tggactccgc 1020 

aaggggaccc acaaggacgt cctagaagag gggaccgaga gctcctccca ctccaggctg 1080 

tccccccgaa agacccactt actgtacatc ctcaggccct ctcggcagct gtaggggtgg 1140 

ggaccgggga gcacctgcct gtagccccca tcagaccctg ccccaagcac catatggaaa 1200 

taaagttctt tcttacatct aaaaaaaaaa aa 1232 



<210> 776 
<211> 708 
<212> DNA 

<213> Homo sapiens 



<400> 776 

tttcgtgtgg ctccttgcgt tcctacatcc tctcatctga gaatcagaga gcataatctt 60 

cttacgggcc cgtgatttat taacgtggct taatctgaag gttctcagtc aaattctttg 120 

tgatctactg attgtggggg catggcaagg tttgcttaaa ggagcttggc tggtttgggc 180 

ccttgtagct gacagaaggt ggccagggag aaggcagcac actgctcgga gaatgaaggc 240 

gcttctgttg ctggtcttgc cttggctcag tcctgctaac tacattgaca atgtgggcaa 300 

cctgcacttc ctgtattcag aactctgtaa aggtgcctcc cactacggcc tgaccaaaga 360 

taggaagagg cgctcacaag atggctgtcc agacggctgt gcgagcctca cagccacggc 420 

tccctcccca gaggtttctg cagctgccac catctcctta atgacagacg agcctggcct 480 

agacaaccct gcctacgtgt cctcggcaga ggacgggcag ccagcaatca gcccagtgga 540 

ctctggccgg agcaaccgaa ctagggcacg gccctttgag agatccacta ttataagcag 600 

atcatttaaa aaaataaatc gagctttgag tgttcttcga aggacaaaga gcgggagtgc 660 

agttgccaac catgccgacc agggcaggga aaattctgaa aacaccac 708 



<210> 777 

<211> 446 

<212> DNA 

<213> Homo sapiens 



<400> 777 

tccaaccagt tgtaaggaga atggagagtg cagtgagagt ggagtccggg gtcctggtcg 60 

gggtggtctg tctgctcctg gcatgccctg ccacagccac tgggcccgaa gttgctcagc 12 0 

ctgaagtaga caccaccctg ggtcgtgtgc gaggccggca ggtgggcgtg aagggcacag 180 

accgccttgt gaatgtcttt ctgggcattc catttgccca gccgccactg ggccctgacc 24 0 

ggttctcagc cccacaccca gcacagccct gggagggtgt gcgggatgcc agcactgcgc 300 

ccccaatgtg cctacaagac gtggagagca tgaacagcag cagatttgtc ctcaacggaa 360 

aacagcagat cttctccgtt tcagaggact gcctggtcct caacgtctat agcccagctg 420 

aggtccccgc agggtccggt aggccg 446 



<210> 778 
<211> 416 
<212> DNA 
<213> Homo sapiens 
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<220> 

<221> misc_f eature 
<222> (1) . . . (416) 
<223> n = a,t,c or g 



<400> 778 

ccgagcactg ggacttcaac gccaccatct ccaagactcg gtttggggtg aaagatggcg 60 

ctgactgggt acagctggct gctcctcagt gccacattcc tgaatgtggg ggccgagatc 120 

tctatcaccc tggagcctgc ccagccgagc gaaggggaca acgtcacgct ggtcgtccat 180 

gggctttcgg gggaactgct cgcctacagc tggtatgcgg ggcccacact cagcgtgtca 240 

tacctggtgg ccagctacat cgtgagcaca ggcgatgaga ctcctggccc ggcccacacg 300 

gngcgggagg ctgtgcgccc cgatggcagc ctggacatcc agggcatcct gccccggcac 360 

tcaagcacct acatcctgca gaccttcaac aggcagttgc agaccgaggt gggctn 416 



<210> 779 
<211> 382 
<212> DNA 

<213> Homo sapiens 



<400> 779 

ctttttcctg atttcagaga aacttttctt gattcatgga atcagtatct tctaagaaat 60 

gagttggttg gctaatggag tttgtctata tgagtacttg tttttcagat gtggctttct 120 

aattttgcaa ccttgttctt ttgatgctag tttaacggat gaagagtccc ggaaaaattg 180 

ggaagaattt ggaaatccag atgggcctca aggtgtggta aatgatgatt ttaaaatatt 240 

ggcgatatgg tatatattat aaaaatgtta accagattaa aggaataata ttattttctt 300 

actaaactta tactcacatg gagtttaaca tagataaatt gagctctcat taatttttgc 360 

tttatttttc tttctaaaga eg 382 



<210> 780 

<211> 437 

<212> DNA 

<213> Homo sapiens 



<400> 780 

gtggacttcg teat tat tgc tgtggtttga gctcagcatg gctgtagtca teegtttact 60 

ggggcttcct tttattgegg ggcctgtgga tattegtcac ttcttcaegg gattgactat 120 

tcctgatgga ggagtgcata taattggagg ggaaattggg gaggctttta ttatttttgc 18 0 

aacagatgaa gatgeaagae gtgccataag tcgttcagga gggtttatca aggattcatc 240 

tgtagagctc tttcttagta gcaaggcaga aatgcagaag actatagaaa tgaaaagaac 300 

tgatcgtgta ggaagagggc gtccaggatc tgggacatca ggggttgaca gcctgtctaa 36 0 

ttttattgag tctgttaagg aagaagcaag taattctgga tatggctctt caattaatca 42 0 

agatgctggg tttcatg 43 7 



<210> 781 

<211> 476 

<212> DNA 

<213> Homo sapiens 
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<400> 781 

ggccttggcc cagcagggac cccagggcct tgggggactg tgtgagctgg aaacgtggct 60 

ggccagatgg gcagcaccat ggagccccct gggggtgcgt acctgcacct gggcgccgtg 120 

acatcccctg tgggcacagc ccgcgtgctg cagctggcct ttggctgcac taccttcagc 180 

ctggtggctc accggggtgg ctttgcgggc gtccagggca ccttctgcat ggccgcctgg 240 

ggcttctgct tcgccgtctc tgcgctggtg gtggcctgtg agttcacacg gctccacggc 300 

tgcctgcggc tctcctgggg caacttcacc gccgccttcg ccatgctggc caccctgcta 360 

tgcgcgacgg ctgcggtcct gtatccgctg tactttgccc ggcgggagtg tccccccgag 420 

cccgccggct gtgctgccag ggacttccgc ctggcagcca gtgtcttcgc cgggct 476 



<210> 782 

<211> 753 

<212> DNA 

<213> Homo sapiens 



<400> 782 

ctcccaaagt gccaggatta caggcgtgag ccaccacgcc cagcctaggt tttaagcctc 60 

acatgtatta ggtatttata ctaatgctct ccctcccctt gccctccacc cactgtaaaa 120 

ataattttta tactcttctg catttgctaa atttcctctc attagcaggt tataccttta 180 

tgatcagaaa aaaaattaaa cactgcttct aaaaaatact catctccagc acttggagat 240 

cacctacctc tacattctac ccaactgagc ccaatttagt cttctcaggg ctttgcccaa 300 

gaacagttca ggaatgcatg cctctgaagg ccttcctgct cttccccttc tggccttggt 360 

atctcattct cattcctgcc ctcccctacc tctccaaccc catcacttgc cagccatcct 420 

gttcttcctt gttggtcatc agttaatgaa gtgtattagg tgacctgagt acttgtcagt 480 

acttcccaga ggcaagaaca ttcctcgcag atcaaggtac ctttaagagc caagaagctc 540 

agatttggag gcgggagagc tgtactgcat cccctcaaat gttagcagtg ccaagaaatg 600 

agacgctagt ctagggggca ccacaagcag aaaggggctg tttcaaggag tcgtccgccc 660 

atgggagtct cctcttctat tattcacctt gctccaagga tatcttttct tttacgtatg 720 

aaaattttgt aattgttcaa ctataacacc atg 753 



<210> 783 

<211> 769 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (1) . . . (769) 

<223> n = a,t,c or g 



<400> 783 

tttcgtagct gatggaagat gagccccaac ttctaaaaat gtatcactac cgggattgag 60 

atacaaacag catttaggaa ggtctcatct gagtagcagc ttcctgccct ccttcttgga 120 

gataagtcgg gcttttggtg agacagactt tcccaaccct ctgccccgcc ggtgcccatg 180 

cttctgtggc tgctgctgct gatcctgact cctggaagag aacaatcagg ggtggcccca 240 

aaagctgtac ttctcctcga tcctccatgg tccacagcct tcaaaggaga aaaagtggct 300 

ctcatatgca gcagcatatc acattcccta gcccagggag acacatattg gtatcacgat 360 

gagaagttgt tgaaaataaa acatgacaag atccaaatta cagagcctgg aaattaccaa 42 0 

tgtaagaccc gaggatcctc cctcagtgat gccgtgcatg tggaattttc acctgactgg 480 

ctgatcctgc aggctttaca tcctgttttt gaaggagaca atgtcattct gagatgtcag 540 

gggaaagaca acaaaaacac tcatcacaag gtttactaca aggatggaaa acagntttct 600 

aatagttata atttagagaa gaatacagtg gattcagtct cccgggataa tagcccatat 660 

tattgtgctg ggtaaaagag agtttacata cttgggattg gagaacttta aaacccccaa 720 
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ttatccaagt ttacgggaag gggcctatac tccggagtac caggggggg 769 



<210> 784 
<211> 979 
<212> DNA 
<213> Homo sapiens 



<400> 784 

cagaggctcg ggaaggggcg tggatccccg gaggcggtcc ccgggttgca gtgagggaag 60 

tgggccggga ggagagatgg gcggtgaaga ggcccggccc tgccagggag gcgggcggat 120 

ccgtggcagt gaccagaagg ggccggaagg gggtggccgc cggccgggcc ccgccctggg 180 

gccgcctccc cgcgggttcc gttggctgtg gcggcagctg acgcttgtgg cggcggtggc 240 

ttcggggtgg gcgtaagatg gcgacagcag cgcagggacc cctaagcttg ctgtggggct 300 

ggctgtggag cgagcgcttc tggctacccg agaacgtgag ctgggctgat ctggaggggc 360 

cggccgacgg ctacggttac ccccgcggcc ggcacatcct ctcggtgttc ccgctggcgg 420 

cgggcatctt cttcgtgagg ctgctcttcg agcgatttat tgccaaaccc tgtgcactcc 480 

gtattggcat cgaggacagt ggtccttatc aggcccaacc caatgccatc cttgaaaagg 540 

tgttcatatc tattaccaag tatcctgata agaaaaggct ggagggcctg tcaaagcagc 600 

tggattggaa tgtccgaaaa atccaatgct ggtttcgcca tcggaggaat caggacaagc 660 

ccccaacgct tactaaattc tgtgaaagca tgtaagtacg caaggaggga gggagggaat 720 

aaggaagacg gtgggataca actggactga agtttctgtt ttgaacatca cttctgttgt 780 

taggacaaca gttaatggat atagagaact aactcagcct attataggta ggaaagaagg 840 

gaactggaac actgattccc ttaagtttct tgggcatgtt gccactaagc taggtgtggt 900 

tctattttgt tcccttttcc taaatagatt gggagtaaat ccttataact gtacttatgt 960 

aagtagatgt actaacaca 979 



<210> 785 
<211> 550 
<212> DNA 
<213> Homo sapiens 



<400> 785 

ctttcgtgga agaaggaaga agagggtaga ggaggagagg gaggaggagg agggaggtgg 60 

cggcgccgtg gcggaggagc aggagcagga gggggatgga gaggagaagg ctcctgggtg 120 

gcatggcgct cctgctcctc caggcgctgc ccagcccctt gtcagccagg gctgaacccc 180 

cgcaggataa ggaagcctgt gtgggtacca acaatcaaag ctacatctgt gacacaggac 240 

actgctgtgg acagtctcag tgctgcaact actactatga actctggtgg ttctggctgg 300 

tgtggaccat ca teat cat c ctgagctget gctgtgtttg ccaccaccgc cgagccaagc 360 

accgccttca ggcccagcag eggcaacatg aaatcaacct gategcttae cgagaagccc 420 

acaattactc agcgctgcca ttttatttca ggtttttgcc aaactattta ctacctcctt 480 

atgaggaagt ggtgaaccga cctccaactc ctcccccacc atacagtgee ttccagctac 540 

agcagcaacg 550 



<210> 786 
<211> 932 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (932) 
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<223> n = a, t , c or g 



<400> 786 

tttcgtcccg taccgccagg cgatcgcgct gatggcggcg ctggcagcag cggccaagaa 60 

ggtgtggagc gcgcggcggc tgctggtgct gctgttcacg ccgctcgcgc tgctgccggt 12 0 

ggtcttcgcc ctcccgccca aggaaggccg ctgcttgttt gtcatcctgc tcatggcggt 180 

gtactggtgc acggaggccc tgccgctctc agtgacggcg ctgctgccca tcgtcctctt 24 0 

ccccttcatg ggcatcttgc cctccaacaa ggtctgcccc cagtacttcc tcgacaccaa 300 

cttcctcttc ctcagtgggc tgatcatggc cagcgccatt gaggagtgga acctgcaccg 360 

gcgaatcgcc ctcaagatcc tgatgcttgt tggagtccag ccggccaggc tcatcctggg 420 

gatgatggtg accacctcgt tcttgtccat gtggctgagc aacaccgcct ccactgccat 480 

gatgcttccc attgccaatg ccatcctgaa aagtctcttt ggccagaagg aggttcgaaa 540 

ggacccccag ccaggagagt gaagagaaca cagggaatag aaccccaata cctntcctct 600 

ctgaggaaag gctgaaactt caagctcccc ttgtgataag acttggtcag ataactgagt 660 

ctggtcaatg gaatatgagt ggaaatgatg tgtgcaactt ccgggttctg tccttcctgc 720 

cgggtggaat gtgaatatga tggcacctgg gacccaaaga caggagccac atcttgagag ' 780 

atagatggca gatctgcccc tgtggctttg gatcatttac ctcagtgaac acaacaagca 840 

ttatccatga aaccataggt tttgtgtgct agttctagtt tttaaaatat gaattaaatt 900 

aaatacgtat ctgttaaaac ttaaaaaaaa aa 932 



<210> 787 

<211> 514 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc__f eature 
<222> (1) . . . (514) 
<223> n = a,t,c or g 



<400> 787 

tttcgtctgg agcaggcggg aaagcgctgg agagaagggg gcacctggat aaccacccat 60 

cttgaaggag acctccctgc cctgcctctg ttgtccccca gagcactgcc tgatcatcct 120 

ctgttcccca tcctcccagc ccttcctgct gtacctgtgg ggagctgatc tcctcagtcc 180 

ccctgctttt ccccggtctg ccatcaccac cccaccacca tgcaccccct tcctggctac 240 

tggtcctgtt actgtctact cctgctattc tccttgggag tccaggggtc cctgggggct 3 00 

cccagcgctg ccccagagca agtccatctg tcttacccag gtgagccagg ctccatgact 360 

gtaacttgga ccacatgggt cccaacccgc tctgaagtgc aattcgggtt gcagccgtcg 420 

gggcccctgc ccctccgcgc ccagggcacc ttcgtcccct ttgtggacgg nggcattctc 480 

cggcggaagc tctacataca ccgagtcacg cttc 514 



<210> 788 

<211> 469 

<212> DNA 

<213> Homo sapiens 



<400> 788 

cccgtaattc tcgggtcgac gatttcgtgg cgcggaggag ctctgtccgg aatcacatag 60 

ataccatcgt ggaaacagca gcgcaggtca cggcgccgcg ggccctgcac cagacgctgg 120 

gctctagaga ttatttctct ttattcagaa gcatacagtt gtttgctgat tgcaagaaga 180 

tgtttctgtg gctgtttctg attttgtcag ccctgatttc ttcgacaaat gcagattctg 240 

acatatcggt ggaaatttgc aatgtgtgtt cctgcgtgtc agttgagaat gtgctctatg 300 
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tcaactgtga gaaggtttca gtctacagac caaatcagct gaaaccacct tggtctaatt 360 
tttatcacct caatttccaa aataattttt taaatattct gtatccaaat acattcttga 420 
atttttcaca tgcagtctcc ctgcatctgg ggaataataa actgcagat 469 



<210> 789 
<211> 525 
<212> DNA 

<213> Homo sapiens 



<400> 789 

ggacttctcg ggtcgacgat ttcgtgcccc ctcggatgaa tgggaccgaa gctgactgcg 60 

aactacagct tcttggcagc gtcggtgttg gccgcgggag aaggggagac cgcggcggcc 120 

cccagtgaga gcggctttcc aggacggtgc gatgtgctgc gcagcgaaga ggcaggaggc 180 

cggcttcctg gggtagcggt acaggcgggc gcttactctg tgcgcttgct tccccaaccc 240 

tgcaccggcc atgcgcccgg ccttggcggt gggcctggtg ttcgcaggct gctgcagtaa 300 

cgtgatcttc ctagagctcc tggcccggaa gcatccagga tgtgggaaca ttgtgacatt 360 

tgcacaattt ttatttattg ctgtggaagg cttcctcttt gaagctgatt tgggaaggaa 420 

gccaccagct atcccaataa ggtactatgc cataatggtg accatgttct tcaccgtgag 480 

cgtggtgaac aactatgccc tgaatctcaa cattgccatg cccct 525 



<210> 790 

<211> 377 

<212> DNA 

<213> Homo sapiens 



<400> 790 

ggaccccatg tcaaaaatac aaaagatatg ttgaagtccc aactcctgat aactcaaatg 60 

tgactgtgtt gggaacatct ggagtcctta cagagataat caagttaaaa tgaggtcatt 120 

agtgtgggtc ctaatccaac aactgacgcc cttatacaaa ggagaaacct ggacacagac 180 

atgcacagaa gaccatgtga ccatgaaggc agagatcaga gtgatgcttc tagaagccag 240 

ggaagattgc cagttaatga ccaaaagaag ccaggagaca ggcctgcaac ggattctgcc 300 

tgaaggctcc cagaaggaac caaccctgac aacaccttga tcttggactt ccaacctcca 360 

gagctgggag gcgacac 377 



<210> 791 

<211> 637 

<212> DNA 

<213> Homo sapiens 



<400> 791 

ataaacttgt tttaaattgg cttattgctg gtctctcaag gcttcctatt tttgtttgct 60 

ttagtctctc taaaatttca gggaaaaact atgagtctca aaatgcttat aagcaggaac 120 

aagctgattt tactactagg aatagtcttt tttgaacgag gtaaatctgc aactctttcg 180 

ctccccaaag ctcccagttg tgggcagagt ctggttaagg tacagccttg gaattatttt 240 

aacattttca gtcgcattct tggaggaagc caagtggaga agggttccta tccctggcag 300 

gtatctctga aacaaaggca gaagcatatt tgtggaggaa gcatcgtctc accacagtgg 360 

gtgatcacgg cggctcactg cattgcaaac agaaacattg tgtctacttt gaatgttact 420 

gctggagagt atgacttaag ccagacagac ccaggagagc aaactctcac tattgaaact 480 

gtcatcatac atccacattt ctccaccaag aaaccaatgg actatgatat tgcccttttg 540 

aagatggctg gagccttcca atttggccac tttgtggggc ccatatgtct tccagagctg 600 
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cgggagcaat ttgaggctgg ttttatttgt acaactg 637 



<210> 792 

<211> 881 

<212> DNA 

<213> Homo sapiens 



<400> 792 

agggtatata gagaaaagga tctcatgtat tgctctactt ttttcttcta gatacctgtt 60 

aacttcttac gctttcatga tacatttatc tagttctgtt attcaagtta aagtattata 120 

cagttaagtc tatggcagag tcagattctt ttatgtgtct aactgttgcg aagtatagac 180 

ttcttatatc ttatatggtg accattaaca tataacgagc atgctagcat attgttgtct 240 

ttgagagcac cgtatcaact ttttgatctg tagaatgaca gaagccacat tcgatactct 300 

gcgactctgg ttaataatcc tgctgtgtgc tttgcggttg gccatgatgc gtagtcacct 360 

gcaagcttat ttaaatttag cccaaaaatg tgtggatcag atgaagaaag aagcggggcg 420 

aataagcacg gttgagctac agaaaatggt ggctcgagtc ttttattatc tttgtgtcat 480 

tgcactgcag tatgtggcgc ctctggtaat gctgcttcac acaactctgc ttttgaaaac 540 

actaggtaat cattcctggg gtatttatcc agaatctatc tctaccttac cagtggataa 600 

tagtctactg tccaattctg tttactctga attaccatca gctgaaggga aaatgaagca 660 

taatgcaagg caaggtccag ccgttccacc cggcatgcaa gcttatggag cagccccctt 720 

tgaagatctc cagctagact tcacagagat gccaaagtgt ggagatctta ttcctagatt 780 

tggactgccc ttacggatcg gctcagataa tgggctggcg tttgtggctg acttggtaca 840 

gaagacggca aagtggaaag gaccccagat tgtcgttctg c 881 



<210> 793 

<211> 622 

<212> DNA 

<213> Homo sapiens 



<400> 793 

atgagttttc cgcttcatca tctgcttctg ttttctccat cttagtttgc ccaaagcttg 60 

ctggccgctg tgtagggctg gtgagtggct ggggctgtct gagccatgaa caacttcagg 120 

gccaccatcc tcttctgggc agcggcagca tgggctaaat caggcaagcc ttcgggagag 180 

atggacgaag ttggagttca aaaatgcaag aatgccttga aactacctgt cctggaagtc 240 

ctacctggag ggggctggga caatctgcgg aatgtggaca tgggacgagt tatggaattg 300 

act tact cca actgcaggac aacagaggat ggacagtata tcatccctga tgaaatcttc 360 

accattcccc agaaacagag caacctggag atgaactcag aaatcctgga atcctgggca 420 

aattaccaga gtagcacctc ctactccatc aacacagaac tctctctttt ttccaaagtc 480 

aatggcaagt tttccactga gttccagagg atgaagaccc tccaagtgaa ggaccaagct 54 0 

ataactaccc gagttcaggt aagaaacctc gtctacacag tcaaaatcaa cccaacttta 600 

gagctaagct caggttttag ga 622 



<210> 794 

<211> 1177 

<212> DNA 

<213> Homo sapiens 



<400> 794 

tttcgtcttg gcatagcctg ctagaggggt gcagctgcat ctcctgcctc tggcattccc 60 
gcagcagatg cacatggccc tgcactgaga agcgcccagc tcactgcacc tgcactcagg 120 



488 



WO 01/54477 



PCT/US01/02687 



aattgtagga ctccctctag gagttgggca catgtcgttg gtgggagccc tgtccctgcc 180 

ttgagaaagc tgtaggtgtt ctgtgtccag ctgtgcacct gtcctttgtt tttgtgagtc 240 

ttcttggatg cacctgaatc ctgcattcag gaggcctatc ccttgttctc tgctagcaac 300 

cctgcctgct atctctcttc cggtgccctc tcagccatca gaccagagct tgcttcttcc 360 

ctgcttgggc agggaagtgc caggtaaagg gtggtctcct ttagccacaa ggggtggctg 420 

accttatgac ctcccgcctc tgagcagaaa ggtgacaggc tgcttttggt taccctcagg 480 

gcccagcaga gtcccctgag aggcagcctc tgttgggagc aggtggcaca actttgttta 540 

gctctacaag gcaggaggag tttaatagta cttctcatta gcactgaaat ttgtttccaa 600 

agcacttgtg tgtacaatat ttaatttaga tcttctcagt gggcctgtgg gttagaatag 660 

catgtgggat tgatgggttc atcattttac atctaaggaa aatgagcctt cggttgggac 720 

ctgcctggag gcacttaaca tgccttggga ctaaacactc caaggcaaac tctgttctgg 780 

caagccaaca tgccgggttc tttgtggctc aagggcgatg ggcgattcac agggccttct 840 

cgagcaggac ttctcccaca cctcctcgtg ggcccctgct gctgcctggc agacacccgc 900 

tcctttcccg acgacgagct caggcgatcc ggtcctcgac gcggccgtcg ttgccggcgc 960 

acctctttaa acctgctcct gcgatcgcgc tcatagtctc tccgctccgc ttcccccgcc 1020 

gtacttcacc gtgtcacctc agcggtcctc ccgcgccccc gtgccgtact ctccacacgc 1080 

ttctccggcc ggtctgcgtc gtccgccgca cgccgcctgt cttcttcacc tcattcactc 1140 

ctgcccgagc tgcggtggcg tcacatccaa caccccg 1177 



<210> 795 
<211> 599 
<212> DNA 
<213> Homo sapiens 



<400> 795 

tgtggtggaa ttcgattgcg gcccccatct gtctgacttt tcctcgtgtg acccatcttt 60 

tcaaattccc ttacctgagg aaggagcccg attacaagga tatttacctg ctcccacccg 12 0 

gatctaggct ctctgtttcc tcgagtcact cccagattag tggtgtctag ctcagcactg 180 

tttctgttat acttcattca taattcccag cgctgttgga cgaggatggg aagaccgcct 240 

gtggccatga gccctccccg gtgctcctgg ggctaaggct ggggctgcag ccatggggct 300 

gggtcagccc caggcctggt tgctgggtct gcccacagct gtggtctatg gctccctggc 360 

tctcttcacc accatcctgc acaatgtctt cctgctctac tatgtggaca cctttgtctc 420 

agtgtacaag atcaacaaaa tggccttctg ggtcggagag acagtgtttc tcctctggaa 480 

cagcctcaat gaccccctct tcggttggct cagtgaccgg cagttcctca gctcccagcc 540 

ccggtcaggc gccgggctct cctcaagggc tgtggtgctg gcccgggtgc aggccctga 599 



<210> 796 
<211> 709 
<212> DNA 
<213> Homo sapiens 



<400> 796 



actatgtgtc 


ccagtgctgg 


60 


tgactcagtc 


ttaactttgg 


120 


ctctgatttt 


aggccaaccc 


180 


gatcaggtgc 


aagtctgaag 


240 


ttagaatgca 


acttacaata 


300 


tttacaaagc 


acatttatgc 


360 


acttaagtag 


ctctgtttag 


420 


ggaggctgag 


gcaagcggat 


480 


gaaaccccat 


ctctactaaa 


540 


gtcccagcta 


cttcggaagc 


600 


agtgagccct 


aatcgcacca 


660 
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ctgcacttca gcctgggcga cagagggaga ctccatttca aaaaaaaaa 



709 



<210> 797 

<211> 389 

<212> DNA 

<213> Homo sapiens 



<400> 
cgagcggaga 
tatgcacaca 
ttgccatgaa 
agaattggag 
tgaaaaactt 
acttttaaca 
tggccacgat 



797 

ggagatgcac 
aaattttgcc 
gaacatgacc 
ccaagcaaat 
tttgagcgtt 
aacttgggcc 
catgtttctc 



acggcactcg 
tcatttgttt 
atggccctga 
tttcaaagca 
atggtgaaaa 
ttggagagag 
atttaaata 



agtgtgagga 
gctgacattt 
agcgcttcac 
agctgctgaa 
tggaagatta 
aaaagtagtt 



aaaatagaaa 
atttttcatc 
agacagcatc 
aatgaaaaaa 
tccttttttg 
gagattaatc 



tgaaggtaca 
attgcaacca 
gtggaatgac 
aatactatat 
gtttggagaa 
atgaggatct 



60 
120 
180 
240 
300 
360 
389 



<210> 798 
<211> 480 
<212> DNA 
<213> Homo sapiens 



<400> 
ccctcctgca 
agtcgggccc 
tcaatatgat 

ggggccattt 

atatgtgagc 
gggcaggggc 
gcctggaact 
gaccctaggg 



798 

taggctcgag 
ctgaacggtc 
tgtctccctg 
cattgctgcg 
agcggcacac 
gggaaccggg 
cggagaggtg 
tatatctggg 



acatgtagct 
accatgtggg 

ctggggttag 

cgcctcggtg 
gggtccgggc 
gtgcttgacc 
atgagcagaa 
actctggcag 



cagcttgccc 
ccttttcgga 
tggccacagt 
gtcagtccct 
agggggcaag 
acacgtgaag 
cttactcgca 

tggtgctttc 



gttacctgaa 
attgaccatg 
caccctcatc 
cggcaaaacc 
ggctaaggaa 
actcagaact 
ttggggaaag 
ctccctccgc 



•cagcgggcgc 
cagtccatga 
ccggccttcc 
agccgtcagc 
ggagtggcta 
aacccaggca 
gatgggtagg 
cccttgtatt 



60 
120 
180 
240 
300 
360 
420 
480 



<210> 799 

<211> 639 

<212> DNA 

<213> Homo sapiens 



<400> 
cggacgcgtg 
gaatgaatac 
tcgtcttcct 
cttggggctt 
ggcttcagaa 
ctgtgctgct 
cgctgttaga 
tgaaggagtg 
agctcttcag 
cctcggtgga 
tcatcctggc 



799 

ggcgtatttg 
ctccgaagcc 
tccgggggac 
tcatgggact 
ctccagccta 
gctgctgctg 
gaaagtcttc 
ggtggccatc 
aatgatggcc 
catgggtcct 
cgaactgggg 



cgcgtatgag 
gttttgttct 
aacgtgggtc 
ccctctgcca 
atggatccca 
ctggagcgcg 
cagtacattg 
gagagcgact 

gtggctgcgg 

cagcagctgc 
agcgatccca 



atgcattgtc 
ccaaatggga 
agggcacaga 
cattttttgg 
aactcgggag 
gcatgttctc 
acctccatca 
ctgtccagcc 
acacgctgca 
ccgatggtca 
cgaaaggct 



tcttcctctg 
atagctccac 
gagatattta 
aggttgggaa 
aatggctgcg 
ctcaccctcc 
ggatgaattt 
tgtgcctcgc 
gcgcctgggg 
gagtcttcca 



gagttgagct 
tataccagcc 
atgtcaccct 
agttgctaga 
tccctgctgg 
ccgcccccgg 
gtgcagacgc 
ttcagacaag 
gcccgtgtgg 
atacctcccg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
639 
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<210> 800 
<211> 412 
<212> DNA 
<213> Homo sapiens 



<400> 800 

ttcgtctggc cgcctagagc cggagcggcc cgcggagctg tggaggcagc catggtcggg 60 

gcgctgtgcg gctgctggtt ccgcctgggc ggggcccgcc cgctcatccc gttgggcccg 120 

actgtggtac agacctccat gagccgatcc catgtagccc tgctgggcct gagtctgctg 180 

ctcatgctcc tactgtatgc ggggctgcca agcccccctg agcaaacttc ctgcctctgg 240 

ggagacccca atgtcacagt cctggctgtc tccacccctg ccaactcgcc catgttctac 300 

ctggaggggt taccactcca ccttgcccac agggtggacg tgatccctct gtcctctcta 360 

ggccctcttg tatctcctct ccgttgtcaa gcattgcccc ctcgcctctc cc 412 



<210> 801 
<211> 423 
<212> DNA 
<213> Homo sapiens 



<400> 801 

ccactggacc cctggtgcca actgcagctc ccaggctatc ttcccagccc cctacctgta 60 

cctcgaagtc tatgggctcc tgctgcccgc cgtgggtgct gctgccttcc tctctgtccg 120 

cgtgctggcc actgcccacc gccagctgca ggacatctgc cggctggagc gggcagtgtg 180 

ccgcgatgag ccctccgccc tggcccgggc ccttacctgg aggcaggcaa gggcacaggc 24 0 

tggagccatg ctgctcttcg ggctgtgctg ggggccctac gtggccacac tgctcctctc 300 

agtcctggcc tatgagcagc gcccgccact ggggcctggg acactgttgt ccctcctctc 360 

cctaggaagt gccaaggcag cggcagtgcc cgtagccatg gggctgggcg atcagcgcta 420 

cac 423 



<210> 802 

<211> 524 

<212> DNA 

<213> Homo sapiens 



<400> 802 

ggcacgaggg atagaagacc aaaccagcca caacattccc ttaagccaaa acctaatcct 60 

aatccaagcc ctaactcttc aattctctga aggctcagag aggcgaggaa gccacagatg 120 

agaaggctga agctagcaga ggccattcag aggttgaaga agccgtctct gtaacataaa 180 

agtgcaaggt gagggagaaa gtgctgatga agatgttgca gcaagttact cagaagacct 240 

agctaagatc tttgataaag gtgactgcat taaacaacag atcttccatg tagacaaaac 300 

agccttctac tggaagagtc caaaacttca aaagacaggc tgactctctt gttaggggct 360 

aatgcgaggg gtgacattta agttgaagcc agtgctcctt taccattctg aaaatcctag 420 

gccacttaag aattatgctt gggctaactc cctgtgctct agaaatggaa caaagcctag 480 

atgacagcat ggtttacaga atggcttgtg aatatttaag ccca 524 



<210> 803 
<211> 475 
<212> DNA 
<213> Homo sapiens 
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<400> 803 

cttgccggaa ttctgaacgc aacatgaagg tgctgcttgc cgtcgccctc atagcgagga 60 

cagtcttctt cctgttgctg gcgggacctt ctgcggccga tgacaaaaag aaggggccca 120 

aagtcaccgt caaggtgtat tttgacctac gaattggaga tgaagatgta cgccgggaga 180 

tctttggtct cttcggaaag actgctccaa aaacagagga taattttgtg gccttagcta 240 

ccggacagaa aggatttggc tacaaaaaca gctgattcca tcgtgtaatc aaggacttca 3 00 

tgatccaggg cggagacttt accaggggag atggcacagg aggaaagagc atgtacggcg 360 

agcgcttccc ctatgagaac ttctgactga aacactactg gcctggctgg gtgagcatgg 420 

cctacgcagg ctaagacacc aacggctccc agttcttcat cacgacagtc aagag 475 



<210> 804 
<211> 404 
<212> DNA 
<213> Homo sapiens 



<400> 804 

cgccgatggc tgcggggtct cgcgccgtcg caccgtcccc acgcggcaag cgaccttcgg 60 

gctcagggcg gcggcggctg caacgaggat taggagggcg gcgcggaagc caagaatagt 120 

gtcgtcagca gcagccattt ggtcccagga ggaaaagagg ctgtggcagc gacgccgacg 18 0 

tcctgcgcgt accccctctc cgcggcaccc accgggcccc ctcctcctcc tcttcggcgg 24 0 

cggcagcgtc caccatcttc ctcttgctgc cagtggtagc gctcgtctgg cggagctggt 300 

tgttggtctt gacgatatta tggatgaagg agttgttaaa gaaagtggca atgataccat 360 

tgatgaagaa gaactgattt tacctaacag gaacttaagg gacg 4 04 



<210> 805 
<211> 344 
<212> DNA 

<213> Homo sapiens 



<400> 805 

tttttttttt aacaaggaac tgagtatatg tatatttcat caggggaggg gctaggactc 60 

ccacttggag gcctcaggag ttctgctggg cgtcgcgaag gagcttctcc tcccgccgct 12 0 

tccgtaacct ctctttgaat tcctctatct cttgaagctt ctcaggtggc cacagctccc 18 0 

tcttgcgctg tatgacatcg tcctcaaacc actcggcctg attggaaacc cagaacatag 24 0 

ccacagggaa agtgaggtag attatcatcc gaaatatctc cagcttcacc cccatctcgt 3 00 

ttctcccggt caacaaagcc agttccgccc aaagccgacc ctcc 344 



<210> 806 

<211> 1208 

<212> DNA 

<213> Homo sapiens 



<400> 806 

ggggaacatc tcacattggg acctgtttgg gggtgaggga ctatgaaagg aatagcgtta 60 

ggagaaatac ctaatgtaaa tgatgagttg atgggagcag caaaccaaca tggcacatgt 120 

atacctgtgt aacaaacctg cacgttctgc acatgtaccc tagaacttaa agtataataa 180 

aaaaattgaa tgttacatac tataatttct gaccaaaaag gattaaaact agcaatcgat 240 

aacataagaa aattcataca attcacaaat atgtaaaaat taagcaattt actcttgaac 3 00 
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atgcttttgt tcaagagtta gaaaacttaa tattttgaac atgtctataa tgccaaaagt 360 

gacctacaga tttaatacaa tccctataaa attcttaatt ttatttttga cagatacaga 420 

aaatgtgact cccaaaagta tatggaattt caggagacca caaagaactc tacagttttc 480 

aaaaagagaa aaattttgga aacattacaa ttcctgtttt caaaacctgt tacaaatcta 540 

cagtaatcta agtagtttgt tactggcata aagacagaca aatagactaa taaaaccgag 600 

tgcaaaaaag atgtaaacgc tcacatattt attgtagctt tacttacaaa aatcaatagg 660 

ttaaagcaat ccatacttcc ctcaacaaac aaatgaatgg gtacaatttg gaatataaaa 720 

acaatagaat attacccagc ttttgaaaag cagaaaacct tttatctata ataaaaataa 780 

aatcttgatg acattatgct aaataaaaaa agccagctac aagacagata ctgagtgtat 840 

ccacatgtat aaaatatcta aagtagtaac atccttacga aacagagaat aagatagcat 900 

ttgtaaaggg ctgaacaaag gagaagacag gcagttgttt caggtggtat tggagtttta 960 

gttttcgtaa gattaaaaat gttctagaga tacgtccgaa taatggtcca tggtgctgga 1020 

aaggtctaaa ctatataatt attgccattg caaattattg taaaactgaa aataattgcc 1080 

aatttttata tggttcttat aacagtggta cccatgataa tatctaagtg agaaaccggt 1140 

ttaatgcatt tcaattaaat atctttcgga acttggccca aaaactggag tctgttcctc 1200 

tcggtttg 1208 



<210> 807 
<211> 432 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (1) . . . (432) 
<223> n = a, t, c or g 



<400> 807 

cagtctacgc ggtggccacc atcatgttct gcttcctggt gtctgtgctg tactccaagg 60 

ccaagctggc ctcggcctgc ggtggcatca tctacttcct gagctacgtg ccctacatgt 120 

acgtggcgat ccgagaggag gtggcgcatg ataagatcac ggccttcgag aagtgcatcg 180 

cgtccctcat gtccacgacg gcctttggtc tgggctctaa gtacttcgcg ctgtatgagg 240 

tgcccggcgt gggcatccag tggcacacct tcagccagtc cccggtggag ggggaagatt 3 00 

taaacttgcc cccccccccc cccatgatgc cggcccccgg ngtggtatat ggcatcctca 3 60 

cgaagtaaaa tgaggctgtg cacccaggca tgcccgggct gcccggcgcg cgcgcgggaa 420 

ttccgaacgg gt 432 



<210> 808 

<211> 483 

<212> DNA 

<213> Homo sapiens 



<400> 808 

ctctcgcccc ggaattaccg ggtcgacgat ttcgtatggg gtccccgggc atggtgctgg 60 

gcctcctggt gcagatctgg gccctgcaag aagcctcaag cctgagcgtg cagcaggggc 120 

ccaacttgct gcaggtgagg cagggcagtc aggcgaccct ggtctgccag gtggaccagg. 180 

ccacagcctg ggaacggctc cgggttaagt ggacaaagga tggggccatc ctgtgtcaac 240 

cgtacatcac caacggcagc ctcagcctgg gggtctgcgg gccccaggga cggctctcct 300 

ggcaggcacc cagccatctc accctgcagc tggaccctgt gagcctcaac cacagcgggg 360 

cgtacgtgtg ctgggcggcc gtagagattc ctgagttgga ggaggctgag ggcaacataa 420 

caaggctctt tgtggaccca gatgacccca cacagaacag aaaccggatc gcaagcttcc 480 

cag 483 
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<210> 809 
<211> 768 
<212> DNA 
<213> Homo sapiens 



<400> 809 

cccgtatttt tcgggtcgac gatttcgtgg tgggtggagt ggggcctcca ggtaagtggt 60 

gtggggcctg caggtgggtg gtgtggggcc tgcaagtggg tggagtgggg cttctcgtgt 120 

ggatgctgag ggcccctgtg ctgagggtgg tggtccccat cctcctccac cctgctgccc 180 

ctgaggcctg agtgctcagg ctccctctgc ctgttttagg gttcactgtt caccctggtg 24 0 

acaggtgggt gctggagacc ggccgcctgt atgaaatcac catcgaagtt tttgacaagt 300 

tcagcaacaa ggtctatgta tctgacgtga gtgcctgttc aggtcctggc tggggggatg 360 

aggtggggtc gttgtctgac gcggctgctg aagagcagcc cccaaagcaa caggagcccc 42 0 

catgcaggct gaccgaggag gggtcctgtt tctagtggcg ctcccgggtc tgtgggaaac 48 0 

agtgctgagg catcccgggg catctccaga gcctgtgagc ctgcacaccg gcctagctgc 54 0 

agagcccctg ttgggctgga gggcagaggt tgccacagcg gcagggctcc aggataggag 600 

gatagggagg aggtctctgc ccgccactct cccgccccct tttccccaag ctggggacct 660 

cagagaatcc attctcctcc tgccctgcag agagtcacgg agcacgtcct ggctttctcc 72 0 

gtactgggtt ccagaaatac ctggaaccct gcatgacaga ggccgagg 768 



<210> 810 

<211> 473 

<212> DNA 

<213> Homo sapiens 



<210> 811 

<211> 14139 

<212> DNA 

<213> Homo sapiens 



<400> 811 

gcactgcagc gccagcgtcc gagcgggcgg ccgagctccc ggagcggcct ggccccgagc 60 

cccgagcggg cgtcgctcag cagcaggtcg cggccgcgca gccccatcca gccccgcgcc 120 

cgccatgccg tccgcgggcc ccgcctgagc tgcggtctcc gcgcgcgggc gggcctgggg 180 

acggcggggc catgcgcgcg ctgccctaac gatgccgccc gccgcgcccg cccgcctggc 240 

gctggccctg ggcctgggcc tgtggctcgg ggcgctggcg gggggccccg ggcgcggctg 300 

cgggccctgc gagcccccct gcctctgcgg cccagcgccc ggcgccgcct gccgcgtcaa 360 

ctgctcgggc cgcgggctgc ggacgctcgg tcccgcgctg cgcatccccg cggacgccac 420 

agcgctagac gtctcccaca acctgctccg ggcgctggac gttgggctcc tggcgaacct 480 

ctcggcgctg gcagagctgg atataagcaa caacaagatt tctacgttag aagaaggaat 540 



<400> 810 



tttcgtgcgg ctggcccggt ttcctggcga cgcggccctg 
cgttaccctc tttctcttcc cgacgcgtga gttaggccgt 
cccccaagct ggttcccgct gtagcaaacg tccgcggcct 
cacagcgaag gtactccctt cagcctgtcc cagaaaggag 
gccagcccag cccctttaca cacccacacc tcctcagacc 
aagtcggctg aaactaagga aatgcagctc accactgaaa 
ttcaaagctg taaggggagg taactccagg actatctcag 
acacaaacta atgtctctga tccagaagga agctcaaggg 



caggcggttg cgttccccgt 
aatgccttgg ctgctctcag 
ctcaggatgt atgttgtgtt 
gattccaaac cgatacttag 
agactcgaat tcctgctggg 
cccacaagaa atcagagttt 
gtggaatatg cacttcgcag 
cagagtggga cat 



60 
120 
180 
240 
300 
360 
420 
473 
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atttgctaat ttatttaatt taagtgaaat aaacctgagt gggaacccgt ttgagtgtga 600 

ctgtggcctg gcgtggctgc cgcgatgggc ggaggagcag caggtgcggg tggtgcagcc 660 

cgaggcagcc acgtgtgctg ggcctggctc cctggctggc cagcctctgc ttggcatccc 720 

cttgctggac agtggctgtg gtgaggagta tgtcgcctgc ctccctgaca acagctcagg 780 

caccgtggca gcagtgtcct tttcagctgc ccacgaaggc ctgcttcagc cagaggcctg 840 

cagcgccttc tgcttctcca ccggccaggg cctcgcagcc ctctcggagc agggctggtg 900 

cctgtgtggg gcggcccagc cctccagtgc ctcctttgcc tgcctgtccc tctgctccgg 960 

ccccccgcca cctcctgccc ccacctgtag gggccccacc ctcctccagc acgtcttccc 1020 

tgcctcccca ggggccaccc tggtggggcc ccacggacct ctggcctctg gccagctagc 1080 

agccttccac atcgctgccc cgctccctgt cactgccaca cgctgggact tcggagacgg 1140 

ctccgccgag gtggatgccg ctgggccggc tgcctcgcat cgctatgtgc tgcctgggcg 1200 

ctatcacgtg acggccgtgc tggccctggg ggccggctca gccctgctgg ggacagacgt 1260 

gcaggtggaa gcggcacctg ccgccctgga gctcgtgtgc ccgtcctcgg tgcagagtga 1320 

cgagagcctt gacctcagca tccagaaccg cggtggttca ggcctggagg ccgcctacag 138 0 

catcgtggcc ctgggcgagg agccggcccg agcggtgcac ccgctctgcc cctcggacac 1440 

ggagatcttc cctggcaacg ggcactgcta ccgcctggtg gtggagaagg cggcctggct 1500 

gcaggcgcag gagcagtgtc aggcctgggc cggggccgcc ctggcaatgg tggacagtcc 1560 

cgccgtgcag cgcttcctgg tctcccgggt caccaggagc ctagacgtgt ggatcggctt 1620 

ctcgactgtg cagggggtgg aggtgggccc agcgccgcag ggcgaggcct tcagcctgga 1680 

gagctgccag aactggctgc ccggggagcc acacccagcc acagccgagc actgcgtccg 1740 

gctcgggccc accgggtggt gtaacaccga cctgtgctca gcgccgcaca gctacgtctg 1800 

cgagctgcag cccggaggcc cagtgcagga tgccgagaac ctcctcgtgg gagcgcccag 1860 

tggggacctg cagggacccc tgacgcctct ggcacagcag gacggcctct cagccccgca 1920 

cgagcccgtg gaggtcatgg tattcccggg cctgcgtctg agccgtgaag ccttcctcac 1980 

cacggccgaa tttgggaccc aggagctccg gcggcccgcc cagctgcggc tgcaggtgta 2040 

ccggctcctc agcacagcag ggaccccgga gaacggcagc gagcctgaga gcaggtcccc 2100 

ggacaacagg acccagctgg cccccgcgtg catgccaggg ggacgctggt gccctggagc 2160 

caacatctgc ttgccgctgg acgcctcttg ccacccccag gcctgcgcca atggctgcac 2220 

gtcagggcca gggctacccg gggcccccta tgcgctatgg agagagttcc tcttctccgt 2280 

tgccgcgggg ccccccgcgc agtactcggt caccctccac ggccaggatg tcctcatgct 2340 

ccctggtgac ctcgttggct tgcagcacga cgctggccct ggcgccctcc tgcactgctc 2400 

gccggctccc ggccaccctg gtccccaggc cccgtacctc tccgccaacg cctcgtcatg 2460 

gctgccccac ttgccagccc agctggaggg cacttgggcc tgccctgcct gtgccctgcg 2520 

gctgcttgca gccacggaac agctcaccgt gctgctgggc ttgaggccca accctggact 2580 

gcggatgcct gggcgctatg aggtccgggc agaggtgggc aatggcgtgt ccaggcacaa 2640 

cctctcctgc agctttgacg tggtctcccc agtggctggg ctgcgggtca tctaccctgc 2700 

cccccgcgac ggccgcctct acgtgcccac caacggctca gccttggtgc tccaggtgga '2760 

ctctggtgcc aacgccacgg ccacggctcg ctggcctggg ggcagtgtca gcgcccgctt 2820 

tgagaatgtc tgccctgccc tggtggccac cttcgtgccc ggctgcccct gggagaccaa 2880 

cgataccctg ttctcagtgg tagcactgcc gtggctcagt gagggggagc acgtggtgga 2940 

cgtggtggtg gaaaacagcg ccagccgggc caacctcagc ctgcgggtga cggcggagga 3000 

gcccatctgt ggcctccgcg ccacgcccag ccccgaggcc cgtgtactgc agggagtcct 3060 

agtgaggtac agccccgtgg tggaggccgg ctcggacatg gtcttccggt ggaccatcaa 3120 

cgacaagcag tccctgacct tccagaacgt ggtcttcaat gtcatttatc agagcgcggc 3180 

ggtcttcaag ctctcactga cggcctccaa ccacgtgagc aacgtcaccg tgaactacaa 3240 

cgtaaccgtg gagcggatga acaggatgca gggtctgcag gtctccacag tgccggccgt 3300 

gctgtccccc aatgccacgc tagcactgac ggcgggcgtg ctggtggact cggccgtgga 3360 

ggtggccttc ctgtggaact ttggggatgg ggagcaggcc ctccaccagt tccagcctcc 342 0 

gtacaacgag tccttcccgg ttccagaccc ctcggtggcc caggtgctgg tggagcacaa 3480 

tgtcatgcac acctacgctg ccccaggtga gtacctcctg accgtgctgg catctaatgc 3540 

cttcgagaac ctgacgcagc aggtgcctgt gagcgtgcgc gcctccctgc cctccgtggc 3600 

tgtgggtgtg agtgacggcg tcctggtggc cggccggccc gtcaccttct acccgcaccc 3660 

gctgccctcg cctgggggtg ttctttacac gtgggacttc ggggacggct cccctgtcct 3720 

gacccagagc cagccggctg ccaaccacac ctatgcctcg aggggcacct accacgtgcg 3780 

cctggaggtc aacaacacgg tgagcggtgc ggcggcccag gcggatgtgc gcgtctttga 3 840 

ggagctccgc ggactcagcg tggacatgag cctggccgtg gagcagggcg cccccgtggt 3900 

ggtcagcgcc gcggtgcaga cgggcgacaa catcacgtgg accttcgaca tgggggacgg 3960 

caccgtgctg tcgggcccgg aggcaacagt ggagcatgtg tacctgcggg cacagaactg 4020 

cacagtgacc gtgggtgcgg ccagccccgc cggccacctg gcccggagcc tgcacgtgct 4080 
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ggtcttcgtc ctggaggtgc tgcgcgttga acccgccgcc tgcatcccca cgcagcctga 414 0 

cgcgcggctc acggcctacg tcaccgggaa cccggcccac tacctcttcg actggacctt 4200 

cggggatggc tcctccaaca cgaccgtgcg ggggtgcccg acggtgacac acaacttcac 4260 

gcggagcggc acgttccccc tggcgctggt gctgtccagc cgcgtgaaca gggcgcatta 4320 

cttcaccagc atctgcgtgg agccagaggt gggcaacgtc accctgcagc cagagaggca 4380 

gtttgtgcag ctcggggacg aggcctggct ggtggcatgt gcctggcccc cgttccccta 4440 

ccgctacacc tgggactttg gcaccgagga agccgccccc acccgtgcca ggggccctga 4500 

ggtgacgttc atctaccgag acccaggctc ctatcttgtg acagtcaccg cgtccaacaa 4560 

catctctgct gccaatgact cagccctggt ggaggtgcag gagcccgtgc tggtcaccag 4620 

catcaaggtc aatggctccc ttgggctgga gctgcagcag ccgtacctgt tctctgctgt 4680 

gggccgtggg cgccccgcca gctacctgtg ggatctgggg gacggtgggt ggctcgaggg 4740 

tccggaggtc acccacgctt acaacagcac aggtgacttc accgttaggg tggccggctg 4800 

gaatgaggtg agccgcagcg aggcctggct caatgtgacg gtgaagcggc gcgtgcgggg 4860 

gctcgtcgtc aatgcaagcc gcacggtggt gcccctgaat gggagcgtga gcttcagcac 4920 

gtcgctggag gccggcagtg atgtgcgcta ttcctgggtg ctctgtgacc gctgcacgcc 4980 

catccctggg ggtcctacca tctcttacac cttccgctcc gtgggcacct tcaatatcat 5040 

cgtcacggct gagaacgagg tgggctccgc ccaggacagc atcttcgtct atgtcctgca 5100 

gctcatagag gggctgcagg tggtgggcgg tggccgctac ttccccacca accacacggt 5160 

acagctgcag gccgtggtta gggatggcac caacgtctcc tacagctgga ctgcctggag 5220 

ggacaggggc ccggccctgg ccggcagcgg caaaggcttc tcgctcaccg tgctcgaggc 5280 

cggcacctac catgtgcagc tgcgggccac caacatgctg ggcagcgcct gggccgactg 5340 

caeca tggac ttcgtggagc ctgtggggtg gctgatggtg accgcctccc cgaacccagc 5400 

tgccgtcaac acaagegtea ccctcagtgc cgagctggct ggtggcagtg gtgtcgtata 5460 

cacttggtcc ttggaggagg ggctgagctg ggagacctcc gagecattta ccacccatag 5520 

cttccccaca cccggcctgc acttggtcac catgaeggea gggaacccgc tgggctcagc 5580 

caacgccacc gtggaagtgg atgtgcaggt gcctgtgagt ggcctcagca teagggecag 5640 

cgagcccgga ggcagcttcg tggeggcegg gtcctctgtg cccttttggg ggcagctggc 5700 

cacgggcacc aatgtgagct ggtgctgggc tgtgcccggc ggcagcagca agcgtggccc 5760 

tcatgtcacc atggtcttcc eggatgetgg caccttctcc atccggctca atgcctccaa 5820 

cgcagtcagc tgggtctcag ccacgtacaa cctcacggcg gaggagecca tcgtgggcct 5880 

ggtgctgtgg gccagcagca aggtggtggc gcccgggcag ctggtccatt ttcagatcct 5940 

gctggctgcc ggctcagctg tcaccttccg cctgcaggtc ggeggggeca accccgaggt 6000 

gctccccggg ccccgtttct cccacagctt cccccgcgtc ggagaccacg tggtgagcgt 6060 

gcggggcaaa aaccacgtga gctgggccca ggcgcaggtg cgcatcgtgg tgctggaggc 6120 

cgtgagtggg ctgcagatgc ccaactgctg cgagcctggc atcgccacgg gcactgagag 6180 

gaacttcaca gcccgcgtgc agcgcggctc tcgggtcgcc tacgcctggt acttctcgct 6240 

gcagaaggtc cagggegact cgctggtcat cctgtcgggc cgcgacgtca cctacacgcc 6300 

cgtggccgcg gggctgttgg agatccaggt gcgcgccttc aacgccctgg gcagtgagaa 6360 

ccgcacgctg gtgctggagg ttcaggaege cgtccagtat gtggccctgc agagcggccc 642 0 

ctgcttcacc aaccgctcgg cgcagtttga ggccgccacc agccccagcc cccggcgtgt 648 0 

ggcctaccac tgggactttg gggatgggtc gecagggcag gacacagatg agcccagggc 654 0 

cgagcactcc tacctgaggc ctggggacta ccgcgtgcag gtgaacgect ccaacctggt 660 0 

gagcttcttc gtggcgcagg ccacggtgac cgtccaggtg ctggcctgcc gggagccgga 666 0 

ggtggacgtg gtcctgcccc tgcaggtgct gatgeggega tcacagcgca actacttgga 672 0 

ggcccacgtt gacctgcgcg actgcgtcac ctaccagact gagtaccget gggaggtgta 678 0 

tcgcaccgcc agctgccagc ggccggggcg cccagcgcgt gtggccctgc ccggcgtgga 6840 

cgtgagccgg cctcggctgg tgctgccgcg gctggcgctg cctgtggggc actactgett 6900 

tgtgtttgtc gtgtcatttg gggacacgcc actgacacag agcatccagg ccaatgtgac 6960 

ggtggccccc gagegectgg tgcccatcat tgagggtggc tcataccgcg tgtggtcaga 7020 

cacacgggac ctggtgctgg atgggagcga gtcctacgac cccaacctgg aggaeggega 7080 

ccagacgccg ctcagtttcc actgggcctg tgtggcttcg acacagaggg aggctggegg 7140 

gtgtgcgctg aactttgggc cccgcgggag cagcacggtc accattccac gggagegget 7200 

ggcggctggc gtggagtaca ccttcagcct gaccgtgtgg aaggccggcc gcaaggagga 7260 

ggccaccaac cagacggtgc tgatceggag tggccgggtg cccattgtgt ccttggagtg 7320 

tgtgtcctgc aaggcacagg ccgtgtacga agtgagccgc agctcctacg tgtacttgga 7380 

gggccgctgc etcaattgea gcagcggctc caagegaggg cggtgggctg caegtaegtt 7440 

cagcaacaag acgctggtgc tggatgagac caccacatcc aegggcagtg caggcatgeg 7500 

actggtgctg eggeggggeg tgctgcggga eggegaggga tacaccttca cgctcacggt 7560 

gctgggccgc tetggegagg aggagggctg cgcctccatc cgcctgtccc ccaaccgccc 7620 
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gccgctgggg ggctcttgcc gcctcttccc actgggcgct gtgcacgccc tcaccaccaa 7680 

ggtgcacttc gaatgcacgg gctggcatga cgcggaggat gctggcgccc cgctggtgta 7740 

cgccctgctg ctgcggcgct gtcgccaggg ccactgcgag gagttctgtg tctacaaggg 7800 

cagcctctcc agctacggag ccgtgctgcc cccgggtttc aggccacact tcgaggtggg 7860 

cctggccgtg gtggtgcagg accagctggg agccgctgtg gtcgccctca acaggtcttt 7920 

ggccatcacc ctcccagagc ccaacggcag cgcaacgggg ctcacagtct ggctgcacgg 7980 

gctcaccgct agtgtgctcc cagggctgct gcggcaggcc gatccccagc acgtcatcga 8040 

gtactcgttg gccctggtca ccgtgctgaa cgagtacgag cgggccctgg acgtggcggc 8100 

agagcccaag cacgagcggc agcaccgagc ccagatacgc aagaacatca cggagactct 8160 

ggtgtccctg agggtccaca ctgtggatga catccagcag atcgctgctg cgctggccca 8220 

gtgcatgggg cccagcaggg agctcgtatg ccgctcgtgc ctgaagcaga cgctgcacaa 82 80 

gctggaggcc atgatgctca tcctgcaggc agagaccacc gcgggcaccg tgacgcccac 8340 

cgccatcgga gacagcatcc tcaacatcac aggagacctc atccacctgg ccagctcgga 8400 

cgtgcgggca ccacagccct cagagctggg agccgagtca ccatctcgga tggtggcgtc 8460 

ccaggcctac aacctgacct ctgccctcat gcgcatcctc atgcgctccc gcgtgctcaa 8520 

cgaggagccc ctgacgctgg cgggcgagga gatcgtggcc cagggcaagc gctcggaccc 8580 

gcggagcctg ctgtgctatg gcggcgcccc agggcctggc tgccacttct ccatccccga 8640 

ggctttcagc ggggccctgg ccaacctcag tgacgtggtg cagctcatct ttctggtgga 8700 

ctccaatccc tttccctttg gctatatcag caactacacc gtctccacca aggtggcctc 8760 

gatggcattc cagacacagg ccggcgccca gatccccatc gagcggctgg cctcagagcg 8820 

cgccatcacc gtgaaggtgc ccaacaactc ggactgggct gcccggggcc accgcagctc 8880 

cgccaactcc gccaactccg ttgtggtcca gccccaggcc tccgtcggtg ctgtggtcac 8940 

cctggacagc agcaaccctg cggccgggct gcatctgcag ctcaactata cgctgctgga 9000 

cggccactac ctgtctgagg aacctgagcc ctacctggca gtctacctac actcggagcc 906 0 

ccggcccaat gagcacaact gctcggctag caggaggatc cgcccagagt cactccaggg 912 0 

tgctgaccac cggccctaca ccttcttcat ttccccgggg agcagagacc cagcggggag 918 0 

ttaccatctg aacctctcca gccacttccg ctggtcggcg ctgcaggtgt ccgtgggcct 9240 

gtacacgtcc ctgtgccagt acttcagcga ggaggacatg gtgtggcgga cagaggggct 9300 

gctgcccctg gaggagacct cgccccgcca ggccgtctgc ctcacccgcc acctcaccgc 9360 

cttcggcacc agcctcttcg tgcccccaag, ccatatccgc tttgtgtttc ctgagccaac 942 0 

agcggatgta aactacatcg tcatgctgac atgtgctgtg tgcctggtga cctacatggt 9480 

catggccgcc atcctgcaca agctggacca gttggatgcc agccggggcc gcgccatccc 954 0 

cttctgtggg cagcggggcc gcttcaagta cgagatcctc gtcaagacag gctggggccg 960 0 

gggctcaggt accacggccc acgtgggcat catgctgtat ggggtggaca gccggagcgg 966 0 

ccaccggcac ctggacggcg acagagcctt ccaccgcaac agtctggaca tcttccagat 972 0 

cgccaccccg cacagcctgg gtagcatgtg gaagatccga gtgtggcacg acaacaaagg 978 0 

gctcagccct gcctggttcc tgcagcacat catcgtcagg gacctgcaga cggcacgcag 984 0 

caccttcttc ctggtcaatg actggctttc ggtggagacg gaggccaacg ggggcctggt 990 0 

ggagaaggag gtgctggccg cgagtcacgc agcccttttg cgcttccggc gcctgctggt 996 0 

ggctgagctg cagcgtggct tctttgacaa gcacatctgg ctctccatat gggaccggcc 1002 0 

gcctcgtagc cgtttcactc gcatccagag ggccacctgc tgcgttctcc tcatctgcct 1008 0 

cttcctgggc gccaacgccg tgtggtacgg ggctgttggc gactctgcct acagcacggg 1014 0 

gcatgtgtcc aggctgagcc cgctgagcgt cgacacagtc gctgttggcc tggtgtccag 102 00 

cgtggttgtc tatcccgtct acctggccat cctttttctc ttccggatgt cccggagcaa 1026 0 

ggtggctggg agcccgagcc ccacacctgc cgggcagcag gtgctggaca tcgacagctg 1032 0 

cctggactcg tccgtgctgg acagctcctt cctcacgttc tcaggcctcc acgctgagca 10380 

ggcctttgtt ggacagatga agagtgactt gtttctggat gattctaaga gtctggtgtg 1044 0 

ctggccctcc ggcgagggaa cgctcagttg gccggacctg ctcagtgacc cgtccattgt 10500 

gggtagcaat ctgcggcagc tggcacgggg ccaggcgggc catgggctgg gcccagagga 10560 

ggacggcttc tccctggcca gcccctactc gcctgccaaa tccttctcag catcagatga 1062 0 

agacctgatc cagcaggtcc ttgccgaggg ggtcagcagc ccagccccta cccaagacac 10680 

ccacatggaa acggacctgc tcagcagcct gtccagcact cctggggaga agacagagac 1074 0 

gctggcgctg cagaggctgg gggagctggg gccacccagc ccaggcctga actgggaaca 10800 

gccccaggca gcgaggctgt ccaggacagg actggtggag ggtctgcgga agcgcctgct 1086 0 

gccggcctgg tgtgcctccc tggcccacgg gctcagcctg ctcctggtgg ctgtggctgt 10920 

ggctgtctca gggtgggtgg gtgcgagctt ccccccgggc gtgagtgttg cgtggctcct 10980 

gtccagcagc gccagcttcc tggcctcatt cctcggctgg gagccactga aggtcttgct 11040 

ggaagccctg tacttctcac tggtggccaa gcggctgcac ccggatgaag atgacaccct 11100 

ggtagagagc ccggctgtga cgcctgtgag cgcacgtgtg ccccgcgtac ggccacccca 11160 
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cggctttgca ctcttcctgg ccaaggaaga agcccgcaag gtcaagaggc tacatggcat 11220 

gctgcggagc ctcctggtgt acatgctttt tctgctggtg accctgctgg ccagctatgg 11280 

ggatgcctca tgccatgggc acgcctaccg tctgcaaagc gccatcaagc aggagctgca 11340 

cagccgggcc ttcctggcca tcacgcggtc tgaggagctc tggccatgga tggcccacgt 11400 

gctgctgccc tacgtccacg ggaaccagtc cagcccagag ctggggcccc cacggctgcg 11460 

gcaggtgcgg ctgcaggaag cactctaccc agaccctccc ggccccaggg tccacacgtg 11520 

ctcggccgca ggaggcttca gcaccagcga ttacgacgtt ggctgggaga gtcctcacaa 11580 

tggctcgggg acgtgggcct attcagcgcc ggatctgctg ggggcatggt cctggggctc 11640 

ctgtgccgtg tatgacagcg ggggctacgt gcaggagctg ggcctgagcc tggaggagag 11700 

ccgcgaccgg ctgcgcttcc tgcagctgca caactggctg gacaacagga gccgcgctgt 11760 

gttcctggag ctcacgcgct acagcccggc cgtggggctg cacgccgccg tcacgctgcg 11820 

cctcgagttc ccggcggccg gccgcgccct ggccgccctc agcgt'ccgcc cctttgcgct 11880 

gcgccgcctc agcgcgggcc tctcgctgcc tctgctcacc tcggtgtgcc tgctgctgtt 11940 

cgccgtgcac ttcgccgtgg ccgaggcccg tacttggcac agggaagggc gctggcgcgt 12000 

gctgcggcfcc ggagcctggg cgcggtggct gctggtggcg ctgacggcgg ccacggcact 12060 

ggtacgcctc gcccagctgg gtgccgctga ccgccagtgg acccgtttcg tgcgcggccg 12120 

cccgcgccgc ttcactagct tcgaccaggt ggcgcacgtg agctccgcag cccgtggcct 12180 

ggcggcctcg ctgctcttcc tgcttttggt caaggctgcc cagcacgtac gcttcgtgcg 12240 

ccagtggtcc gtctttggca agacattatg ccgagctctg ccagagctcc tgggggtcac 12300 

cttgggcctg gtggtgctcg gggtagccta cgcccagctg gccatcctgc tcgtgtcttc 12360 

ctgtgtggac tccctctgga gcgtggccca ggccctgttg gtgctgtgcc ctgggactgg 12420 

gctctctacc ctgtgtcctg ccgagtcctg gcacctgtca cccctgctgt gtgtggggct 12480 

ctgggcactg cggctgtggg gcgccctacg gctgggggct gttattctcc gctggcgcta 1254 0 

ccacgccttg cgtggagagc tgtaccggcc ggcctgggag ccccaggact acgagatggt 12600 

ggagttgttc ctgcgcaggc tgcgcctctg gatgggcctc agcaaggtca aggagttccg 12660 

ccacaaagtc cgctttgaag ggatggagcc gctgccctct cgctcctcca ggggctccaa 12720 

ggtatccccg gatgtgcccc cacccagcgc tggctccgat gcctcgcacc cctccacctc 12780 

ctccagccag ctggatgggc tgagcgtgag cctgggccgg ctggggacaa ggtgtgagcc 12840 

tgagccctcc cgcctccaag ccgtgttcga ggccctgctc acccagtttg accgactcaa 12900 

ccaggccaca gaggacgtct accagctgga gcagcagctg cacagcctgc aaggccgcag 12960 

gagcagccgg gcgcccgccg gatcttcccg tggcccatcc ccgggcctgc ggccagcact 13020 

gcccagccgc cttgcccggg ccagtcgggg tgtggacctg gccactggcc ccagcaggac 13 080 

accccttcgg gccaagaaca aggtccaccc cagcagcact tagtcctcct tcctggcggg 13140 

ggtgggccgt ggagtcggag tggacaccgc tcagtattac tttctgccgc tgtcaaggcc 132 00 

gagggccagg cagaatggct gcacgtaggt tccccagaga gcaggcaggg gcatctgtct 13260 

gtctgtgggc ttcagcactt taaagaggct gtgtggccaa ccaggaccca gggtcccctc 13320 

cccagctccc ttgggaagga cacagcagta ttggacggtt tctagcctct gagatgctaa 13380 

tttatttccc cgagtcctca ggtacagcgg gctgtgcccg gccccacccc ctgggcagat 13440 

gtcccccact gctaaggctg ctggcttcag ggagggttag cctgcaccgc cgccaccctg 13500 

cccctaagtt attacctctc cagttcctac cgtactccct gcaccgtctc actgtgtgtc 13560 

tcgtgtcagt aatttatatg gtgttaaaat gtgtatattt ttgtatgtca ctattttcac 13 620 

tagggctgag gggcctgcgc ccagagctgg cctcccccaa cacctgctgc gcttggtagg 13680 

tgtggtggcg ttatggcagc ccggctgctg cttggatgcg agcttggcct tgggccggtg 13 740 

ctgggggcac agctgtctgc caggcactct catcacccca gaggccttgt catcctccct 13 800 

tgccccaggc caggtagcaa gagagcagcg cccaggcctg ctggcatcag gtctgggcaa 13860 

gtagcaggac taggcatgtc agaggacccc agggtggtta gaggaaaaga ctcctcctgg 13920 

gggctggctc ccagggtgga ggaaggtgac tgtgtgtgtg tgtgtgtgcg cgcgcgacgc 13980 

gcgagtgtgc tgtatggccc aggcagcctc aaggccctcg gagctggctg tgcctgcttc 14040 

tgtgtaccac ttctgtgggc atggccgctt ctagagcctc gacacccccc caacccccgc 14100 

accaagcaga caaagtcaat aaaagagctg tctgactgc 14139 



<210> 812 
<211> 378 
<212> DNA 
<213> Homo sapiens 
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<400> 812 

ggccaggtag acagaaccat cgagagactc cagggagctc agcagcatca ggacagaggt 60 

ccagcgtgtc tgcaggcagc ttggagtaga agacgcgcgt acagctgatg acggtgccca 120 

cgtcgcagag cgcgcggtaa tcccggttcc gggcgcgcgc cgccttcacg tgcagcgtgt 180 

agagcgagag cattaagccc gtcaggcaaa gagcgagccg cacccatcca gggctccccc 240 

aggtgctgcc cattatctcc aggttccgcg cgaggcgccc gcggagacta ccagccacgg 300 

agcaggggcc ggccgtctga atgtccgcgc ccctcctggc cctctgattc ggcgactgtt 360 

cgtccgtgct cgcattcc 3 78 



<210> 813 
<211> 854 
<212> DNA 
<213> Homo sapiens 



<400> 813 

gactggtgga attctaacgt tacaatttag tcttcaggga acagaatatt cagcagcgct 60 

gtgatggaat ctgaggagtc actcagagcc ccgccccccc accaccccat acacagtgac 120 

tgagggactg tgcctcattg tgggcaaggg gtgagaaaac cccttcgtga tctgaagtgt 180 

ggctgtatct tgggaggtgg aaacacaagg ctgcttgctt gttctgaatt tcacatgtgc 240 

gtggaaggtg catgtggaag ctgagtgtca tatggtagct gggttagagc ctttttgtct 300 

ctcagctcca aagccactgt tcaccgcctt gctctgtgat catggcattg gactttgtca 360 

atgttctcct ctgccagtta gcagaggtga cactgggggt gctacgggaa gaaggggcat 42 0 

ccctcctggt tgcactgggc agcgctctct tcccatctgc agctgccgtg ggcaagcagg 480 

gttccatggg ggtgacttcc cacatgcaat gccctgtctg ccagcacccg agggacgtcc 540 

tgcttgccag tcctgtctca cattcccatg cctgccagcc ccagcctgct ggctgcagca 600 

actgccatct ggggcatctg acacggtctc cgccattcca agggctgctt ccactcctcc 660 

agtgagagcg agcctcggga ccagaggaac ggcccaaaca accaagcagc agccgccagg 720 

tctttatcac aggcctgctc tgggctgagc ggtgagatgg ggtctcttga aaagtgggca 780 

ctgaactgaa tgcactgagc taagaggcat ctcaggggat acctggcctc cagcagcacc 84 0 

aaaacggggt ccat 854 



<210> 814 

<211> 605 

<212> DNA 

<213> Homo sapiens 



<400> 814 

agctcgctga gggaggggat gtctttgact gcgtgctgaa tggggggcca ctgcctgaaa 60 

gccgggccaa ggccctcttc cgtcagatgg ttgaggccat ccgctactgc catggctgtg 120 

gtgtggccca ccgggacctc aaatgtgaga acgccttgtt gcagggcttc aacctgaagc 180 

tgactgactt tggctttgcc aaggtgttgc ccaagtcaca ccgggagctg agccagacct 240 

tctgcggcag tacagcctat gctgcccccg aggtgctgca gggcattccc cacgatagca 300 

aaaaaggtga tgtctggagc atgggtgtgg tcctgtatgt catgctctgt gccagcctac 360 

cttttgacga cacagacatc cccaagatgc tgtggcagca gcagaagggg gtgtccttcc 420 

ccactcatct gagcatctcg gccgattgcc aggacctgct caagaggctc ctggaacccg 480 

atatgatcct ccggccttca attgaagaag ttagttggca tccatggcta gcaagcactt 540 

gataaaagca atggcaagtg ctctccaata aagtaggggg agaaagcaaa cccaaaaaaa 600 

aaaaa 605 



<210> 815 
<211> 910 
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<212> DNA 

<213> Homo sapiens 



<400> 815 

aattacaaga acccatcaaa gactagagga aaaaaaatga tgtattccat ttttttaaac 60 

ccctcccctc atttcttttc aaactagacc aagtattcat gagtcagatg agaactatag 120 

gattttgaaa gacaaaacag tctgaaaggg catcttctta ttccttttaa aatgaaaaga 180 

ttagtttcca gagagatttg ctgacttgct taggccacac aaccagaagc ctgctggtgt 24 0 

tctgtctggg gattttttcc cattcaaatc tcataagtga agctccttct ccaaagaata 300 

atgtttctaa aatctagggt atgggcatct ggggtatgtc ctatatgcag gcaaatgcca 360 

taaatagcat tcattcagag gctcaattac atcaaaacag aaggatttaa agagtccctg 420 

atgttctctt tcactcttgc ttttgtctcc tttgccttgc tccacatgtt ccttccctca 480 

gggccatgtg gtgtttgatg ccagcggctc tcggatggca tggacgctta tcgagcagct 540 

tcagggttag tacaggggca ggaggggacc ggacatgggg gctaggctgg ggctgggctg 600 

ggatgccccc tggggaagaa tgccagagac atcacaagat tgccctggca cctcccaact 660 

tctgcccttc tcttttaact ctgttcacca agcttgtaaa taataataat aataagctta 720 

actacaagaa gattgatgtc tttgagttgc actggttttg ctcttgaaaa gaggtgtgca 780 

ggctgggtgt ggtggctcac ccctgtaatc ccagcacttt tgggaggcca aggcaggcag 840 

atcatgatca tggtcaggag tttgagacca gccggaccaa catggggaaa cctgtctact 900 

accaaaaccc 910 



<210> 816 

<211> 1892 

<212> DNA 

<213> Homo sapiens 



<400> 816 

tttttttttt agaaatcaaa t'ctgtgtcct ttattccacc tggtagggca tacccaagaa 60 

ccatatactg agtcctgtct caggttgatg gagggttccc tgggcccaag gcacacaact 120 

gcctgtgctc tgctctacag atgataggag ggatggacag tggagagaag ctgagccttg 180 

tgaccaagac ccccagcatg atggggaatg gaaagttgga agaagtagga ctacaaggga 240 

ggggacaggg aggggcttag aggcatttgg ggcaggctgg gcattttgaa gtgagaggca 300 

tttccatcca gctccccatg tccactgaca gccacaccca ggcttcaggt ggaggtgagg 360 

ctgctgtttc ccaatgcggt gctatattct tctggaagcc cctttccttc tgctgtggct 420 

agagctgtga ccaagaatgg gaacaggagg ctgctaaagt ctggagaagc aggaatcatt 480 

tgtcagaaga acacagaagc cacctgctgg gagttctatc tttttagaga tgagctgttt 540 

ggggtttaga aatgagatgg aaggaagtgg aaggcagagg gcaagggcgg agttgtgaga 600 

ggctaccagc acaaggatgg aggctggggg ccatgtgcag tagggccaga aaagtgttca 660 

gtggaattgt gggtaggagg ctgagatgct gctgggccct gtccccacca aagatggaag 720 

aactgaggtg gaggcaactg gccacttgcc taggagagaa ctcaggcacc aagttaaaaa 780 

gactcccatg aagaactgcc accttctacc cgctgcagtc ttggatggtc tacccatgca 840 

gaaatcagtg gccaggaagg cagggcctac tgctgggata tcagggcaag tgcccagtcc 900 

aagaaagcca ctgtaatgtc ctgtaggcaa agccaggtcc agtggacagc ctcactgagc 960 

tgtgtcttca tgcagtccca ggtcacctca cctctgcatg cctcatggca gtgctcctgg 1020 

gcccaggcca gggcctcaag caagaggtgc cacagtggca gcagcacatt ctggtggaaa 1080 

agcaggggca gctctctcag atagcggagt agctgattca cggaatcggg gagctggatc 1140 

tgtagcctct gagagagact ggtgagactg tcaccaaacc acgcaaggtg agaggcacag 1200 

tgggcagaaa ggaagctgac tgtggcattg gtgtgagccc aggccagctg caagctgggc 1260 

cgcaccacgg tgagcaggtg ggagccccag agcggcagtg tctcccccag ccagctgtag 1320 

ccttgcagac tgtaggagta gagcttggca cacgcttgtt ggctagcagg taagaagcca 1380 

gatgatcgaa gcaaccggcc agtaagggag gcctggaagg agctgtgtga ccggaggtca 1440 

tggcacagga agcctacagc gaagaccagc agcaacagga ggagccgcgt ccagggcagc 1500 

cgaggaccct gaacctgctg caacaggccc ttgcaggcca tgtcacaggt gacgacatcc 1560 

tggttgttac tgctaccctt cctcagcagc tcctgattgg taagcttgag ggactgaatg 1620 

gtttcttgca aagacttctg taccttcttg ggaatctgct cccaggagct gagcaagtgc 1680 
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tccagcagaa ggctggactg tgacaggtgc ttagggtaca gctgcctcca gacgctggca 174 0 

ctgagggggt ccaccgtcag gcactcagtc aggctgctca ggagctgaat gtgctctctc 1800 

ttgggatcca tcttctgagg gtgaagctcg agtgagcggg gcaggcagct gtcaacaggg 1860 

agctctttct tcatctcagg gggacagcta gg 1892 



<210> 817 
<211> 687 
<212> DNA 
<213> Homo sapiens 



<400> 817 

gtgtggtgga attcctggag ccgggatagg gctgcggtgg gaccaaagcc tgtgagagac 60 

ttcccagctg tctggcttgt ggactgagca atctgcggcc cggtctcgag gggaaaatag 120 

gtctgtggtc cgcaaggccc cagtggagcc cttgggttcc cgcagaaccg actgggtctc 180 

cagtagtctc tgaggagccg ctcgaccttc tcccgaccct ggatctgagg caggagatgc 240 

ctcccccgcg ggtgttcaag agctttctga gcctgctctt ccaggggctg agcgtgttgt 300 

tatccctggc aggagacgtg ctggtcagca tgtacaggga ggtctgttcc atccgcttcc 360 

tgttcacggc tgtgtcgctg ctgagcctct ttctgtcagc attctggctg gggcttctgt 420 

acctggtctc tcctttggag aatgaaccta aggagatgct gactctaagt gagtaccacg 480 

agcgcgcgcg ctcccagggg cagcagctgc tgcaatttca ggccgagctg gataaactcc 540 

acaaggaggc gtcccttgtt tgcggctgcc cctccctgag agaggtgcca agctccgccg 600 

tctcaaggct ggaaccacct tctatcgcgc aaccccttct ctctcgtctc cagctttatt 660 

tatccgaccc ctcatcatat ctcgtcc 687 



<210> 818 

<211> 372 

<212> DNA 

<213> Homo sapiens 



<400> 818 

cgctgagatg tatacctggc aggtgggcaa taattagacg agaataaaag acacttgcat 60 

cattgccaga agtgtgtaaa cttctttttg cttcttttcc tggaggaata gaagagagag 12 0 

acagtcccca afcgtgtggag aatttctctt catcagcata tatagctgtg atatgtaaag 18 0 

gagcatcaaa ggtctcataa gtbtcatcgt cgttaaaata tacaaaaagg gctgtcaatg 240 

cttgagacat cagaattaac atacactctc tcttcgtaac agtccacggt tgctacctat 3 00 

taaccgtccc cggttaatac cttttatcca tagccggcca ccacctcata cccatcccct 360 

gtgccctgta tt 372 



<210> 819 

<211> 445 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (1) . . . (445) 

<223> n = a,t,c or g 



<400> 819 

gtcagcttcg gaanttccgg gnagactcac cgcgacggga cttggtgggt tcttggtctc 60 
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actgagttct agtttgaagc tgtttaccct cgcagctctc tgactggcac ccctgcctgc 120 

ctgcccggcc ctgcacaaca tgcagccctc cggcctcgag ggtcccggca cgtttggtcg 180 

gtggcctctg ctgagtctgc tgctcctgct gctgctgctc cagcctgtaa cctgtgccta 240 

caccacgcca ggccccccca gagccctcac cacgctgggc gcccccagag cccacaccat 3 00 

gccgggcacc tacgctccct cgaccacact cagtagtccc agcacccaag gcctgcaaga 360 

gcaggcacgg gccctgatgc gggacttccc gctcgtggac ggccacaacg acctgcccct 420 

ggttctaagg caggtttacc acaat 445 



<210> 820 

<211> 425 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (1) . . . (425) 

<223> n = a,t,c or g 



<400> 820 

gtcctaatta gaattatgct gggcctaacc atgaccaata cgtggccata ggtggtaccg 60 

gtgcgagagc gagatcagct cacttaccca ctcagactac gatccgaaag cataaccagt 120 

tcagtctact ggtgccggga agactggcca aatcaggaaa tgaggaagat ctacaccact 180 

gtgctgtttg ccaacatcta cctggctccc ctctccctca ttgtcatcat gtatggaagg 240 

attggaattt cactcttcag ggctgcagtt cctcacacag gcaggaagaa ccaagagcag 300 

tggcacgtgg tgtccaggaa gaagcagaag atcattaaga tgctcctgat tgtggccctg 360 

ctttttattc tctcatggct gcccctgtgg actctaatga tgctctcaga ctacgctaaa 420 

ccgan 425 



<210> 821 

<211> 706 

<212> DNA 

<213> Homo sapiens 



<400> 821 

ggattgagtg agcccaggag gtctaggctg cagtgagctg tgatcacacc tctgcactcc 60 

agcctgggtg acagagaaag atcctgtccc aaataactaa gtaaataaga tggcctgaac 120 

acttgcaccc ctaaacctgc tctgtcccag tgtgccccct cgaaaatggt ctgggttctg 180 

tatgtaactg ggcctctctc ctgcagagat cctctcagac tccgaggagg accgggtatc 240 

ttctaatacc aacagctatg actacggtga tgagtaccgg ccgctgttct tctaccagga 300 

gaccacggct cagatcctgg tccgggccct caatcccctg gattacatga agtggagaag 360 

gaaatcagca tactggaaag ccctcaaggt gttcaagctg cctgtggagt tcctgctgct 420 

cctcacagtc cccgtcgtgg acccggacaa ggatgaccag aactggaaac ggcccctcaa 480 

ctgtctgcat ctggttatca gccccctggt tgtggtcctg accctgcagt cggggaccta 540 

tggtgtctat gagataggcg gcctcgttcc cgtctgggtc gtggtggtga tcgcaggcac 600 

agccttggct tcagtgacct tttttgccac atctgacagc cagcccccca ggcttcactg 660 

gctctttgct ttcctgggct ttctgaccag cgccctgtgg atcaac 706 



<210> 822 
<211> 357 
<212> DNA 

<213> Homo sapiens 
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<400> 822 

cggacgcggg ggcggacgct gggccttgct ccttcctcat tgggatcatc agtcagtgaa 60 

ttggaaggaa atgggccatg ctggtcaaca atgttctggc ggggctgggg ggcaccctta 120 

tgggcctggc caacgttgct gactcctata aaatgctcat ccttgtacga ttcctttttt 180 

tcgcctactg acgcgctggg cttggagtcc cttctgggaa ctgccagcct gtggccactg 24 0 

ctcctgagcc tcacagagct acctgccctc ctgcaaatgt gactgctgac cttctgttcc 300 

gaaagacccc gctacctcta cgtaatacat aatttcgagg gacctgccag aattagt 357 



<210> 823 
<211> 402 
<212> DNA 

<213> Homo sapiens 
<400> 823 

cgggtcgacc cacgcgtccg atccgagcta atcagtcaat acaagtcaca tgggtttatg 60 
gatatgctcc atgacaagtg gtacagggtg gttccctgtg gcaagagaag ttttgctgtc 120 
acggagactt tgcaaatggg catcaaacac ttctctgggc tctttgtgct gctgtgcatt 180 
ggatttggtc tgtccatttt gaccaccatt ggtgagcaca tagtatacag gctgctgcta 24 0 
ccacgaatca aaaacaaatc caagctgcaa tactggctcc acaccagcca gagattacac 300 
agagcaataa atacatcatt tatagaggaa aagcagcagc atttcaagac caaacgtgtg 36 0 
gaaaagaggt ctaatgtggg accccgtcag cttaccgtat gg 402 



<210> 824 

<211> 348 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<222> (1) . . . (348) 

<223> n = a,t,c or g 



<400> 824 

ggcacgagag aggctatgag tacaatcagg acctgatccg caagggtcag gccaacaagg 60 

tgaagaaact ctccatcgtt gtctccctgg ggacagggag gnccccacaa gtgcctgtga 120 

cctgtgtgga tgtgatatct agcagcatca ccggttactt acgttcgtat gtttttggtg 180 

tcaattatat gtgttactct cttctttcct attgtagctc tcttcgatct ttacgccact 240 

ctcgctcact gtgtgtacgc gttttctact gactctcttc tgcctgctgt gatgcttact 300 

gcgcttcctc gtagtctctt cttttcgtcg tcgttgattt tatcatcg 348 



<210> 825 
<211> 347 
<212> DNA 

<213> Homo sapiens 



<400> 825 

ggcacgagcc ggtgggtcta cagcggaagg gagggagcga aggtaggagg cagggcttgc 60 
ctcactggcc accctcccaa ccccaagagc ccagccccat ggtccccgcc gccggcgcgc 120 
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tgctgtgggt cctgctgctg aatctgggtc cccgggcggc gggggcccaa ggcctgaccc 180 

agactccgac cgaaatgcag cgggtcatgt tacgctttgg ctgctctgtc atctgttgct 240 

attgtatctc agttcgtact ggtcggtccc gggaaactgg atagtctgga gcagtcgatt 3 00 

atgtactcgg catctctttg agttgatgga gtatcgatgt gtggttg 347 



<210> 826 
<211> 649 
<212> DNA 
<213> Homo sapiens 



<400> 826 

ggcacgagca cctctttgag ttccccagga agaacccatt tgcactaaaa acattattga 60 

gcaaagtaga tgttactaaa gattttgaag ggatgtgtag tctttcatca cctaccttgc 120 

agcactcaag tttacaaacc ctcattgggc atgtgggggt tcctgagtcc cctgtgggaa 180 

gtggtttttt gccatacacc ttgtttcaga gctcagcctc agttagacag ggcaggctcc 240 

agtttcctca tctacccctc tccccacagc acctctaatt aaccagccct tttcttacca 300 

ctgagaaatt gaactctact aaataattac agccttgtgc cacataatga cgttttggtt 360 

aacaggggac cgtgtgtata atggtggtct cataagaata taataccatg ggtttactat 420 

acttttctat atttagaaat gtttagattt aagttagata tggttagatt taaaatacgt 480 

aacacaggct ggacccggta gctcatgcct ggaatcccag cactttggga agccgagttg 540 

ggtggatcac ctgagggcag gagtttggaa ccaccctggc caacttgggg gaccccattc 600 

ttctaaaaaa cacacattac ctgggggggg gcgagccctt tatcctacc 649 



<210> 827 

<211> 791 

<212> DNA 

<213> Homo sapiens 



<400> 827 

ggcacgagac tgttcactac ctcctctacc tggccatggc cggcgccatc tgcagaagga 60 

agagataccg gaattttgga ctctactggc tgggttcctt cgccatgagc atcctggtgt 120 

tccttacagg aaacattctt ggcaaataca gctccgagat caggcctgcc ttcttcctca 180 

ccatccccta cctgctggtg ccatgctggg ctggcatgaa ggtcttcagc cagccccggg 240 

cgctaacccg ctgcaccgcc aacatggtgc aagaggaaca aagaaaggga ctcctgcagc 3 00 

gtccggctga cctggccctt gtcatatatc tcatccttgc tggcttcttc actctgttcc 360 

ggggcctggt ggtgcttgat tgccccacag atgcctgctt tgtctatatc taccagtatg 420 

agccatacct gcgggaccct gtggcctacc ctaaggtgca gatgctgatg tacatgtttt 480 

atgtcctgcc tttctgcggc ctggctgcct atgctctcac cttccctggt tgctcctggc 540 

ttccagactg ggccttggtg tttgctggag gcatcggcca ggcacagttc tcgcacatgg 600 

gggcttccat gcacctgcgc acacccttca cctaccgtgt gcctgaggac acctggggct 660 

gcttcttcgt gtgcaatctg ctgtatgcgc tgggccccca cctgctggcc taccgttgcc 720 

ttcagtggcc cgcattcttc caccagccac caccctccga ccccctagcc ctccacaaga 780 

agcagcattg a 791 



<210> 828 
<211> 348 
<212> DNA 
<213> Homo sapiens 



<400> 828 
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aaaggaccat ttgcagaatt cagaaaaatt cttcagtttc ttttggctta ttccatgtcc 60 

tttaaaaact tgagtatgct tttgcttctg acttggccct acatccttct gggatttctg 120 

ttttgtgctt ttgtagtagt taatggtgga attgttattg gcgatcggag tagtcatgaa 180 

gcctgtcttc attttcctca actattctac tttttttcat ttactctctt tttttccttt 24 0 

cctcatctcc tgtctcctag caaaattaag acttttcttt ccttagtttg gaaacgtaga 300 

attctgtttt ttgtggttac cttagtctct gtgtttttag tttggaat 34 8 



<210> 829 
<211> 638 
<212> DNA 

<213> Homo sapiens 



<400> 829 

cccacgcgtc cgccccaagc tggtcatgga actgatgccc atcggtctgc gggggctgat 60 

gatcgcagtg atgctggcgg cgctcatgtc gtcgctgacc tccatcttca acagcagcag 120 

caccctcttc actatggaca tctggaggcg gctgcgtccc cgctccggcg agcgggagct 180 

cctgctggtg ggacggctgg tcatagtggc actcatcggc gtgagtgtgg cctggatccc 240 

cgtcctgcag gactccaaca gcgggcaact cttcatctac atgcagtcag tgaccagctc 300 

cctggcccca ccagtgactg cagtctttgt cctgggcgtc ttctggcgac gtgccaacga 360 

gcagggggcc ttctggggcc tgatagcagg gctggtggtg ggggccacga ggctggtcct 420 

ggaattcctg aacccagccc caccgtgcgg agagccagac acgcggccag ccgtcctggg 480 

gagcatccac tacctgcact tcgctgtcgc cctctttgca ctcagtggtg ctgttgtggt 540 

ggctggaagc ctgctgaccc cacccccaca gagtgtccag attgagaacc ttacctggtg 600 

gaccctggct caggatgtgc ccttgggaac taaagcag 63 8 



<210> 830 
<211> 428 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (428) 
<223> n = a,t,c or g 



<400> 830 

tcgatgaaga ccctgtttgt ggacagctac agtgagatgc ttttctttct gcagtcactg 60 

ttcatgctgg ccaccgtggt gctgtacttc agccacctca aggagtatgt ggcttccatg 120 

gtattctccc tggccttggg ctggaccaac atgctctact acacccgcgg tttccagcag 180 

atgggcatct atgccgtcat gatagagaag atgatcctga gagacctgtg ccgtttcatg 240 

tttgtctaca tcgtcttctt gttcgggttt tccacagcgg tggtgacgct gattgaagac 300 

gggaagaatg actccctgcc gtctgagtcc acgtcgcaca ggtggcgggg tttttctnan 360 

acccccctct ntcttctaca taaactgtac tccacctgcc tggaactgtc caactccacc 42 0 

atngattg 42 8 



<210> 831 
<211> 892 
<212> DNA 
<213> Homo sapiens 
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<400> 831 

cccggaagct gggaaatgac ttattaacct tcatggcctc tggtcttctg aggaagcagt 60 

ctgaggagcc cgagttttga aaagggaagc aatcctccaa ggctgcgatt tccacagaaa 120 

tcacatgtga gccacaggtg tcattttaaa atttctagta gcaacagaaa cgaggaataa 180 

acagatggtg tttgagtcac tgaatttttg gaaggacttc aaatgtcaag cattattctc 240 

catgaacagg gtgatgaggg gtctggccat caccaccacc tgcctcctga gcatgctcca 300 

ggccatcacc atcagcccta gcatcttgtg gaatcatgct gctgtccagt atgtacacgg 360 

tcattctctt gttcaggcat gagaggtgat accagagcct tcgcaacacc agccgctccc 420 

caagagcctc cccagagaaa agggccatgc agaccagcct gtgtcttctg gaactggaac 480 

acggactacc cacccctatg ttgaggcagc ttctgacagg ccttactgct tacggtcatc 540 

ggtcatcagc ccacccgctt gcatctccag ctgcaagtca ctctgggccc agttctcaga 600 

caaggccaag tcggccacac caggggctct ctggggagcc tggaggaagg ttgactcttt 660 

agtctgctgc atctcagcca ggagttcatc catcttgaag gtctgagggg cacggggata 720 

caacgggcca actggggccc ttcatagaat acccccaccc tattcttttc cgaacctctc 780 

tccaaggctc tgaagactgc ctccgacgtc tgtctctcgc gcccgcgcca cccgtaaacc 840 
actacgactc ttcactcatt cctgcaagtc ttcactccct ctactccgat gc '892 



<210> 832 
<211> 312 
<212> DNA 
<213> Homo sapiens 



<400> 


832 












catagaccca 


tgagatgtac 


ttgaacggcc 


tgagaagatt 


cagtcatgca 


ttgttgatgg 


60 


gcgatatgac 


tgccagactt 


atgcggtctt 


tgctggctgc 


acaacttaca 


tttgtatata 


120 


gggtggcgca 


tctaatgaac 


gttgctcaac 


gcataagggg 


aaatcgtccc 


attaagaatg 


180 


agagactact 


tgcattgctt 


ggagataatg 


aaaagatgaa 


tttgtcagat 


gtggaactta 


240 


tcccgttgcc 


tttagaaccc 


caagtgaaaa 


ttagaggaat 


aattccggaa 


acagctacac 


300 


tgtttaaaag 


tg 










312 



<210> 833 

<211> 426 

<212> DNA 

<213> Homo sapiens 



<400> 833 

gccataattt ctttcttcat tggatttgga ctaagatttg gagcaaaatg gaactttgca 60 

aatgcatatg ataatcatgt ttttgtggct ggaagattaa tttactgtct taacataata 120 

ttttggtatg tgcgtttgct agattttcta gctgtaaatc aacaggcagg accttatgta 180 

atgatgattg gaaaaatggt ggccaatatg ttctacattg tagtgattat ggctcttgta 240 

ttacttagtt ttggtgttcc cagaaaggca atactttatc ctcatgaagc accatcttgg 300 

actcttgcta aagatatagt ttttcaccca tactggatga tttttggtga agtttatgca 360 

tacgaaattg atgtgtgtgc aaatgattct gttatccctc aaatctgtgg tccgtcgacg 420 

cggccg 426 



<210> 834 

<211> 445 

<212> DNA 

<213> Homo sapiens 
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<400> 834 

aagcgcgcta gtagcagctc tggcagaagc aacggtggct tcgagggatg gcggcggctg 6 0 

caacaggacc tgcagcatcc cagaggaact gactaagact ttggaacaga aaccagatga 12 0 

tgcacaatat tatcgtcaaa gagcttattg tcacattctt cttgggaatt actgtggtgc 180 

agatgctaat ttcagtgact ggattaaaag gtgtcgaagc tcagaatggc tcggaatctg 240 

aggtgtttgt ggggaagtat gagaccctcg tgttttactg gccctcgctg ctgtgccttg 300 

ccttcctgct gggccgcttc ctgcatatgt ttgtcaaggc tctgagggtg cacctcggct 360 

gggagctcca ggtggaagaa aaatctgtcc tggaagtgca ccagggagag cacgtcaagc 420 

agctcctgag gataccccgc cctca 445 



<210> 835 
<211> 487 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (487) 
<223> n = a,t,c or g 



<400> 835 

tttagatgat cccctctgaa aatgatagct gcgaanccnc cnaantnngg gtgacccacg 60 

cgtgcgggat acaggcctag gctatggtaa ttgtaagcgg aagtgaaata aatattttat 120 

ttgtgtgtgc atttatttaa caaacattaa ttatctcctt gattaataaa gcactgttcc 180 

tgccctcaag tagttcatgg tgggctagtc caagaacaat taaatatagt atgactatac 240 

atttatgtag taatctaatg tgtcatttct tgcagagaat gggaacaatt ctcctttgcc 300 

caaatatgca acctcaccaa aacctaacaa cagttatatg ttcaaaaggg aacctcctga 360 

gggctgtgaa agggtcaaag tctttgagga atgctcgtaa gtatcccttc caccatccgc 420 

ccnnggngga accccccaat ggggggcaaa caaggnnggg gggggcgcgg tttaaacaac 480 

ccacgan 487 



<210> 836 
<211> 611 
<212> DNA 

<213> Homo sapiens 



<400> 836 

tgatgctgcc tgctgggccc ggggggctgt cttccactac ttcctgctct gtgccttcac 60 

ctggatgggc cttgaagcct tccacctcta cctgctcgct gtcagggtct tcaacaccta 120 

cttcgggcac tacttcctga agctgagcct ggtgggctgg ggcctgcccg ccctgatggt 180 

catcggcact gggagtgcca acagctacgg cctctacacc atccgtgata gggagaaccg 240 

cacctctctg gagctatgct ggttccgtga agggacaacc atgtacgccc tctatatcac 300 

cgtccacggc tacttcctca tcaccttcct ctttggcatg gtggtcctgg ccctggtggt 360 

ctggaagatc ttcaccctgt cccgtgctac agcggtcaag gagcggggga agaaccggaa 420 

gaaggtgctc accctgctgg gcctctcgag cctggtgggt gtgacatggg ggttggccat 480 

cttcaccccg ttgggcctct ccaccgtcta catctttgca cttttcaact ccttgcaagg 540 

tgtcttcatc tgctgctggt tcaccatcct ttacctccca agtcagagca ccacagtctc 600 

ctcttctact g 611 



<210> 837 
<211> 609 
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<212> DNA 

<213> Homo sapiens 



<400> 837 

cacattttga taaagcatct gtgctgtgtt tggggatccc tttctcgttc ggatctttgg 60 

actctgcaaa ggctggctga gttgtccaaa tgacagagcc cccaggggct tcgtcccatc 120 

tcagacaggc attacgctgc tgccagtggc tggctggaat tccaagccag tgggttttat 18 0 

tttgggaggt gctatggaag tgggtcctgc agactgatgc tgcttggtcc cctggattca 240 

gcccccttcc taggggtatg taccaacatc ctgccttgcc tgagatgcca tcacctttct 300 

tggggatcct aaggctggag tatgtaaagc tcctgggtct ctgtatgtgc ctgagcaccg 360 

gttcttccta gactccacac agctctgtgt gttggaccca aggccctggt ggggtgggct 420 

catgagggga tatcctgatc tgagggttgc aaagatccat aggagaagtg tggtttccag 480 

gggtcacaca ttcactcact gcctcccttg gcttgggggg gggcctccct tggctccgtg 540 

ttgctcctgg gtgggccact gccctgccct gcttttctcc attttctctg cattgaattg 600 

cttccctga 6 09 



<210> 838 

<211> 11795 

<212> DNA 

<213> Homo sapiens 



<400> 838 

gcggccgcga ctattcggta cctgaaaaca acgatggcat ggaaaacact tcccatttac 60 

ctgttgttgc tgctgtctgt tttcgtgatt cagcaagttt catctcaaga tttatcaagc 12 0 

tgtgcaggga gatgtgggga agggtattct agagatgcca cctgcaactg tgattataac 180 

tgtcaacact acatggagtg ctgccctgat ttcaagagag tctgcactgc ggagctttcc 240 

tgtaaaggcc gctgctttga gtccttcgag agagggaggg agtgtgactg cgacgcccaa 300 

tgtaagaagt atgacaagtg ctgtcccgat tatgagagtt tctgtgcaga agtgcataat 360 

cccacatcac caccatcttc aaagaaagca cctccacctt caggagcatc tcaaaccatc 420 

aaatcaacaa ccaaacgttc acccaaacca ccaaacaaga agaagactaa gaaagttata 480 

gaatcagagg aaataacaga agaacattct gtttctgaaa atcaagagtc ctcctcctcc 540 

tcctcctctt cctcttcttc ttcaacaatt tggaaaatca agtcttccaa aaattcagct 600 

gctaatagag aattacagaa gaaactcaaa gtaaaagata acaagaagaa cagaactaaa 660 

aagaaaccta cccccaaacc accagttgta gatgaagctg gaagtggatt ggacaatggt 720 

gacttcaagg tcacaactcc tgacacgtct accacccaac acaataaagt cagcacatct 780 

cccaagatca caacagcaaa accaataaat cccagaccca gtcttccacc taattctgat 840 

acatctaaag agacgtcttt gacagtgaat aaagagacaa cagttgaaac taaagaaact 900 

actacaacaa ataaacagac ttcaactgat ggaaaagaga agactacttc cgctaaagag 960 

acacaaagta tagagaaaac atctgctaaa gatttagcac ccacatctaa agtgctggct 1020 

aaacctacac ccaaagctga aactacaacc aaaggccctg ctctcaccac tcccaaggag 1080 

cccacgccca ccactcccaa ggagcctgca tctaccacac ccaaagagcc cacacctacc 1140 

accatcaagt ctgcacccac cacccccaag gagcctgcac ccaccaccac caagtctgca 1200 

cccaccactc ccaaggagcc tgcacccacc accaccaagg agcctgcacc caccactccc 1260 

aaggagcctg cacccaccac caccaaggag cctgcaccca ccaccaccaa gtctgcaccc 1320 

accactccca aggagcctgc acccaccacc cccaagaagc ctgccccaac tacccccaag 1380 

gagcctgcac ccaccactcc caaggagcct acacccacca ctcccaagga gcctgcaccc 1440 

accaccaagg agcctgcacc caccactccc aaagagcctg cacccactgc ccccaagaag 1500 

cctgccccaa ctacccccaa ggagcctgca cccaccactc ccaaggagcc tgcacccacc 1560 

accaccaagg agccttcacc caccactccc aaggagcctg cacccaccac caccaagtct 1620 

gcacccacca ctaccaagga gcctgcaccc accactacca agtctgcacc caccactccc 1680 

aaggagcctt cacccaccac caccaaggag cctgcaccca ccactcccaa ggagcctgca 1740 

cccaccaccc ccaagaagcc tgccccaact acccccaagg agcctgcacc caccactccc 1800 

aaggaacctg cacccaccac caccaagaag cctgcaccca ccgctcccaa agagcctgcc 1860 

ccaactaccc ccaaggagac tgcacccacc acccccaaga agctcacgcc caccaccccc 1920 

gagaagctcg cacccaccac ccctgagaag cccgcaccca ccacccctga ggagctcgca 198 0 
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cccaccaccc ctgaggagcc cacacccacc acccctgagg agcctgctcc caccactccc 2040 

aaggcagcgg ctcccaacac ccctaaggag cctgctccaa ctacccctaa ggagcctgct 2100 

ccaactaccc ctaaggagcc tgctccaact acccctaagg agactgctcc aactacccct 2160 

aaagggactg ctccaactac cctcaaggaa cctgcaccca ctactcccaa gaagcctgcc 2220 

cccaaggagc ttgcacccac caccaccaag gagcccacat ccaccacctc tgacaagccc 2280 

gctccaacta cccctaaggg gactgctcca actaccccta aggagcctgc tccaactacc 2340 

cctaaggagc ctgctccaac tacccctaag gggactgctc caactaccct caaggaacct 2400 

gcacccacta ctcccaagaa gcctgccccc aaggagcttg cacccaccac caccaagggg 2460 

cccacatcca ccacctctga caagcctgct ccaactacac ctaaggagac tgctccaact 2520 

acccccaagg agcctgcacc cactaccccc aagaagcctg ctccaactac tcctgagaca 2580 

cctcctccaa ccacttcaga ggtctctact ccaactacca ccaaggagcc taccactatc 2640 

cacaaaagcc ctgatgaatc aactcctgag ctttctgcag aacccacacc aaaagctctt 2 700 

gaaaacagtc ccaaggaacc tggtgtacct acaactaaga ctcctgcagc gactaaacct 2760 

gaaatgacta caacagctaa agacaagaca acagaaagag acttacgtac tacacctgaa 2820 

actacaactg ctgcacctaa gatgacaaaa gagacagcaa ctacaacaga aaaaactacc 2880 

gaatccaaaa taacagctac aaccacacaa gtaacatcta ccacaactca agataccaca 2940 

ccattcaaaa ttactactct taaaacaact actcttgcac ccaaagtaac tacaacaaaa 3000 

aagacaatta ctaccactga gattatgaac aaacctgaag aaacagctaa accaaaagac 3060 

agagctacta attctaaagc gacaactcct aaacctcaaa agccaaccaa agcacccaaa 3120 

aaacccactt ctaccaaaaa gccaaaaaca atgcctagag tgagaaaacc aaagacgaca 3180 

ccaactcccc gcaagatgac atcaacaatg ccagaattga accctacctc aagaatagca 3240 

gaagccatgc tccaaaccac caccagacct aaccaaactc caaactccaa actagttgaa 33 00 

gtaaatccaa agagtgaaga tgcaggtggt gctgaaggag aaacacctca tatgcttctc 3360 

aggccccatg tgttcatgcc tgaagttact cccgacatgg attacttacc gagagtaccc 3420 

aatcaaggca ttatcatcaa tcccatgctt tccgatgaga ccaatatatg caatggtaag 3480 

ccagtagatg gactgactac tttgcgcaat gggacattag ttgcattccg aggtcattat 3540 

ttctggatgc taagtccatt cagtccacca tctccagctc gcagaattac tgaagtttgg 3600 

ggtattcctt cccccattga tactgttttt actaggtgca actgtgaagg aaaaactttc 3660 

ttctttaagg attctcagta ctggcgtttt accaatgata taaaagatgc agggtacccc 3720 

aaaccaattt tcaaaggatt tggaggacta actggacaaa tagtggcagc gctttcaaca 3 780 

gctaaatata agaactggcc tgaatctgtg tattttttca agagaggtgg cagcattcag 3840 

cagtatattt ataaacagga acctgtacag aagtgccctg gaagaaggcc tgctctaaat 3900 

tatccagtgt atggagaaac cgacacaggt taggaagacg tcgctttgaa cgtgcctata 3960 

ggaccctcct caaacacaca ccatcagaat tcaatattca cctgccagac tggcttatca 4020 

agacaaaggt gtccttcata atgaagttaa agtgagtata ctgtggagag gacttccaaa 4080 

tgtggttacc tcagctatat cactgcccaa catcagaaaa cctgacggct atgattacta 4140 

tgccttttct aaagatcaat actataacat tgatgtgcct agtagaacag caagagcaat 4200 

tactactcgt tctgggcaga ccttatccaa agtctggtac aactgtcctt agactgatga 4260 

gcaaaggagg agtcaactaa tgaagaaatg aataataaat tttgacactg aaaaacattt 4320 

tattaataaa gaatattgac atgagtatac cagtttatat ataaaaatgt ttttaaactt 4380 

gacaatcatt acactaaaac agatttgata atcttattca cagttgttat tgtttacaga 4440 

ccatttaatt aatatttcct ctgtttattc ctcctctccc tcccattgca tggctcacac 4500 

ctctctgtct gttaaactga cgaccacgga caccttgtct caatgttgtc tgaagtctta 4560 

ctcgtctgaa aggctttggt tgactactac tagtatctac agatgagcta gaaggaggat 4620 

cctggctggt ggaggggaga tctgactcat cagatgcttg aaccggctct tcttcctgct 4680 

ggctatcaat ttctaggcct gcttctgaac taataccttc agattctgcc tccacaaata 4740 

cttcatctcc atcatcacct gttgctgttt catttgttgt agataaagtg ccagtggatg 4800 

tagtcaccat tggaacagat tgagaggcat gttccgaagc atcagaggtg gtgctctcag 4860 

taaatacagt cactggggct gctacttgta gtggagtagt gggaacactt cggccacctg 4920 

actcttcttc atgagctagg aacaggggtg tttcatacat tcctaaacct ccttgagaag 4980 

caagctggcc aagatcagag tgactagaac ttgtttgtgg catatcttca ggtggcccaa 5040 

accggaatct agggacacca gcaacctgcg gcgaatgaat tgcttcagca aatccatcag 5100 

tacgatgtgg caccacaaga gttggagtac ttggaactgt tctgtcttca tcatcaaaaa 5160 

aatgctgttg catgccacct attcctggag tcaactgaag gccacgtcct acagactgcc 5220 

ttcgggtcat ctgaattctc tgaactggtg gtcccaactc ctgaggtggg gcatgaatgg 52 80 

tcagtcttgg gggaagtgga tgtggtgggc gtctcggtga ctgaggtgct cgaggggcct 5340 

gtctttcaga tgctgatgat ggctgttgtt ctctagaaac ctcctgagaa aaagaagatt 5400 

ctgcagcacc tgtatttcct tcaccactgt tttgagaatc agcagctctg tgattacctt 5460 

cacctccacc catactttct tctgtttctg tacctggatc agtcccatca ccaccctcag 5520 
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catcatcagc ttcataacca tcattgccat cggcactacc agttccttca ttactatctt 5580 

caccctcatc tcccatccct gtgtcatctt catcatcatc atcatcttcc tcatcctctt 5640 

cttcatcatc actgtcaatt acaatgacat catctccttt gccttgacca tcctgggatg 5700 

aagttgtcgt ctgctgatct gattgaagtg gcccaagatc tatttgtaga gactgagagg 5760 

tttcttcact gtcttccata ggtgtataat ctccctgggt aactccttct ccaatggaat 582 0 

cttgagaatc ctggttgtat acctgagtct ctacctctcc atcagtactt tcttctgcca 588 0 

taacttcttc ctcagttcct acaggtgtga cacttttcaa cttctttgga agaggcattt 5940 

ccactgtatc atcagagact tggtctgatg cttctatggt actatcctct tcctcttcac 6000 

gtgtacgctt tggcaaagaa gaactggggg tagccgaaac tgtgccaaat actgctgtgg 6060 

aagtagaagg ccgctcaact ggtgaactct gaacaacctc tactatgttt gaagataact 6120 

cttgattggc aggctcaatc tgaggatgac tctgttgagt gggttgcaca aaagctgtag 6180 

cctgtgtttg ttgctgaaca gttaaaatag gttgagagat agaaggctgg acattaggac 6240 

tagtagaacg aacggatcca cttgtgcttc caaaaactgg aacatgttcc acaggccctt 6300 

ctgactgcat agcttcctgt gattccactt gtgtagtggg catcactgta gctgttgggg 6360 

tagtagtggg atttgtaaca gttgcaggtg taaccattgg gcggatacta gccctgggtg 6420 

ttgacttatt tccagccata gctgcagctg tcactttact tggagtagac acaacaggag 6480 

ttggcttgat attggctgtt ggtgggtctg atgtgctggc aattcctctt tcaccagaag 6540 

ctggagttgt tttcaatgtg atctgtctct gctgttcagg gaccttatta gaaggttctt 6600 

gaggctcatc tctctgctca aggtgtctct cttgatgctc cctgagttct ctttccaagc 6660 

gactaattcg accttcatat tgggacttta gcgcagtaat gcgaacatcc aattcatctt 6720 

tctgctgatc taaggctcca ttcctttgtt taagctcctc attttcttta gttagctgat 6780 

cttttacacc agctaagtgt gcaatttttg actttgctgc tacaatagcc tttctggttt 6840 

tttcttcctt ttcagttatc tgttgtcgga gctgctcctc ctgtgtggtt ctatcttgaa 6900 

gatcctgacg aagtcgtgaa agttcagact gaagttgcac agtctgttcc tggagatttc 6960 

ttgcttctgt ctctttttca gataatgtct tctgcagatt ctctacttga ctttcaagtg 7020 

attttgattt tgtttcagct tggttgagcg tttctttgag ttcctgcatt tcctggactg 7080 

aaacatgctg ctcctgatgg tctccagagg actgagccga tgtctccata accttatcct 7140 

gttgtgcttt aagttcttca tattgagtct tgtacctacg tccaattttc ttaacttgag 7200 

taatagtttt gactttttct tggatatcaa ttattttggc atctaagtcc ttctggatgg 7260 

tttccttttc agttcttact ttatttagat cttccttcag actctgaatt aagttctggt 7320 

tgttagtcaa agatgcattt gatcttgcaa tttcagcttt aagtctacca atttcttctg 7380 

tcaattgttg aatacgctta gtatgaactt ccttttcaga aaggagcttc cgatattctt 744 0 

ctgtatctgg atctttctgt tgacttacta gatgctggtt acgtgctttc caacgtttga 7500 

catcctcttc taagagcttc ttctctgcct gcaacatacc gcttttctca ctcagctcag 7560 

catttgcttc ttgtaagggt aaaatatcta actccagttt cctcaccttt gcttgcattt 7620 

gctgtagatc ctgttctagt ctctccttct cttctcttag cattttattg gtctccataa 7680 

ctacattcat tgtttcagtt ttcttcatca gttcttcatg ctgagccatt gtttttgcag 7740 

ttacctggac tttctccctt tcagcattta gactatcttg cagttcctgc agctctcttt 7800 

ctaaaagttc aaccctttgt cgataacgca gactctcaac ctgagccacc tcaaacctag 7860 

tttcagcaat ttctttttct cgtcgtataa atctgagaat ttccaaaatt tgttcttgag 7920 

attttccttc ttcactgaga gatacattca gtggaccttg tacaccttcc ttcacagagg 7980 

caacgacctt gtcacttaat ttttcgatct gatcatgaag taatctgttt tgtttctcca 8040 

gatcttcaca gcgacataca catttggaaa cttcatcctt taacattctc tctctttcct 8100 

cccaagatgc tttacactcc aacaactgtg attctgcttt ctgtgttgtt tcttccaaat 8160 

gctgacggac tgatgccatt tttgaaacct gctccttcgc agcttgtaga gcttcaacat 8220 

cagcagcatg cagcatcaat tctctctcat acttattctg agcttccaca gctattttag 8280 

cttgttcctg acagtcacgt ctggcttgct gctcattact taaagctgtg cttgctctct 8340 

gaagagcttc ttgtacttca ttctgaacac tagaaagtgt tttcttcaat tcagataact 8400 

gttgttccat, gctctctatg gctcttcttt tatcatcctg aagttcttgt ttttccttct 8460 

ctacttccat caacttcttt tccaactgtg tctgaaattc agctgactct tttaaacgaa 8520 

cttcaatatt cttacgcact tcttctgtca cctgtttttc cttgttcagg gattcttcta 8580 

aactagtaac cattgcttga tattgttcca cattgctcgt acttgttttg agtctctcct 8640 

ttaagtcatt cacctgccct tctgtctgtc ttagctgact cacaagatca tccacatctt 8700 

ctttgttgct aggctgacct ttaccagttc tctgtgaaga ctgagaagca acttggactt 8760 

ccatattact gaggtgctgt ttcaatgtgg caatttcttt ttgagcattt tttaatagtt 882 0 

cttttgtgtt aagatgaaga tttgtctctg tatccagttg tctctttgta tctaaaagtt 8880 

gaacatctag atttctagta agtgtatgcc tttgttccac ctcattttcc aacttcttct 8940 

ttagatgaga gatctcatgt tccagttttt ctatctggct actaagcctt tgtttggttt 9000 

ctgtttcaga tcgctccagt attccctgaa ttgtttgcag attagttagc agtaagtttt 9060 
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gccccctttg ttcagctaac aaagactctc tttgctgaga aagacgaact tcagacaatt 9120 

taagcatttc cttttccttc ttcaaatttt ctgctcttac ttctgcgaca gctagcttct 9180 

catttgctcc tctcaaatct tgagtcatcg tattgataat ctgttcttgc ttttgagttg 9240 

tggcagtgag tttctgattt ctctcatgaa gtgatgttat ttctcgacga tatccttcaa 9300 

cattatcttg cagcatttca taacgtttag aagcaaaatc tagctgggta gaaattttgg 9360 

tattttgtga tcgcaaatct gtaacttgtt cttgaagttt ctcaagctgc tcattttgta 9420 

ttttttcatt ttctgctttt tcttttttgt agttctcaaa aatttcctgc aactgtttaa 9480 

gggcagcctt agcctctata gcctctgttg attcaataac aggtactgga gcaggagtgg 9540 

aaacagtctg tgatgtactt ggacgttttg gagttgatgc aagagaaaca tcatctaagc 96 00 

ttgaagcatg taatggaatg gcaactcctg ttgtttgtga caataaaata cggtacatat 9660 

cacgctgacg aactatggaa tcaacaagct gcatttgatg ctgtcgtgat ttgcggagtt 9720 

gttctagttc agtaagggca ctctcaagtt tgagctgaag ctcagtgatt ttggatgaag 9780 

ttgtttcttg ttcttctctt tctctggttt ccccaagctc tctaagggcc actaagagac 9840 

gttgattttg ttgttgaagc tcttcaatat ttctgtaaga tactagatgc tgtgatatta 9900 

cctcagatga actacttata tcagcagagc ttacttcctc atcacgaatt acgtggttac 9960 

cccttgcttc ttcaagttcc atcaaaagca ctctaatctg ttgtgaaaga tcttttactt 10020 

gtatttccat tcttcgatta tctctctcaa gtacagatga ttgcttgttg gctttatcag 10080 

tgtcctcctg caatcgctga atctccttca tagcttgttc aagcttaaca gataaacttg 10140 

ctacagcttt ctgtgcacgt tcatattcct cacgctggcg tttcaaaatt ggtgctttgg 102 00 

cttccacttc tttcactatt tcatctaggt acttattaat tcttttgttc tctagtttct 10260 

ccaaaagcaa ctgatcctga gtttccacat aagcattata gagctcagtt agtttcatcc 10320 

caggtttcac tatcttagct acagctgctg cagtaggaga catggcggca agctcttctt 10380 

cagacaatat ggctccttta cgttttgtgg cagaaagaag gtcatttgca ttctctaatt 10440 

ccttctccaa tctccctatt ttctcaagca tttctttttc catttgatct ttggattgct 10500 

ccacctctag aagatgatct tgtattgctt tgttggcttc accagcttct ttcaaaagtt 10560 

tgtgtagttc ctctactgcc cgggttagtt cattgctctt tgcttctgag tcatcagcgg 10620 

cactcttgta caaattagaa agttttatgt gggcatttaa ttcattgtgg aatttctctt 10680 

ccatact:ggc ctgttgttcc ttggcctctt ttaatttggt caacagatcc tccacatgct 1074 0 

tttgaagatg ttcatttgat gtttttaagc cattcatttg ttcttccagt ctagaaacct 10800 

cttctttttt attttcaaga ttacatttaa gctctagaat ctcattccct ttttctcttc 10860 

caagagccag aagttcatca gttttggttt tcaactctgt attcagccat gtattctgac 10920 

tatgtagcaa ttccttttct tgctccaagc gtttttctcg atacttaaca gaaacatcag 10980 

aagcttgaag ttcatccaat tttaactgaa gttcaccctt tgttgtattg ctttctttaa 11040 

gtttttcatt cagacgttta acatcctctg ttaagtattc aagttcttga gatagtctct 11100 

cattgggttc taattaagtc tcttttctca gcttctaatt cttcctttgt tcttgtaaat 11160 

tggctctgaa tgggcaatat tgcgatcctg aggcaatttc aagttctttg tttttctcag 11220 

gtaggggcct tcagttgatt gttgagtttc tctagctcaa gccgcaagct ttgacactct 11280 

cgggtttcat tcacaagtct ctcctgactg tgggacaacc tcttttctat ttcaaaatac 11340 

tgttgttcgc tctccacctt aaatttctca tgccgcccct tcaggccatc gatctcggat 11400 

tgccgatcag caaggaactt ttcaagtttg ttctggacag acttgggcag cttgttcagc 114 60 

tccgtgcgct ccaggacttg ctgcaacacc gccgccatgt cggtggggcc agggacccca 11520 

gtggcagcgg ccgacggggt agaagcggag aagaaaggcg aagaccagca ggacccagac 11580 

gcctgggccg ccgcctctat cacctcgctc ggtggctcgc gcgcgcccgc ccgccggaga 11640 

ctcccgcggc gggaccctgg gaaatcgagt ccaccctcag cggcagcgtt tcagcaacag 11700 

cacctcaccg cccgcgaccg aagtgcgcgc gcagccgttg gaagctacga accctgggaa 11760 

cccgagctca gaggctatcc ctgatcctct tgcgc 11795 



<210> 839 

<211> 498 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (1) . . . (498) 

<223> n = a,t,c or g 
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<400> 839 

acgtctccta atgaggactg agtgacntgc cacgaggacg aaagaaaatc acttataaga 60 

tgaaccctgc tgtaagacag agatgtctct tgttttgttt tcagcagaag ctgatcctgt 120 

ctcatttttt cctgctacag gttcctcagt ggtgtgctga atattgtctt tccatccact 180 

accagcacgg gggcgtgata tgcacacagg tccacaagca gactgtggtc cagctcgccc 240 

tgcgggtggc ggatgaaatg gatgttaaca ttggtcatga ggttggctac gtgatccctt 300 

tcgagaactg ctgtaccaac gaaacaatcc tgaggttggt ttgtggggtt cagtccgctc 360 

cctgctgatg attcttggct taggttctac aattctgaag gagcattatt ctggcattct 420 

acctgttaag catctatgct gtgcagtagc aactggtctc tgtcatcagc cagccagcaa 480 

cagttgcttt cccacact 498 



<210> 840 
<211> 858 
<212> DNA 
<213> Homo sapiens 



<400> 840 

ctcgacccgc ctgcaggaat tcggcacgag ccggaatccg cgcgcagccc ggatcgttta 60 

aatgagagtt tgcagaagat gaaaggggag tcttgcattc agcaatttgc cctgtattta 120 

atgagccagc caccttgtgt cttcccctcc tatgacatag cccttcagct caccctacaa 180 

ttgccacatg aaaacttctc tcatgaaacc cacagggtgc aagttctctc ctgttgccct 240 

gagtgcccac tcccaggccc tctgtatgag tgacacttca gtctgccatg gaacctggcc 300 

ctgctctggc ctggctcctg ctcctgagcc tgctggcgga ttgtctgaaa gctgctcagt 36 0 

cccgagactt cacagtgaaa gacattatct acctccatcc ttcaaccaca ccatatcctg 420 

gtggatttaa atgtttcacc tgtgaaaagg cagcagacaa ttatgagtgc aaccgatggg 480 

ctccagacat ctactgccct cgagagacca gatactgcta cactcagcac acaatggaag 540 

tcacaggaaa cagtatctca gtcaccaaac gctgtgtccc actggaagag tgcttatcca 600 

ctggctgcag agactccgag catgaaggcc acaaggtctg ggcaacagag caagtgacca 660 

gtactacata gccagctgcc ttctcttcag acatctgcca gtactcatga gcagattctt 720 

actcccccgt gaaggctgtc ttttgattgt ctttatgctc tgtgaaaaga cgcttccttt 780 

cctgtttact ctaaaagaat acacatttat accagagcat aggacaactg atataaattg 840 

tgtaaacaca catgaaga 858 



<210> 841 
<211> 459 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (459) 
<223> n = a,t,c or g 



<400> 841 

nagcggttrm nnnnaactga cttcctagca tttngcgngg cattcacaaa agaatatgaa 60 

ggaaatgtga cttggaagat caaattgagg aatgcaatac acctttcaag cttgactgta 120 

actactctag caaacctcat accctttact ctgagcctaa tatgttttct gctgttaatc 180 

tgttctcttt gtaaacatct caagaagatg cggctccata gcaaaggatc tcaagatccc 240 

agcaccaagg tccatataaa agctttgcaa actgtgacct ccttcctcat gttatttgcc 300 

atttactttc tgtgtataat cacatcaact tggaatctta ggacacagca gagcaaactt 360 

gtactcctgc tttgccaaac tgttgcaatc atgtatcctt cattccactc attcatcctg 42 0 

attatgggaa gtaggaagct aaaacagacc tttctttca 459 
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<210> 842 

<211> 424 

<212> DNA 

<213> Homo sapiens 



<400> 842 

tttcgtccgg aagtgcggat cccagcggcg gccgtgtagc tgagcaggcc tggggcttgg 60 

ttctatgtcc ctgtggctat gtttccagtg tcctctgggt gtttccaaga gcaacaagaa 120 

acgaataaat ctctgttgaa gagataccat ttgacatttt agagatggct gcatgcaaac 180 

tcttaaaaca tttgaatgga ttttccctct tgttgcccag gctggagtgc aatggtgtga 240 

tctcggttca ctgcaacccc ctgcctcccg ggttcaagcg attctcctgc cccagcctcc 300 

tgagtagctg ggattagagg catgtgccac catgcccagc taattttgtg tttttagtag 360 

agacggggtt tttccttgta ggtcaggctg gccctgaact cctgacctca ggtgatccac 420 

ctgc 424 



<210> 843 

<211> 697 

<212> DNA 

<213> Homo sapiens 



<400> 843 

ggcacgagat ttaatgacat taaaagaaaa ccataaacaa gcctgtgcac agagttccta 60 

catgaaaacc aaatgtaaac caaatattac cttcttcaac accatcatct gtttcttcct 120 

gacttttctc ttctgcatct atatcgattc gctcctctgt actgttccga agaacccagc 180 

acaggcggta cagctgaaca gggaccatac aaaagtgcat tagtaatagg caaatgtttg 240 

caataatata atagaatggt acctttgttt atcgtctggt gtttttaaaa aatcaaacca 3 00 

tacaggagaa tatagatcac aaagaaaagg cctcctacca cactcactca tcaaaacaca 360 

ctaatcattt taaatttttt tctgttttta attctttctg ggtgctattt agaacttcaa 420 

atgatatact taaaaatacc tacttctgga tttgtaattt cagcaaagtt gaagatttag 480 

ctaacctaca ctatacccca gcttcactca ttgtccttaa catccaacag ttattagcca 540 

catcatgatt tccttcagtt tatctaatgg ttgcttttat aactttcaaa ctatcttctt 6 00 

aaaatctatt tctggaacca tcacatttgg ctgggatcta agtaccaatg gaattccaat 660 

tgcaattaag aacccttaac ccacttcctt tttctta , 697 



<210> 84'4 
<211> 698 
<212> DNA 
<213> Homo sapiens 



<400> 
tttcgtgtca 
gtcatggtgg 
gtggttaggg 
aggatcatgg 
atggtggtaa 
gtagttaggg 
agagtcatgg 
tcgcttgaat 
cttactcgaa 



844 

cggctgtagt 
tagttagggt 
tcatggtggt 
ctgtaattag 
ttagggtcac 
tcatggtggt 
cggatagtgc 
agtcaagccc 
tgcttttttc 



tagggtcaag 
cacggctgta 
agttaggatc 
ggtcatggtg 
agcgatagtt 
agctaggccc 
gctcagggct 
tgcctcgtct 
ccgtgcttaa 



gtggtagtta 
gttagggtca 
acggctgtac 
gtagttaggg 
agcatcatgg 
atggtggtag 
atatgttcgt 
tttctttttt 
ggtggcacac 



ggatcatggc 
tggtggtagt 
ttagggtcat 
tcacggctat 
tggtagttag 
ttagggtcat 
cgtcgctgaa 
tcactccaca 
catccctggc 



tgtagttagg 
tagggtcgtg 
ggtggtagtt 
agttggggtc 
ggtcatggtg 
ggctgtagtt 
cgttacgttt 
aagaatcgtc 
caacatctct 



60 
12 0 
180 
240 
300 
360 
420 
480 
540 
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tttggttatg 
cccgagttgc 
ttttcccgac 



taactcttag tcgtccttgc atacacctcc ccccccgcgg ggtgttaccc 
gagagcaatt ctaaactagc cgttttagcg tacccccttc actgaacctg 
aacctctctt cacggcctgg ggagggcg 



600 
660 
698 



<210> 845 
<211> 627 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (1) . . . (627) 
<223> n = a,t,c or g 



<400> 845 

tttcgtgcag agatgagctg ttttggactt ctcctggggg gcttaactcc aagggttctg 60 

agtacagagg aacagctgcc ccctgggttc ccttccatcg acatggggcc tcagctgaag 120 

gtggtggaga aggcacgcac agccaccatg ctatgtgccg caggcggaaa tccagaccct 180 

gagatttctt ggttcaagga cttccttcct gtagaccctg ccacgagcaa cggccgcatc 240 

aagcagctgc gttcaggtga gcagagggca ggggtcaaag ggccatgcag acctcagaac 3 00 

aagcgtcttg tcagatccca gcacagccta ctcccttggg cctgggcacc tccagggctg 360 

agcggagggt acctggtggg gtgggctggg tcttactgca ggtgtgcctg gctcagggaa 420 

gagagctcgt ggttggctgt gccgttacct tcttcggatt gtcagactcc agactttggg 480 

ccagttctgc ccctcccagc acatgtgatg tgccagtgtg gtggactctt caagggagct 540 

ctatggatgt taaccctcct ccttccctgt ancctggcct gagacaggag aatggatgat 600 

gcctttaatc agagctggtt tgactta 627 



<210> 846 
<211> 635 
<212> DNA 
<213> Homo sapiens 



<400> 846 

tttcgtttca agtgctcttg cccaccaggc actcggggcc tactctgtga agagaacatt 60 

gatgactgtg cccggggtcc ccattgcctt aatggtggtc agtgcatgga taggattgga 120 

ggctacagtt gtcgctgctt gcctggcttt gctggggagc gttgtgaggg agacatcaac 180 

gagtgcctct ccaacccctg cagctctgag ggcagcctgg actgtataca gctcaccaat 240 

gactacctgt gtgtttgccg tagtgccttt actggccggc actgtgaaac cttcgtcgat 300 

gtgtgtcccc agatgccctg cctgaatgga gggacttgtg ctgtggccag taacatgcct 360 

gatggtttca tttgccgttg tcccccggga ttttccgggg caaggtgcca gagcagctgt 420 

ggacaagtga aatgtaggaa gggggagcag tgtgtgcaca ccgcctctgg accccgctgc 480 

ttctgcccca gtccccggga ctgcgagtca ggctgtgcca gtagcccctg ccagcacggg 540 

ggcagctgcc accctcagcg ccagcctcct tattactcct gccagtgtgc cccaccattc 600 

tcgggtagcc gctgtgaact ctcaactcac ccacc 635 



<210> 847 

<211> 1100 

<212> DNA 

<213> Homo sapiens 
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<400> 847 

cccctgggtg ctgagcaggc ctggtgctgt ctcccgtgga 60 

tgatgacaaa ctggatgctg ttgctggcct ccagaatctt 120 

agcagttggg tctgcggagg gagatgcctt cgggcagccc 180 

ggtgcatcag aaacttggag tacagcacct tgatgggttc 240 

ctgcagagac atggctgctg taagtccagc- cggtgccaca 300 

tgtgtcccat gcctgtgtag agggcaaagc tgcctgtcct 360 

gtgagccagg cgtgagccac cttgccctgc ctatattact 420 

tccacacgag gatgtgtacc ccaggaggtg gggacatctg 480 

ccagcccctt gcacaggacc tattacacag taggtgctca 540 

ggtgcattgg ctcacgcctg taatcccagc tctttgtgag 600 

tgaggtcagg agtttgagac ctggggggcc atcatgggga 660 

cgcccaaaca attggcccag cgttgtgggt ggcctcctct 720 

gtctgagcag cataactggt ttcgccccat atgccgtagg 780 

cacaattgac ttccggcctt gccgaatgga agctgtctcc 840 

ttgggcgatt atgagtccca tgctgctctt agacttccgg 900 

cggcttcctc ggtctttcac gctcaaggcc ttagcccttc 960 

catggcgccc gtacgtgttg ccttcgatgc gcacgactcg 1020 

ccttgctctc tcgactcttc gaagactgtc aaacccgtcg 1080 

1100 



<210> 848 
<211> 685 
<212> DNA 
<213> Homo sapiens 



<400> 848 

caacaacaaa ccagaagagg gcttaaagga acttacaaaa gctgcacaca ggaatggaat 60 

gaagaatgct gaagacatcc taaccatgga ggttttgaaa tccaccatga agcaagaact 120 

ggaggcagca cagaaaaagc attctctttg tgaattgctc cgcataccca acatatgtaa 180 

aagaatctgt ttcctgtcct ttgtgagatt tgcaagtacc atcccttttt ggggccttac • 240 

tttgcacctc cagcatctgg gaaacaatgt tttcctgttg cagactctct ttggtgcagt 300 

caccctcctg gccaattgtg ttgcaccttg ggcactgaat cacatgagcc gtcgactaag 360 

ccagatgctt ctcatgttcc tactggcaac ctgccttctg gccatcatat ttgtgcctca 42.0 

agaaatgcag accctgcgtg tggttttggc aaccctgggt gtgggagctg cttctcttgg 480 

cattacctgt tctactgccc aagaaaatga actaattcct tccataatca ggggaagagc 540 

tactggaatc actggaaact ttgctaatat tgggggagcc ctggcttccc tcgtgatgat 600 

cctaagcata tattctcgac ccctgccctg gatcatctat ggagtctttg ccatcctctc 660 

tggccttgtt gtcctcctcc ttccg 685 



<210> 849 

<211> 413 

<212> DNA 

<213> Homo sapiens 



<400> 849 

gatttttaat aatgattcca cctgctatat tttgggtttt aattatcttc ggatggacgc 60 

tcgtctacgg ttttgtatac ttcacaacgg gagaaacgat tatggacaag ttactccgtg 120 

tcctctactg gattctcgtg aagaccttct tcagagagat ttcggtgtcg caccaggagc 180 

gtatccccaa agataagccg gtcatgctgg tgtgtgctcc gcatgccaac cagtttgtgg 240 

acggaatggt catttcaacc catctggacc gcaaggtgta ctttgtgggt gcggcctcga 300 

gtttccgcaa gtacaaggtg gtgggtctct tcatgaagct gatggcgtcc atcatttcgg 360 

gggagcgtca ccaggacgtg aaaaaagtgc tgaccggaat ggcgacggag aag 413 



gcaatttggt gctgctcctg 
cctggtcagg ccttacctct 
ccagagcttg gcgatcccga 
caccacaaac agctcctccg 
cgagatgcca atggccttgg 
gggccaggaa tctcaacccc 
tttgagggcc ttcctgggag 
tatttgctta tgcttatctc 
tttggtccac tgctttttcc 
ataaatattt gttgaggcgg 
gccagggtag gaggatcatt 
agccccgtct ctactcaaaa 
ggtcgccacc tacttcagag 
tatctaggac tcttagatcg 
ctttcfcataa atctacgaac 
acgtcgtgga tgcccttaat 
tgtatctcct cttgtaccta 
cccgaataga ggacgtctct 
caatactcgc tgttgtatcc 
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<210> 850 

<211> 395 

<212> DNA 

<213> Homo sapiens 



<400> 850 

aatggatgtt ctatgtgaaa gctgagttcc ttgtttcttt ctcttgcccg tggctgactg 60 

cgtgtgctct attgatgtct tgttcctggt tcttgacact gaccatcttg tctgtgaaag 120 

gaggcactcc ggcgggcatg cttgatcaga agaaagggaa gtttgcttgg tttagtcact 180 

ccacagaaac ccatggtaat gttcccctgt gctctgtgtg tgtaaatgcg tgtgggtgca 240 

taccagactg aatgggaagg. tgtctctctt gatggcttgt gccgcagtag ttctgtgtgt 300 

gtgcatatat gtgtatgtat atatgttgtg tgggtgtgtg tgtttgtgaa gggatggcaa 3 60 

cctgtccccc tcaaagccac tgccttatca tggct 395 



<210> 851 

<211> 904 

<212> DNA 

<213> Homo sapiens 



<400> 851 

cggcaaatgt agtgtattat gtgggagaaa atgtggtcaa tccttccagc ccatcaccaa .60 

ataacagtgt tctcaccagt ggcgttggtg cagatgtggc caggatgtgg gagatagcca 120 

tccagcatgc ccttatgccc gtcattccca agggctcctc cgtgggtaca ggaaccaact 180 

tgcacagtga gtctgccagt tttctaacca gcccaaagct catcatgtgc ctaccccttg 240 

cttagtaaac atgtgccctg cccttcctaa gaacagaatg aagaaagact tcttggggat 3 00 

gacttagttt attgtagaat gtagggtgtc taaataaaag ctgctgcaca tactaagatg 360 

tttagtttgt taaattatcc tattttatta tagctatttt atattaaaat ttaacaaatt 420 

caggtaaaca ctatgtatta ggcaattaca gacctctaga gctattggtt ataaaagaag 4 80 

aagtaatctg gccgggctca gtggctcaca cctctaaacc cagctcttag ggaggccaag 540 

gtaggtggag gacttgagcc aagaggtcta gtccagcctg ggcaacatgg ggaaaccctg 600 

tctctacaaa aaatacaaaa attagccagg catagtgtca tgcgcctgtg gtcccagcta 660 

ctctggaggc tgaagcagga aaattgcttg agcttaagaa gcataagttg cagtggggcc 720 

aagatcaagc ccactggatt tctgccttgg ccaagaaaag aagagggagg agggggaaga 780 

agggaggagg aaggaaattt aaccagcttt cagctttgaa tgggaatggc ccgagatgaa 840 

aaagtaacgg cgacaggggc attgacgagg gtccggggat gggcctgcaa cattatggta 900 

gccc 904 



<210> 852 

<211> 592 

<212> DNA 

<213> Homo sapiens 



<400> 852 

cgacccacgc gtgcgggaag ctccgcagga tgggggagaa gatggcggaa gaggagaggt 60 

tccccaatac aactcatgag ggtttcaatg tcaccctcca caccaccctg gttgtcacga 120 

cgaaactggt gctcccgacc cctggcaagc ccatcctccc cgtgcagaca ggggagcagg 180 

cccagcaaga ggagcagtcc agcggcatga ccattttctt cagcctcctt gtcctagcta 240 

tctgcatcat attggtgcat ttactgatcc gatacagatt acatttcttg ccagagagtg 3 00 

ttgctgttgt ttctttaggt attctcatgg gagcagttat aaaaattata gagtttaaaa 360 
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aactggcgaa ttggaaggaa gaagaaatgt ttcgtccaaa catgtttttc ctcctcctgc 42 0 

ttccccctat tatctttgag tctggatatt cattacacaa gggtaacttc tttcaaaata 480 

ttggttccat caccctgttt gctgtttttg gaacggcaat ctccgctttt gtagtaggtg 540 

gaggaattta ttttctgggt caggctcacg taatctctaa actcaacatg ac 592 



<210> 853 

<211> 436 

<212> DNA 

<213> Homo sapiens 



<400> 853 

cccgaggcgg cttttaacca gcatctgggg tgaccaatct aagtagacag ggtcaggaca 60 

acactgatgt gtatacagat gctgtttccc tgctgttctc ttctaagtat gaatcccggt 120 

cccctttgca gacccagtag gtgaatccaa ttacgtagag caggggactg tggagctgtg 180 

ttgtgagcag cacccaggtg atgccccatg gcagcatgtc ccacattcct tccatctttt 240 

aaaaaaaatt tttctcggtg gcagtcttgc tctgtcgcct aggctggggt acagtggtgc 3 00 

aatctcagct caccgcagcc tcaacctccc gggttcaagc aatcctccca ccttggcctc 360 

ccaaagccaa agattgcagg tgtgagtcct cggctcggcg gtgggtcgac ccggaattcc 420 

ggccggacga cgtcgt 436 



<210> 854 

<211> 266 

<212> DNA 

<213> Homo sapiens 



<400> 854 

agaaactgcc tctctggatg gtgactataa cctatagcct tgcccaatat gactcaggat 60 

ttggtactga ctgtgccttt catgggatgc ttacttatcc tggtcgatgg cctaaagccc 12 0 

aaccgtccag cttatatcca gacagggtct caagccaccc aggctggagt gcagtggcac 180 

aattatggct cactgtagcc tcaccttcct gggatcaagc aatcttcttt cttcagcctc 24 0 

cagaggagct gggaccacag atcctt 266 



<210> 855 
<211> 420 
<212> DNA 
<213> Homo sapiens 



<400> 855 

agcctgcagg cccagctcgc ccaggcagag cagcgggccc agagcctcca aggggctgca 60 

caccaggagc tcaacaccct caagttccag ctgagtgctg aaatcatgga ctaccagagc 120 

agacttaaga atgctggtga agagtgcaag agcctcaggg gccagcttga ggagcaaggc 180 

cggcagctgc aggctgctga ggaagctgtg gagaagctga aggccaccca agcagacatg 240 

ggagagaagt tgagctgcac tagcaaccat cttgcagagt gccaggcggc catgctgagg 300 

aaggacaagg agggggctgc cctgcgtgaa gaccaagaaa ggacccagaa ggaactcgaa 360 

aaagccacgt gtattgcgga cgaaatcgtc gacccgggaa gtccggtccg aatgctgtca 420 



<210> 856 
<211> 412 
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<212> DNA 

<213> Homo sapiens 



<400> 856 

tttcgtcgcg ttctctcgct gcctgggctt ctgtggaatg agactcgggc tccttctact 60 

tgcaagacac tggtgcattg caggtgtgtt tccgcagaag tttgatggtg acagtgccta 120 

cgtggggatg agtgacggaa acccagagct cctgtcaacc agccagacct acaacggcca 180 

gagcgagaac aacgaagact atgagatccc cccgataaca cctcccaacc tcccggagcc 240 

atccctcctg cacctggggg accacgaagc cagctaccac tcgctgtgcc acggcctcac 300 

ccccaacggt ctgctccctg cctactccta tcaggccatg gacctcccag ccatcatggt 360 

gtccaacatg ctagcacagg acagccacct gctgtcgggc cagctgccca eg 412 



<210> 857 
<211> 403 
<212> DNA 
<213> Homo sapiens 



<400> 857 

cggtccggcg caaggagggc ggctggttgt ggaaaaaggc ctgggcgagc tgtgcctgca 60 

gcccctggct ggtttgggaa ggctgggctc ccaggctggt ggtagtggtg ggggtgattt 120 

tcctcatgaa gcccccactc cgtccactac tgcctgacac ccacgaagcg agcagtttcc 180 

ggagctctcc gatgtagggg cagcaggtgt agagcagctg ctggtccacc acaggegcat 24 0 

tgtccaagcc atgctctggg gctactgtgt ccacctcaaa ggcatatgag ggaccctctt 300 

ccagaaagaa caagtcctca gggactgtgg gaatctggaa aagccagtcc agggcagcaa 360 

gaagcagcag cttgttcagg aaacacatct tcccctcact etc 403 



<210> 858 
<211> 439 
<212> DNA 
<213> Homo sapiens 



<400> 
tgagggtggc 
gctcatcggc 
cgacctcacc 
aagaaatacg 
cttgggtggt 
atttcttgga 
catgagegtg 
gatgatgetc 



858 

gcaggggccc 
atctccattg 
gagcaggaga 
cttagttgat 
tcgtgttcag 
gcagaccctt 
ccaaggaact 
ccaaggaag 



cggccagccc 
gcagcctgcg 
tacggaccct 
gatgcgtttg 
gcagcaaaac 
gacaagaagc 
ttacagttcg 



ggggctgcag 
egggctggge 
ggagcattgt 
gaaaaatttg 
tgttgggctc 
atgtcagatc 

ggggagtttt 



cagtgeggae 
accaagtgcg 
cccaattcct 
tcacatggtc 
tatggagcaa 
tgaggaggaa 
ccagtggcag 



agctccagaa 
ctgtgtccaa 
tcttctaatg 
agtgatggct 
gtcagttctc 
aegtactgea 
aaagtgggga 



60 
120 
180 
240 
300 
360 
420 
439 



<210> 859 
<211> 985 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (985) 
<223> n « a,t,c or g 
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<400> 859 

ggcagcatgg tggtgccgga gaaggagcag agctggatcc ccaagatctt caagaagaag 60 

acctgcacga cgttcatagt tgactccaca gatccgggga gcctggattg tcactggggg 120 

tctgcacacg ggcatcggcc ggcatgttgg tgtggctgta cgggaccatc agatggccag 180 

cactgggggc accaaggtgg tggccatggg tgtggccccc tggggtgtgg tccggaatag 240 

agacaccctc atcaacccca agggctcgtt ccctgcgagg taccggtggc gcggtgaccc 300 

ggaggacggg gtccagtttc ccctggacta caactactcg gccttcttcc tggtggacga 360 

cggcacacac ggctgcctgg ggggcgagaa ccgcttccgc ttgcgcctgg agtcctacat 420 

ctcacagcaa aacacggccg tggcagggac tggaattgac atccctggcc tgctcctcct 480 

gaaagaatgt gatgagaaga tggtgacgcg aatacacaac gccagccagg ctcagctccc 540 

atgtcttcct tatgattgcg ttaaggggga gctacggact tgcctagcgg gcaccccttg 600 

gaataccctc ttgcccccgg gaacggtggt tttccagcct acgccccgaa ccccgagaat 660 

gcatccacgc gcctcgtttt gctgaattga ngatccttgg acgtccttgc atcccacatc 720 

gtggcgaaat tatttatcta cccccccccg ccggtgggag taattgcata cttccatccc 780 

tattgcctcg ttttggagga gttggtgact ctcacttcta tcggtaatag gacattaccg 840 

tatccgacct tatgactcgg ttccccgatc aacaatcgac tagtaccggc cgcggccacc 900 

tacctcctta taacacttct cttaccggca cctccgtcct tggtagtaaa ctcctggcgc 960 

tgtatctgtg tgctactgct aggcc 985 



<210> 860 
<211> 396 
<212> DNA 

<213> Homo sapiens 



<400> 860 

ctgcagaacc gagaggattc ttctgaaggc atcagaaaga agctggtgga agctgaggag 60 

ctcgaagaga aacatcggga ggcccaagtc tcagcccagc acctagaagt gcacctgaaa 120 

cagaaagagc agcactatga ggaaaagatt aaagtgttgg acaatcagat aaagaaagac 180 

ctggctgaca aggagacact ggagaacatg atgcagagac acgaggagga ggcccatgag 24 0 

aagggcaaaa ttctcagcga acagaaggcg atgatcaatg ctatggattc caagatcaga 3 00 

tccctggaac agaggattgt ggaactgtct gaagccaata aacttgcagc aaatagcagt 360 

ctttttaccc aaaggaacat gaaggcccaa tgtatt 396 



<210> 861 
<211> 686 
<212> DNA 

<213> Homo sapiens 



<400> 861 

caagggaggg ctctgtgcca gccccgatga ggacgctgct gaccatcttg actgtgggat 60 

ccctggctgc tcacgcccct gaggacccct cggatctgct ccagcacgtg aaattccagt 120 

ccagcaactt tgaaaacatc ctgacgtggg acagcgggcc agagggcacc ccagacacgg 180 

tctacagcat cgagtataag acgtacggag agagggactg ggtggcaaag aagggctgtc 240 

agcggatcac ccggaagtcc tgcaacctga cggtggagac gggcaacctc acggagctct 300 

actatgccag ggtcaccgct gtcagtgcgg gaggccggtc agccaccaag atgactgaca 360 

ggttcagctc tctgcagcac actaccctca agccacctga tgtgacctgt atctccaaag 420 

tgagatcgat tcagatgatt gttcatccta cccccacgcc aatccgtgca ggcgatggcc 480 

accggctaac cctggaagac atcttccatg acctgttcta ccacttagag ctccaggtca 540 

accgcaccta ccaaatggtg agtgtatgtt gcaccctggt ctttctctgc ctaggaagcc 600 

tcttccctcc caattagatc tgagttgctt taagaaaaaa aggggacatg ttatgtaaat 660 

tagcatttcc cacaacatgt cccttg 686 



519 



WO 01/54477 



PCT/US01/02687 



<210> 862 
<211> 383 
<212> DNA 
<213> Homo sapiens 



<400> 
cagagagttc 
cccctggtgg 
catggaccaa 
agctggcttc 
tggactgcct 
gagagagagc 
gaggctgaca 



862 

aagcccacac 
tggagtgtgg 
cagatcacag 
cacctggacc 
tggtatgtct 
agagcctgtg 
ggcctggtgg 



tccctgggcg 
cagctgccct 
cagtcatcct 
tcttctgtgt 
cagccactgt 
cccccgggga 
tgt 



tgtctggctg 
gcctgccctg 
caaccgcatg 
ggctgtgctg 
catctccctg 
gcgccccaac 



gtgtcacctt 
ctgctgtcta 
gaatacagac 
atgctactca 
gctcacatgg 
ttcctgggta 



ttggagccaa 
tcctcatctt 
tgcagaaggg 
catcagcgct 
acagtcttcg 
tcagggaaca 



60 
120 
180 
240 
300 
360 
383 



<210> 863 
<211> 673 
<212> DNA 

<213> Homo sapiens 



<400> 863 

caaccccaag accaagaagc acctgggcat tgccaaggtg gtctttgcca cggtccgggg 60 

agccaaggat gccgttcagc acttgcacag cacttccgtc atgggcaaca ttatccacgt 120 

ggagctggac accaaaggtg agcctggcag gggaggagcg tggggagacc tgtcagcccg 180 

accctttccc tccccaccct tcctgcagcg tggggaggac cccccctcac tcttccttgg 240 

gatccccccc cacaacctta tttcttagcc ccctcctgag ggtagagtcg cgtggagcta 300 

aatgtgttgt ctgttgctag gagacagtct gtaatttacc aaatgtgccg gtccttggcc 360 

accgcacccc tagggaccac ccggaggctt ccccaccgct gacacccccg cgggccccct 420 

ctctgagccc tggtggcttg ggtttagaca gtccccagtg ttgcctgtgt taggggagga 480 

gacagagttt gtt tact tgt gggggactga ggaagtgcca ctaggatgcc ttgaaataca 540 

tcaagagaag gtctgaaaac tgaaaagaga gtcctctaag gatccagggt gtccccccac 600 

ctccttgctg acccttcccc tctggaagtg gcagccaatc tggggcccag gaatgttgtt 660 

tcattgataa ggg 673 



<210> 864 
<211> 435 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (435) 
<223> n = a,t,c or g 



<400> 864 

gggaaatgtg tgggagccct gagcgtttgt gtgtgcgctg cgctcgtgtg tgcgctgtgt 60 

tcatgcgtgc gctgtgtgtt gtgtgtgtat atctgcggag acgcataaag tatgagcgct 120 

ttttaggatg ggaattgaga tgtaagattt gggggtgagg gccnccctga cccataggcc 180 

tgacatcctc atcctatgga ccctagagtc tggccactcc aggaacctga cctgctctgt 240 

gccccgcccc tgtaagcata gaacaccccc catgatctcc tggagtgggg cctccgagac 3 00 
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ctccccgggc cccactactg cccgttcctc agtgctcacc cttaccccaa agccccagga 3 60 
nnaccggncc agccctcacc tgbnaggttg accttgcctg gggacagggt gtgacccacg 420 
accnatacct ntncg 435 



<210> 865 

<211> 2161 

<212> DNA 

<213> Homo sapiens 



<400> 865 

ggcggcgatg tcgctcgtgc tgctaagcct ggccgcgctg tgcaggagcg ccgtaccccg 60 

agagccgacc gttcaatgtg gctctgaaac tgggccatct ccagagtgga tgctacaaca 120 

tgatctaatc ccgggagact tgagggacct ccgagtagaa cctgttacaa ctagtgttgc 180 

aacaggggac tattcaattt tgatgaatgt aagctgggta ctccgggcag atgccagcat 240 

ccgcttgttg aaggccacca agatttgtgt gacgggcaaa agcaacttcc agtcctacag 300 

ctgtgtgagg tgcaattaca cagaggcctt ccagactcag accagaccct ctggtggtaa 360 

atggacattt tcctacatcg gcttccctgt agagctgaac acagtctatt tcattggggc 420 

ccataatatt cctaatgcaa atatgaatga agatggccct tccatgtctg tgaatttcac 480 

ctcaccaggc tgcctagacc acataatgaa atataaaaaa aagtgtgtca aggccggaag 540 

cctgtgggat ccgaacatca ctgcttgtaa gaagaatgag gagacagtag aagtgaactt 600 

cacaaccact cccctgggaa acagatacat ggctcttatc caacacagca ctatcatcgg 660 

gttttctcag gtgtttgagc cacaccagaa gaaacaaacg cgagcttcag tggtgattcc 720 

agtgactggg gatagtgaag gtgctacggt gcagctgact ccatattttc ctacttgtgg 780 

cagcgactgc atccgacata aaggaacagt tgtgctctgc ccacaaacag gcgtcccttt 840 

ccctctggat aacaacaaaa gcaagccggg aggctggctg cctctcctcc tgctgtctct 900 

gctggtggcc acatgggtgc tggtggcagg gatctatcta atgtggaggc acgaaaggat 960 

caagaagact tccttttcta ccaccacact actgcccccc attaaggttc ttgtggttta 1020 

cccatctgaa atatgtttcc atcacacaat ttgttacttc actgaatttc ttcaaaacca 108 0 

ttgcagaagt gaggtcatcc ttgaaaagtg gcagaaaaag aaaatagcag agatgggtcc 114 0 

agtgcagtgg cttgccactc aaaagaaggc agcagacaaa gtcgtcttcc ttctttccaa 1200 

tgacgtcaac agtgtgtgcg atggtacctg tggcaagagc gagggcagtc ccagtgagaa 1260 

ctctcaagac ctcttccccc ttgcctttaa ccttttctgc agtgatctaa gaagccagat 132 0 

tcatctgcac aaatacgtgg tggtctactt tagagagatt gatacaaaag acgattacaa 1380 

tgctctcagt gtctgcccca agtaccacct catgaaggat gccactgctt tctgtgcaga 1440 

acttctccat gtcaagcagc aggtgtcagc aggaaaaaga tcacaagcct gccacgatgg 1500 

ctgctgctcc ttgtagccca cccatgagaa gcaagagacc ttaaaggctt cctatcccac 1560 

caattacagg gaaaaaacgt gtgatgatcc tgaagcttac tatgcagcct acaaacagcc 1620 

ttagtaatta aaacatttta taccaataaa attttcaaat attgctaact aatgtagcat 1680 

taactaacga ttggaaacta catttacaac ttcaaagctg ttttatacat agaaatcaat 1740 

tacagtttta attgaaaact ataaccattt tgataatgca acaataaagc atcttcagcc 1800 

aaacatctag tcttccatag accatgcatt gcagtgtacc cagaactgtt tagctaatat 1860 

tctatgttta attaatgaat actaactcta agaacccctc actgattcac tcaatagcat 1920 

cttaagtgaa aaaccttcta ttacatgcaa aaaatcattg tttttaagat aacaaaagta 1980 

gggaataaac aagctgaacc cacttttact ggaccaaatg atctattata tgtgtaacca 2040 

cttgtatgat ttggtatttg cataagacct tccctctaca aactagattc atatcttgat 2100 

tcttgtacag gtgcctttta acatgaacaa caaaataccc acaaacttgt ctacttttgc 2160 

c 2161 



<210> 866 
<211> 505 
<212> DNA 
<213> Homo sapiens 

<220> 
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<221> misc_feature 
<222> (1) . . . (505) 
<223> n = a,t,c or g 



<400> 866 

cataagcctt gggcanagna ccttgaaata aatgnggcca cccacgcgcc cgcggacgcg 60 

tggggttgga atattctact ttgttattta tatcatcata tccttcctgg ttgtggtgaa 120 

catgtacatt gcagtcatac tggagaattt tagtgttgcc actgaagaaa gtactgaacc 180 

tctgagtgag gatgactttg agatgttcta tgaggtttgg gagaagtttg atcccgatgc 240 

gacccagttt atagagttct ctaaactctc tgattttgca gctgccctgg atcctcctct 300 

tctcatagca aaacccaaca aagtccagct cattgccatg gatctgccca tggttagtgg 360 

tgaccggatc cattgtcttg acatcttatt tgcttttaca aagcgtgttt tgggtgagag 42 0 

tggggagatg gattctcttc gttcacagat ggaagaaagg ttcatgtctg caaatccttc 480 

caaagtgtcc tatgaaccca tcaca 505 



<210> 867 

<211> 608 

<212> DNA 

<213> Homo sapiens 



<400> 867 

ttcagttttt ggctctggtg caccatgtgc ctgggttaat ttgggtggct caatcccaaa 60 

gcagctctga accccaaagc ggctcctctg aattcccagt ttcaagttcc actctgtccc 120 

tgctgggcat ctcgagatat gggaaacagg gctgttataa ttgccagaca gctgagttct 180 

gtacatacct tgatttgcaa ttttttttgg ctgcttctca ggacaactgg gggagattta 240 

gattccttaa aatgcagtta tgaatctatt ggcctcaact ctatttctac ccatgaattc 3 00 

atttgtactt ggcaaagacg acttaatttc tcatttgtta tgtcatttaa acctctcttt 360 

agagcctctc ctcactctta cctgttaata atcggaagtc agctacatga aacgttcaat 420 

ttgggttcca tctcctctga agaaaaatgc agttaaaaaa aaaataagag gtttggccag 480 

ccgcagtggc tcacacctgt aatcccagca ttttgggagg ccgaggcagt cagatcacct 540 

gggggcggga gttcgggaac cggcctggcc caacacagga gaaaccccgt cttatactaa 600 

acaatata 608 



<210> 868 
<211> 772 
<212> DNA 
<213> Homo sapiens 

<220>. 

<221> misc__f eature 
<222> (1) . . . (772) 
<223> n = a,t,c or g 



<400> 868 

tttcgtagcg caggcagggt tccctgctgg ggcccgggct gcccagccat gctttgggca 60 

ctctggccaa ggtggctggc agacaagatg ctgcccctcc tgggggcagt gctgcttcag 120 

aagagagaga agaggggccc tctgtggagg cactggcggc gggaaaccta cccatactat 180 

gacctccagg tgaaggtgct gagggccaca aacatccggg gcacagacct gctgtccaaa 240 

gccgactgct atgtgcaact gtggctgccc acggcgtccc caagccctgc ccagactagg 3 00 

atagtggcca actgcagtga ccccgagtgg aatgagacct tccactacca gatccatggt 360 

gctgtgaaga acgtcctgga gctcaccctc tatgacaagg acatcctggg cagcgaccag 420 

ctctctctgc tcctgtttga cctgagaagc ctcaagtgtg gccaacctca caaacacacc 480 
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ttcccactca 
caggagcctg 
atgaagggta 
gagggggggg 
gggttttggg 



accaccagga ttcacaagag 
catctgaagt catcaccaac 
tgattttggg agaggggaga 
tgggaccctc ccccctctcc 
aagaaatggc gaatgggacc 



ctgcaggtgg aatttgttct ggagaagagc 
ggggttctgg gggctcaccc ctggctgaga 
gccccacggc aacagcacgg ccaatcttgg 
ccnngnanaa acaccggagg gaagatagtt 
ggcgccccac cccgcccccc ct 



540 
600 
660 
720 
772 



<210> 869 
<211> 704 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (704) 
<223> n = a,t,c or g 



<400> 869 

tttcgtggca tgatgagcat gattaccagc ctcggccact ggctgctgca gggcttttcc 60 

tgagccatgg tgtcttctgc cgtcaaaggg cgaccctaac tgcatcctgc tggagtcgag 120 

aaaaccaggt agactggaaa ggatgtgtct acagtaactg aaacacatca ctgcgttttg 180 

ttacagtcaa tgatagggca gatctgagtt ccagagcacg gctcacagac ctttccttgc 240 

atcagtctgt gccgaagtcn nnnnnnnnnc ttttttcttt ttttgcccac attacatcac 300 

ttcataattt accacctacg tagcatgact gtatatttgg aatcatttct tcacaagttt 360 

tagaccatat taaaggaaca ctggcagaac cctgtttgat ttccctttcg tctgttcccc 420 

tacattgccc tcctggcccc cttgaggaac tagatgagcg attagaactg gccagaggtc 480 

cttggaggaa caacagcgaa acagaagcat tagtagcatt gtcctcccca gtctaacact 540 

tgtcggaccc ctgatgagca gacttccctg tggggtgttc atatccccat gccccgctca 600 

gtgggcttca tgtctgagtc atatttgcct gctttccttt gaggtggtgg gcgccaaggt 660 

tgtgacaaat gcccggagtc ctggagctcg ctgttacggt tttg 704 



<210> 870 

<211> 389 

<212> DNA 

<213> Homo sapiens 



<400> 870 

tttcgtgagg ctttgttctt ttgttctttg tgatagatct aattgctgct cactctttgg 60 

gtctgtactg cgtttatgag ctgtgacact cgccgtgaag gtctgcagct tcactcctga 120 

accagcgaga ggaggaaccc accagaagga ggaaaacgcg gaacacatct gaatatcaga 180 

aggaacaaac tccagacacg ccgcctttaa gaactgtaac agtcaccgcg agggtccgtg 240 

gtttcattct tgaagtaagt gagaccaaga acctgccaat ttcagacaca atggagagcg 3 00 

ccagtcctgc tgcggggcca tacatctatt taatttcctc tcatcttccc cccggttccg 360 

agaggaaggt gctttcacct gcactgttc 389 



<210> 871 
<211> 643 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc feature 
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<222> (1) . . . (643) 
<223> n = a,t,c or g 



<400> 871 

tttcgtggat ggagccctcc tcctgatcct gtagtggtag taagaatcac cagcgcgggc 60 

aaggagtacg gacgggagtc agaggcagag cgagggtgtg tggagggccg gcggggaccg 120 

ccgggagcgc gcggatgtcg gtgttcctgg ggccagggat gccctctgca tctttattag 180 

taaatcttct ttcagcttta ctcatcctat ttgtgtttgg agaaacagaa ataagattta 240 

ctggacaaac tgaatttgtt gttaatgaaa caagtacaac agttattcgt cttatcattg 3 00 

aaaggatagg agagccagca aatgttactg caattgtatc gctgtatgga gaggacgctg 360 

gtgacttttt tgacacatat gctgcagctt ttatacctgc cggagaaaca aacagaacag 420 

tgtacatagc agtatgtgat gatgacttac cagagcctga cgaaactttt atttttcact 480 

taacattaca gaaaccttca gcaaatgtga agcttggatg gccaaggact gttactgtga 540 

caatattatc aaatggacaa atggcatttt gggaatttat tttcatttta aatattggcc 600 

ttccccctcc aattccgcca agtggaagnt tgaaagcccc cct 643 



<210> 872 
<211> 498 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (498) 
<223> n = a,t,c or g 



<400> 872 

attcccgtgt cgacgatttc gtagcgcctg agagggcggt ggggtggcgg ngttcctgcg . 60 

cgcggcccgc catggatgtg gaggaggcgt tccaggcggt gggggagatg ggcatctacc 120 

agatgtactt gtgcttcctg ctggccgtgc tgctgcagct ctacgtggcc acggaggcca 180 

tcctcattgc actggttggg gccacgccat cctaccactg ggacctggca gagctcctgc 240 

caaatcagag ccacggtaac cagtcagctg gtgaagacca ggcctttggg gactggctcc 3 00 

tgacagccaa cggcagtgag atccataagc acgtgcattt cagcagcagc ttcacctcta 360 

tcgcctcgga gtggttttta attgccaaca gatcctacaa agtcagtgca gcaagctctt 420 

ttttcttcag tggtgtattt gttggagtta tctcttttgg tcagctttca gatcgcttcg 480 

gaaggaaaaa agtctatc 498 



<210> 873 
<211> 404 
<212> DNA 
<213> Homo sapiens 



<400> 873 

tttcgtctgt gagctgcggc agctgagcag aggcggcggc gcgggacctg cagtcgccag 60 

ggattccctc caggtgacga tgctctggtt ctccggcgtc ggggctctgg ctgagcgtta 120 

ctgccgccgc tcgcctggga ttacgtgctg cgtcttgctg ctactcaatt gctcgggggt 180 

ccccatgtct ctggcttcct ccttcttgac aggttctgtt gcaaaatgtg aaaatgaagg 240 

tgaagtcctc cagattccat ttatcacaga caacccttgc ataatgtgtg tctgcttgaa 300 

caaggaagtg acatgtaaga gagagaagtg ccccgtgctg tcccgagact gtgccctggc 360 

catcaagcag aggggagcct gttgtgaaca gtgcaaaggt tgca 404 
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<210> 874 
<211> 435 
<212> DNA 
<213> Homo sapiens 



<400> 874 

gaattcatcc gtcagtgtgg agtggccctc tgcatcgtgc tgggattctc catcctgtct 60 

gcatccatcg gcagctctgt ggtgagggac agggtgattg gagccaaaag gttgcagcac 120 

ataagtggcc ttggctacag gatgtactgg ttcacaaact tcctatatga catgctcttt 180 

tacttggttt ccgtctgcct gtgtgttgcc gttattgtcg ccttccagtt aacagctttt 240 

actttccgca agaacttggc agccacggcc ctcctgctgt cacttttcgg atatgcaact 300 

cttccatgga tgtacctgat gtccagaatc ttttccagtt cggacgtggc tttcatttcc 360 

tatgtctcac taaacttcat ctttggcctt tgtaccatgc tcataaccat tatgccccgg 420 

ttgctagcca tcatc 435 



<210> 875 
<211> 703 
<212> DNA 
<213> Homo sapiens 



<400> 875 

cctacttctc ccccagtgga tgcagaatgt gctgggccag gtgctggacg cgctggaata 60 

cctgcaccat ttggacatca tccacagacc cctttcgtaa gtgctggatg gcccctgaag 12 0 

ccctcaactt ctccttcagc cataaatcag acatctggtc cctgggctgc atcattctgg 180 

acatgaccag ctgctccttc atggatggca cagaagccat gcatctgcgg aagtccctcc 240 

gccagagccc aggcagcctg aaggccgtcc tgaagacaat ggaggagaag cagatcccgg 300 

atgtggaaac cttcaggaat cttctgccct tgatgctcca gatcgacccc tcggatcgaa 360 

taacgataaa gtgagctcag ggtcggggtt tattttaacc tgtggattta tctttcaaca 420 

tctctccacc ctaatacaag cacagctagt tggctttgta acgcctcaaa gaactccatc 480 

acagatgccc tgattatccc tgcacagctg ggctttgccc agttctggct ctcccaaacc 540 

gtgctgcggc gagtaatccc gaatgtacgg tggagtgagc agactgaccc ccaggaggca 600 

caggaggcgt agcccccagg acccacgaca cttttagggt tccagaaaaa agttttcatt 660 

caacataaaa aaaaaaaaat tcctaaagac aaaaaaaaaa aaa 703 



<210> 876 

<211> 429 

<212> DNA 

<213> Homo sapiens 



<400> 876 

tattatgaca gtgcggtgga attcgtggag tgagtctgag gacagcagat gaacagacag 60 

aaactgaaag atcccctaat ttgatgagtg agagggtcga gcggaactgg agcacgggcg 120 

gctggctgct ggcactgtgc ctggcctggc tgtggaccca cctgaccttg gctgccctgc 180 

agcctcccac tgccacagtg cttgtgcagc agggcacctg cgaggtgatt gcggctcacc 240 

gctgctgcaa ccggaaccgc atcgaggagc gctcccagac ggtgaaatgc tcctgttttt 300 

ctggccaggt ggccggcacc acgcgggcaa agccctcctg cgtggacgac ctgctcttgg 360 

ctgcccactg tgctcgtaga gaccctagag ctgcactccg cctcctgctt ccacagcctc 420 

catcgtcct 429 
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<210> 877 
<211> 1140 
<212> DNA 

<213> Homo sapiens 



<400> 877 

cgtcactagc agtttctgga gctacttgcc aaggctgagt gtgagctgag cctgccccac 60 

caccaagatg atcctgagct tgctgttcag ccttgggggc cccctgggct gggggctgct 120 

gggggcatgg gcccaggctt ccagtactag cctctctgat ctgcagagct ccaggacacc 180 

tggggtctgg aaggcagagg ctgaggacac cggcaaggac cccgttggac gtaactggtg 240 

cccctaccca atgtccaagc tggtcacctt actagctctt tgcaaaacag agaaattcct 3 00 

catccactcg cagcagccgt gtccgcaggg agctccagac tgccagaaag tcaaagtcat 360 

gtaccgcatg gcccacaagc cagtgtacca ggtcaagcag aaggtgctga cctctttggc 420 

ctggaggtgc tgccctggct acacgggccc caactgcgag caccacgatt ccatggcaat 480 

ccctgagcct gcagatcctg gtgacagcca ccaggaacct caggatggac cagtcagctt 540 

caaacctggc caccttgctg cagtgatcaa tgaggttgag gtgcaacagg aacagcagga 6 00 

acatctgctg ggagatctcc agaatgatgt gcaccgggtg gcagacagcc tgccaggcct 660 

gtggaaagcc ctgcctggta acctcacagc tgcagtgatg gaagcaaatc aaacagggca 720 

cgagttccct gatagatcct tggagcaggt gctgctaccc cacgtggaca ccttcctaca 780 

agtgcatttc agccccatct ggaggagctt taaccaaagc ctgcacagcc ttacccaggc 840 

cataagaaac ctgtctcttg acgtggaggc caaccgccag gccatctcca gagtccagga 900 

cagtgccgtg gccagggctg acttccagga gcttggtgcc aaatttgagg ccaaggtcca 960 

ggagaacact cagagagtgg gtcagctgcg acaggacgtg gaggaccgcc tgcacgccca 1020 

gcactttacc ctgcaccgct cgatctcaga gctccaagcc gatgtggaca ccaaattgaa 1080 

gaggctgcac aaggctcagg aggccccagg gaccaatggc agtctggtgt tggaacgcct 1140 



<210> 878 

<211> 1139 

<212> DNA 

<213> Homo sapiens 



<400> 878 

tgccactgtg aaggagatga tgagagcccc ctgatcaccc cctgccactg cacaggaagc 60 

ctccacttcg tgcaccaggc ctgcctgcag cagtggatca agagctccga cacgcgctgc 120 

tgcgagctct gcaagtatga gttcatcatg gagaccaagc tgaagccact gagaaaatgg 180 

gagaagttgc agatgacgtc cagcgagcgc aggaagatca tgtgctcagt gacattccac 240 

gtcattgcca tcacatgtgt ggtctggtcc ttgtatgtgc tcattgaccg tactgctgag 300 

gagatcaagc aggggcaggc aacaggaatc ctagaatggc ccttttggac taaattggtg 360 

gttgtggcca tcggcttcac cggaggactt ctttttatgt atgttcagtg taaagtgtat 420 

gtgcaattgt ggaagagact caaggcctat aatagagtga tctatgttca aaactgtcca 480 

gaaacaagca aaaagaatat ttttgaaaaa tctccactaa cagagcccaa ctttgaaaat 540 

aaacatggat atggaatctg tcattccgac acaaactctt cttgttgcac agagcctgaa 600 

gacactggag cagaaatcat tcacgtctga ttgtgtgcgg gttgtcattt tcctggacat 660 

ccatgaagag ctgaaggaaa ttgtttactg ccaattgtat acctttctta tgtcctttaa 720 

tagcatagac tggacaggtg actatttata gtggcttctc tttttctaaa ccctccttag 780 

tctcctagaa aaccttcctg tgggccaggc atgcctgggt cctgcctctg cctggcagct 840 

ctgtgggaaa gtggaagacc ccatgatgac atcatgggga gccagcagag ttcctgccca 900 

tggtcttgag ctgaatgaga gaataaaatg ccaatcccaa gggaagagga ggagcagggg 960 

tgcccaggcc ctgataccca gccgcctcca gcttgcagtg gtccccagcc tggagcagag 1020 

cattggggag tgtctaagcc atgacgagaa gattccctct gcatcacggc gaacccccag 1080 

gagatggtat ttgaaaacag acccccaaac acagactcct gcctgccctc ttgccgatg 1139 



<210> 879 
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<211> 478 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (478) 
<223> n = a,t,c or g 



<400> 879 

ggtcacgcaa gcggcnncnn nttttgagac ctttgatagc gtgtaggaan ncccaggcca 60 

gtgaatgtca gttcgtcggg cactgactcc gtctgctctt ggccttgtgt tcattttaca 120 

aatatttgcc cacggcctcc caggcccagg cccatgccac ctgggccccg gcatctgttt 18 0 

gaggatctgc caatgtgctc ttaactgagg acgaaggaag aacacctttc tatgagtctt 24 0 

gcaaagatta cctccttcag gccacaaata tttgagtgca cactacgtgc caggcactgt 3 00 

gcagggctgc aggcatagag acagaatgta atctatctgg gccttggacc ccatagggag 36 0 

aggggaccac tcaggtccat acttcctttg gacttggggc tttggccttg ggaggggcgg 42 0 

aggtggcgtg gcaagatgaa aaagacatcc tgcccccatc cacttgggca gagcttct 478 



<210> 880 
<211> 546 
<212> DNA 

<213> Homo sapiens 



<400> 880 

atgctgggta tccgtgatgt gagagggttt agcacgggaa cactgcagac gcctgcctgg 60 

gagctcaggt gctgcggtcc tcccttctgc ctgaaggagg catatggcca ggggctccgc 120 

ctgacactca cgaggcagta tatgcggatg atgggagtgc atccagtgat ccatttcctg 180 

gcctggttcc tggagaacat ggctgtgttg accataagca gtgctactct ggccatcgtt 240 

ctgaaaacaa gtggcatctt tgcacacagc aataccttta ttgttttcct ctttctcttg 300 

gattttggga tgtcagtcgt catgctgagc tacctcttga gtgcattttt cagccaagct 360 

aatacagcgg ccctttgtac cagcctggtg tacatgatca gctttctgcc ctacatagtt 420 

ctattggttc tacataacca attaagtttt gttaatcaga catttctgtg ccttctttcg 48 0 

acaaccgcct ttggacaagg ggtatttttt attacattcc tggaaggaca agagacaggg 54 0 

attcac 546 



<210> 881 
<211> 918 
<212> DNA 

<213> Homo sapiens 



<400> 881 

ctgcggaatt cggcacgagc gggaaagtgg tctagctgct tcaggatagg tggatgagag 60 

tttgctctga ttgaacggaa tgttccaccg tgtttcatct ttattcatta tcctttgttc 120 

tttaaaatct gatatattgg cataaaagta attgtacata tatatatgaa tgtgatttat 180 

tttcctttac atctttttgt tgtgtacagc agggcatata cttctcttgt cttggttgga 240 

tgcacaaatc tgtgtgcagt gctttttgcc cgttgcctag acgatcactt ggtttctctg 300 

aggatgtctg gttctcgtaa agagtttgat gtgaaacaga ttttgaaaat cagatggagg 360 

tggtttggtc atcaagcatc atctcctaat tctacagttg acagccagca gggagaattt 420 

tggaaccgag gacagactgg agcaaacggt gggagaaagt ttttagatcc atgtagccta 480 

caattgcctt tggcttcaat tggttaccga aggtccagcc aactggattt tcagaattca 540 

ccttcttggc caatggcatc cacctctgaa gtccctgcat ttgagtttac agcagaagat 600 
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tgtggcggtg cacattggct ggatagacca gaagtggatg atggcactag tgaagaagaa 660 

aatgaatctg attccagttc atgcaggact tccaatagta gtcagacatt atcatcctgt 720 

catactatgg agccatgtac atcagatgaa tttttccaag cccttaatca tgccgagcaa 780 

acatttaaaa aaatggaaaa ctatttgaga cataaacagt tgtgtgatgt aattttagtc 840 

gctggtgatc gcagaattcc agctcacaga ttggtgctct cctctgtctc agactatttt 900 

gctggcatgt ttactaat 918 



<210> 882 
<211> 604 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (1) . . . (604) 
<223> n = a, t, c or g 



<400> 882 

agcgtggtgg aattccgcag tggtacgtaa atggggtgaa ttattttact gacctgtgga 60 

atgtgatgga cacgctgggg cttttttact tcatagcagg aattgtattt cggctccact 120 

cttctaataa aagctctttg tattctggac gagtcatttt ctgtctggac tacattattt 180 

tcactctaag attgatccac atttttactg taagcagaaa cttaggaccc aagattataa 240 

tgctgcagag gatgctgatc gatgtgttct tcttcctgtt cctctttgcg gngtggatgg 300 

tggcctttgg cgtggccagg caagggatcc ttaggcagaa tgagcagcgc tggaggtgga 360 

tattccgttc ggtcatctac gagccctacc tggccatgtt cggccaggtg cccagtgacg 420 

tggatggtac cacgtatgac tttgcccact gcaccttcac tgggaatgag tccaagccac 480 

tgtgtgtgga gctggatgag cacaacctgc cccggttccc cgagtggatc accatccccc 540 

tggtgtgcat ctacatgtta tccaccaaca tcctgctggt caacctgctg gtcgccatgt 6 00 

ttgg 604 



<210> 883 

<211> 1206 

<212> DNA 

<213> Homo sapiens 



<400> 883 

tttttttttt caacagcttc cttctccccc aagaacccag aaggcatgga acatggacga 60 

cctacagggc ctgctggaga agaccaatgg gtgcatggga tgaccggcag cttccctcaa 120 

gtggcttccc agagactact aggagaactt ggtcctatcg ctgcccccac ctggaagctg 180 

gacttaagga tcccccaaag aacggggcaa ttagaaacct cccacccagc gaagggataa 240 

gcttctcaac tcagtcccac cactcttcat cgcaaccctc tgagtctgca gcagaaacaa 3 00 

acatctccaa gttacagagg aggggatgga atccccaagg ggccgagcgg tagccctttt 3 60 

aacttataag cctgttgatt agcctatacg agttatttgc acgtcaagaa aggaagtagc 420 

ctgctccttc ctgcagcgtc ctgctggtgt gacagcacgt ccccaagctc agtgctaacc 480 

tccttattaa acatcccctg ctgtgactca gggaacccac atgggtactc taaaacagtc 540 

attcagggac cccacggggt catgtgggag ggagacagat cccagaaaga gcacaagtga 600 

gtcattacca aaaactccaa ggcccgcaca ccggacgcac atacccagct aggggcagac 660 

tcaaagatcc cagcccttat cttctcccca tatcagagct cggaagccag aaatcttcct 720 

aaggcaggtg aaagcaagcc gagccccact gctgaaggac aaagccacag gaagcctgat 780 

gacatctttc ctctgaggct tccaaacgat caccccaaat tgcttgctga tactgggaag 840 

agtggccatg aactctccat tgctctgctg gctgtggaat gtttgctcag cacaggaagc 900 

atttaaggag aaagtcaaag tagccaaaag gcaaaccaga tggtggtgga catgtgggtg 960 

acagagcatc ctgcatttgt tgcctcgggg tgcagcccca aagataaagc cagcagtgtg 1020 



528 



WO 01/54477 



PCT/US01/02687 



caaatgacaa atgctacccc acctccgcca ggcagccaga gccagggccg aaggacgcgg 1080 

aaaggaactg gtgtggaaac ctgcccagga accgcactct caactgagaa gagtccgggg 1140 

cgcgtccccg cccggccgcc cggctgtgaa ttccgccaca cggcctaggg tgctcgaggt 1200 

ctcgat 1206 



<210> 884 
<211> 420 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (420) 
<223> n = a,t,c or g 



<400> 884 

cggcgtcatc gccggtgaag ttggtgaaac cgtctgggta ccactgctcg tagcgctcgt 60 

catggcattg ctgacagcaa cgtcgtatgc cgaactggtc accaaatatc cgcgggcggg 120 

cggtgcagca gtattcgccc aacgggcgta tcggaaacca ctgatctcgt tccttgtcgg 180 

cttctcgatg ctggcggccg gcgtaaccag tgcggcggga ctcgccctcg ccttctcggg 240 

cgactatctc aaagccttca tcgacgtccc aaccgttcca gcggcgctcg tcttcctgct 300 

cctggtggga cttctcaatg ccagaggcat caaggagtcc atgcgcgcca ncgtcgtcat 360 

gacagtcgtg gaagtcaccg ggctcgtcct cgttgtcgtc ctcgcgctcg tgccaggcag 420 



<210> 885 

<211> 1696 

<212> DNA 

<213> Homo sapiens 



<400> 885 

accctgaaca gaatcgcaga ttgccagccc ttttcccgac ccctacggaa agacgagtcc 60 

aggggccgtc ctggcgaggt caaaacattt agtctggtct tttcagcgtg gaccctgcca 120 

gcagccaggc catggagctc tctgatgtca ccctcattga gggtgtgggt aatgaggtga 180 

tggtggtggc aggtgtggtg gtgctgattc tagccttggt cctagcttgg ctctctacct 240 

acgtagcaga cagcggtagc aaccagctcc tgggcgctat tgtgtcagca ggcgacacat 300 

ccgtcctcca cctggggcat gtggaccacc tggtggcagg ccaaggcaac cccgagccaa 360 

ctgaactccc ccatccatca gagggtaatg atgagaaggc tgaagaggcg ggtgaaggtc 420 

ggggagactc cactggggag gctggagctg ggggtggtgt tgagcccagc cttgagcatc 480 

tccttgacat ccaaggcctg cccaaaagac aagcaggtgc aggcagcagc agtccagagg 540 

cccccctgag atctgaggat agcacctgcc tccctcccag ccctggcctc atcactgtgc 600 

ggctcaaatt cctcaatgat accgaggagc tggctgtggc taggccagag gataccgtgg 660 

gtgccctgaa gagcaaatac ttccctggac aagaaagcca gatgaaactg atctaccagg 720 

gccgcctgct acaagaccca gcccgcacac tgcgttctct gaacattacc gacaactgtg 780 

tgattcactg ccaccgctca cccccagggt cagctgttcc aggcccctca gcctccttgg 840 

ccccctcggc cactgagcca cccagccttg gtgtcaatgt gggcagcctc atggtgcctg 900 

tctttgtggt gctgttgggt gtggtctggt acttccgaat caattaccgc caattcttca 960 

cagcacctgc cactgtctcc ctggtgggag tcaccgtctt cttcagcttc ctagtatttg 1020 

ggatgtatgg acgataagga cataggaaga aaatgaaagg gtcctctgaa ggagttcaaa 1080 

gctgctggcc aagctcagtg gggagcctgg gctctgagat tccctcccac ctgtggttct 1140 

gactcttccc agtgtcctgc atgtctgccc ccagcaccca gggctgcctg caagggcagc 1200 

tcagcatggc cccagcacaa ctccgtaggg agcctggagt atccttccat ttctcagcca 1260 

aatactcatc ttttgagact gaaatcacac tggcgggaat gaagattgtg ccagccttct 1320 

cttatgggca cctagccgcc ttcaccttct tcctctaccc cttagcagga atagggtgtc 1380 
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ctcccttctt tcaaagcact ttgcttgcat tttattttat ttttttaaga gtccttcata 1440 

gagctcagtc aggaagggga tggggcacca agccaagccc ccagcattgg gagcggccag 1500 

gccacagctg ctgctcccgt agtcctcagg ctgtaagcaa gagacagcac tggcccttgg 1560 

ccagcgtcct accctgccca actccaagga ctgggtatgg attgctgggc cctaggctct 1620 

tgcttctggg gctattggag ggtcagtgtc tgtgactgaa taaagttcca ttttgtggtc 1680 

ctgcaaaaaa aaaaaa 1696 



<210> 886 

<211> 1410 

<212> DNA 

<213> Homo sapiens 



<400> 886 

gtccggaatt tccgggtcga cgatctcgtg gaagcgagcc gggcgcccag accttcagga 60 

ggcgtcggat gcgcggcggg tcttgggacc gggctctctc tccggctcgc cttgccctcg 120 

ggtgattatt tggctccgct catagccctg ccttcctcgg aggagccatc ggtgtcgcgt 180 

gcgtgtggag tatctgcaga catgactgcg tggaggagat tccagtcgct gctcctgctt 24 0 

ctcgggctgc tggtgctgtg cgcgaggctc ctcactgcag cgaagggtca gaactgtgga 300 

ggcttagtcc agggtcccaa tggcactatt gagagcccag ggtttcctca cgggtatccg 360 

aactatgcca actgcacctg gatcatcatc acgggcgagc gcaataggat acagttgtcc 420 

ttccatacct ttgctcttga agaagatttt gatattttat cagtttacga tggacagcct 480 

caacaaggga atttaaaagt gagattatcg ggatttcagc tgccctcctc tatagtgagt 540 

acaggatcta tcctcactct gtggttcacg acagacttcg ctgtgagtgc ccaaggtttc 600 

aaagcattat atgaaggtag gagattggtt gtgttttgca catgcattca ctgtccaaat 660 

gatctaatac atgctacact ggattaataa tgacaaacta ggctgctatg tcgcaggtcg 720 

ttccgtggtg tagacatttg gcttctgtgt aatgcaatgg catttggtaa cactgttata 780 

atcgccaaac tttccagccc aaaacgtgtt cacaattttc ttcttatcac tagaactttt 840 

cttcttgggg ttttgttttg gttaatttgt agcgaataag ttttgagaaa tttgactata 900 

aactaatagc cctcttatgt ggtaaagagt tcatttttaa tgcagaagag tttcattaaa 960 

tttttggttg gacaattata ctgatagtgc ttgagtaaag gaaatttcat taaatgagct 1020 

tttgttgtca aagctgaaat ttttaagaga gaaaattaat ttgcttttac tgttgtttga 1080 

tcatgcaagg catagagact tatttgtttt catgtcttca gattttgtgc ctagatacct 1140 

ttgaggtatt gctatcatta ttaaaacggc ttttggcaga aatttttttt aaatgcagag 1200 

atagaacttt ggaaaaggaa attatcattt caagtattag gttttaagaa attgaactag 1260 

ttaatacttt aaaggccgat gtgtgtctac ttttgttttg catggagatt ttaaattgcc 1320 

ttttacacgt aatacaagag ctactgtctg taacagaaac tctggagtct gtaaatttaa 1380 

aaagcaatct atcgttaggg gtgctgtatt 1410 



<210> 887 
<211> 413 
<212> DNA 
<213> Homo sapiens 



<400> 887 

tgactcccag aacaaccagt atattttgac caaacccaga gattcaacca tcccacgtgc 60 

agatcaccac tttataaagg acattgttac cataggaatg ctgtctttgc cttgtggctg 120 

gctatgtaca gccataggat tgcctacaat gtttggttat attatttgtg gtgtacttct 180 

gggaccttca ggactaaata gtattaaggt aagaacaaaa ttggattgtt ttggtatctg 240 

tttaacagaa tataaaaaga gaattcatga agactaaaaa gtattgaatg tgattaatgc 300 

agataccagc ttcgtataaa ccatttcaaa gatgtccttt caggtgtcac gggaagtctc 3 60 

tgaaccctca ggaagtcgct gtgcctgtta gtgaaggggc ggtgttactg gaa 413 
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<210> 


888 




/-Oil S 
<-~ J. X 


8 87 




<212> 


DNA 




<213> 
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<220> 






<221> 


misc 


feature 


<222> 


(1).. 


(887) 


<223> 


n = a 


, t , c or 


<400> 


888 





ctttcctgga gaactgagaa aattctttac cggctggatg tgggttggcc taagcaccca 60 

gaatatttta ccggaacaac attntgtgtt gcagttgact: ccctcaatgg attggtttac 12 0 

ataggtcaag taagtaaata gagatttaaa aaattatgaa cacaaaggaa gtaacagcct 180 

tcctgtcttg ctgtagtaac tgaccatatg cgtttatatc atgctaattg tgcaatttat 240 

ttttgagttg gtctcaagta ttttggtttc gaatgtgaaa gatatgttag attttgaaag 3 00 

tggtttttgt agtaaaattc tcagttattt tttttcttcg ccaagataca gattaccttt 360 

cctttaagct gatcctaagg aagttatttt ttgtatacct tcagagaggg gataacatcc 420 

caaagatatt agtgttcaca gaggatggat atttcctacg agcctggaat tatacagttg 48 0 

acacacctca tggtatattt gcagccagta ctctatatga acaatccgtc tggatcacgg 540 

atgtaggaag tggattcttt ggtcatactg ttaaaaaata cagttctttt ggtgatcttg 6 00 

ttcaagtctt gggtactcca ggcaaaaaag gcactagttt gaatcctttg cagtttgata 660 

acccagcaga attatatgta gaggacacag gagatattta cattgtggat ggagatggag 72 0 

gattgaataa cagattgatc aaactgtccc aagatttcat gatcctttgg ctgcatggag 78 0 

aaaatgggac agggcctgct aagttcaaca tacctcacag tgttacactt gattcagctg 84 0 

gtcgggtaca aatacagcgt cattgtgtct gggaaaaaaa aaaaaaa 887 



<210> 889 

<211> 1871 

<212> DNA 

<213> Homo sapiens 



<400> 889 

atggctgccg ctgcccttac aagcctgtcc accagccctc tccttctggg ggccccggtt 60 

gcagccttca gcccagtgcc ccctactgag gccaaagcgg caggacccag gccttctggc 120 

ctccctgacc tgctcacctc cacgcggctg gccacacacg tctgccaacc ctttcctgtg 18 0 

ccgggggggt ttctccccaa gccctggggc cagctcctcc aagacgctct gcccaccagt 24 0 

ctcaccggac ttggtgaaca ggggcagctc aggattaggg actccctgga cccacccgaa 300 

gttctaaggc ggggggcccg tgtccccaca gagcctggcc tggagccctg gaaggaggcc 360 

ctggtgcggc ccccaggcag ctacagcagc agcagcaaca gtggagactg gggatgggac 420 

ctggccagtg accagtcctc tccgtccacc ccgtcacccc cactgccccc cgaggcagcc 480 

cactttctgt ttggggagcc caccctgaga aaaaggaaga gcccggccca ggtcatgttc 54 0 

cagtgtctgt ggaagagctg cgggaaggtg ctgagcacgg cgtcggcgat gcagagacac 6 00 

atccgcctgg tgcacctggg gaggcaggca gagcctgatc agagtgatgg tgaggaggac 66 0 

ttctactaca cagagctgga tgttggtgtg gacacgctga ccgacgggct gtccagcctg 720 

actccagtgt cccccacggc ctccatgccg cctgccttcc cccgcctgga gctgccagag 78 0 

ctgctggagc ccccagccct gcctagtccc ctgcggccgc ctgccccgcc cctgcccccg 84 0 

ccccctgtcc tgagcaccgt tgctaacccc cagtcctgtc acagtgaccg tgtctaccag 900 

ggctgcctga cgcccgcccg cctggagccg cagcccacgg aggtcggagc ctgcccaccc 960 

gccttgtcct ccaggatcgg agtcaccctg aggaagcccc gcggcgacgc gaagaagtgc 1020 

cggaaggtgt atggcatgga gcgccgggac ctctggtgca cagcctgccg ctggaagaaa 1080 

gcctgccagc ggttcctgga ctaagtccgg ctcgttcaag aacataagct accaccttct 1140 

ccctccccac cccctccagg cccggggctg aaacagcccg aggacagccc caggggctgg 12 00 

ccttcaccag ctgcagggtc tgcttttact tggggtgggg gggcggggct gaccctgaac 1260 
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cctccccccc gccaggtcgg ggaggggtcc caccactcaa agtgcctcta aagaaaccag 1320 

ctttttgcac taaagccaaa ccacaccgct gtccccttag ccccaagggc cctgggggca 1380 

gccaccctcc cgcctgtcgg cccgtagatt tatcaagggt gttatgggcc cagctttggg 1440 

gggccagtcc cgatgcactt tgaggggtgt tggagagggg actcccccac tcgcacttaa 1500 

ctcaacggct ctcgggccct ggggctgttt ttaccatgtt tgtttttgaa gctcaggtgt 1560 

ctcacgtctg ggctgcacca ggcgaagaga gaaattaaag atttgaggtt tttccagaag 1620 

ctttgtctgc ctctcgggag gaaggccgtg gggctgggac cctgtggtgg gcaagtgggt 1680 

ggagtctggc agctgcccac agagggccga gggtcacccg tcggccgccg ccaccccagg 1740 

cgaggccgga ggaaggatca tctgagacgc aggaggcatc tgctggagca gcaatttccc 1800 

aatttattga aagtgatcgc tttgcaagga tgtctaagct aatcccgtca cagaaaggaa 1860 

acgcacaggc g 1871 



<210> 890 
<211> 379 
<212> DNA 

<213> Homo sapiens 



<400> 890 

ttagccacaa tggccgccaa cagacctagc ttggctatca atttagccac accaaacaca 60 

tcccaactgg acacaggcac agagttccct gccctggata tcaagctggg cacagccaga 120 

gacttgfcctt cggtagggac agtcaagtca ggcaaaaccg tgaacttggc tacagcaggc 180 

acaatcaagc cgggcacagc catgaatctg actacagttg ggacaaccaa gccagggatg 240 

gtcatggatt tgatagcctc agaaccagac aagctgggca aagccatggc tacaagaagc 300 

acagccaaac cagatatgac cacagagggt atagccatgg attcagcaac atcagaccca 360 

gtcaagccgg acatgtatt 3 79 



<210> 891 
<211> 397 
<212> DNA 

<213> Homo sapiens 



<400> 891 

tgctgcacaa catgcgtgtg tacggcacgt gcacgctcgt gctcatggcc ctggtggtct 60 

tcgtgggcgt caagtatgtc aacaagctgg cgctggtctt cctggcctgc gtcgtgctgt 120 

ccatcctggc catctatgcc ggcgtcatca agtctgcctt cgaccccccg gacatcccgg 180 

tctgcctcct ggggaaccgc acgctgtcac ggcgcagctt cgatgcctgc gtcaaggcct 240 

acggcatcca caacaactca gccacctccg cgctctgggg cctcttctgc aacggctccc 3 00 

agcccagcgc cgcctgtgac gagtacttca tccagaacaa cgtcaccgaa attcagggca 360 

tcccgggcgc ggccagtggt gtcttcctgg agaaccg 397 



<210> 892 
<211> 398 
<212> DNA 

<213> Homo sapiens 



<400> 892 

cctgtccgag tccctgctcc tggtcattgc tgacctgctc ttctgccggg acttcacggt 60 

tcagagcccc cggaggagca ctgtggactc ggcagaggac gtccactccc tggacagctg 120 

tgaatacatc tgggaggttg gtgtgggctt cgctcactcc ccccagccta actacatcca 180 

cgatatgaac cggatggagc tgctgaaact gctgctgaca tgcttctccg aggccatgta 240 
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cctgccccca gctccggaaa gtggcagcac caacccatgg gttcagttct tttgttccac 300 
ggagaacaga catgccctgc ccctcttcac ctccctcctc aacaccgtgt gtgcctatga 360 
ccctgtggaa tacgggatcc cctacaacca cctgtatt 398 



<210> 893 

<211> 397 

<212> DNA 

<213> Homo sapiens 



<400> 893 

cctcggggaa ggtgatgtat ttcagctccc tcttccccta cgtggtgctg gcctgcttcc 60 

tggtccgggg gctgttgctg cgaggggcag ttgatggcat cctacacatg ttcactccca 120 

agctggacaa gatgctggac ccccaggtgt ggcgggaggc agctacccag gtcttctctg 180 

ccttgggcct gggctttggt ggtgtcattg ccttctccag ctacaataag caggacaaca 240 

actgccactt cgatgccgcc ctggtgtcct tcatcaactt cttcacgtca gtgttggcca 300 

ccctcgtggt gtttgctgtg ctgggcttca aggccaacat catgaatgag aagtgtgtgg 360 

tcgagaatgc tgagaaaatc ctagggtacc gtgtatt 397 



<210> 894 
<211> 380 
<212> DNA 
<213> Homo sapiens 



<400> 894 

cggccaccct gccactcact ctcatcgtca tccttgagaa catcgctgtg gcctggattt 60 

atggaaccaa gaagttcatg caggagctga cggagatgct gggcttccgc ccctaccgct 120 

tctatttcta catgtggaag ttcgtgtctc ctctatgcat ggctgtgctc accacagcca 180 

gcatcatcca gctgggggtc acgcccccgg gctacagcgc ctggatcaag gaggaggctg 240 

ccgagcgcta cctgtatttc cccaactggg ccatggcacc cctgatcacc ctcatcgtcg 300 

tggcgacgct gcccatccct gtggtgttcg tcctgcggca cttccaccta atctgtgatg 360 

gctccaacac cccatgtatt 380 



<210> 895 

<211> 389 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (1) . . . (389) 

<223> n = a,t,c or g 



<400> 895 

ncatgaagat gtttgtggct catgggttct atgctgccaa attcgtagtg gccattgggt 60 

cggttgcagg actgacagtc agcttgctgg ggtccctctt cccgatgccg agggtcattt 120 

atgccatggc tggtgacggg ctccttttca ggttcctggc tcacgtcagc tcctacacag 180 

agacaccagt ggtggcctgc atcgtgtcgg ggttcctggc agcgctcctc gcactgttgg 240 

tcagcttgag agacctgata gagatgatgt ctatcggcac gctcctggcc tacaccttgg 300 

tctctgtctg tgtcttgctc cttcgacacc accctgagag tgacattgat ggttttgtca 360 

agttcttgtc tgaggagcac acgtgtagt 389 
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<210> 896 
<211> 415 
<212> DNA 
<213> Homo sapiens 



<400> 896 

cagcagccca cctggagtgc atttttaggt ttgaattgag agaacttgac cctgaggcac 60 

acacctacat tctgttaaac aaactgggac ctgtgccctt tgaagggtta gaagagagcc 120 

caaatgggcc aaagatgggc ctcctgatga tgattctagg ccaaatattc ctgaatggca 180 

accaagccaa ggaggctgag atttgggaaa tgctctggag gatgggggtg cagcgggaaa 240 

ggaggctttc catttttggg aacccaaaga gacttctgtc tgtggagttt gtatggcagc 300 

gttacttaga ctacaggcca gtaactgact gtaaaccagt ggagtatgag tttttctggg 360 

gcccaagatc ccacctagaa accaccaaga tgaaaattct gaagttcatg gcgaa 415 



<210> 897 

<211> 428 

<212> DNA 

<213> Homo sapiens 



<400> 897 

aagctcggag ctccagggaa ctggagatca tcctcaacca tcgagatgac cacagtgaag 60 

agcttgaccc tcagaagtac catgacctgg ccaagttgaa ggtggcaatc aaataccacc 120 

agaaagagtt tgttgctcag cccaactgcc aacagttgct tgccaccctg tggtatgatg 180 

gcttccctgg atggcggcgg aaacactggg tagtcaagct tctaacctgc atgaccattg 240 

ggttcctgtt tcccatgctg tctatagcct acctgatctc acccaggagc aaccttgggc 3 00 

tgttcatcaa gaaacccttt atcaagttta tctgccacac agcatcctat ttgaccttcc 360 

tctctatgct tctcctggct tctcagcaca ttgtcaggac agaccttcat gtacaggggc 420 

cctgtatt 428 



<210> 898 

<211> 444 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<222> (1) . . . (444) 

<223> n = a,t,c or g 



<400> 898 

ncttacaatg cacaatatct gcttcacatc cttgcccatc ctggcctata gtctactgga 60 

acagcacatc aacattgaca ctctgacctc agatccccga ttgtatatga aaatttctgg 120 

caatgccatg ctacagttgg gccccttctt atattggaca tttctggctg cctttgaagg 180 

gacagtgttc ttctttggga cttactttct ttttcagact gcatccctag aagaaaatgg 240 

aaaggtatac ggaaactgga cttttggaac cattgttttt acagtcttag tattcactgt 3 00 

aaccctgaag cttgccttgg atacccgatt ctggacgtgg ataaatcact ttgtgatttg 360 

gggttcttta gccttctatg tatttttctc attcttctgg ggaggaatta tttggccttt 420 

tctcaagcaa cagagaatgg cgaa 444 
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<210> 899 
<211> 436 
<212> DNA 
<213> Homo sapiens 



<400> 899 

gggagagagg aacttcacat gcacgcaggg tggcaaggat tttactgcca gctcagacct 60 

tctccagcaa caggtcttaa acagtgggtg gaagctgtac agggataccc aggatgggga 120 

agcctttcaa ggtgaacaga atgatttcaa ctccagccaa ggtgggaaag acttttgcca 180 

ccaacatggg ctgtttgagc accaaaaaac ccataatggg gagaggcctt atgagttcag 240 

tgaatgtggg gaattgttta ggtacaactc caaccttatt aaatatcagc aaaatcatgc 300 

tggagaaagg ccttatgagg gcactgaata tggaaagacc tttattagaa agtccaacct 360 

agttcagcac cagaaaattc acagtgaagg ctttctttca aaaaggtctg accccattga 420 

acatcaggag tgtatt 436 



<210> 900 

<211> 466 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc__f eature 
<222> (1) . . . (466) 
<223> n « a, t, c or g 



<400> 900 

agtacgagtt acgtgcggct ganccgcacg gcctatgggc agattggaat gatccaggcc 60 

ctgggaggct tctttactta ctttgtgatt ctggctgaga acggcttcct cccaattcac 120 

ctgttgggcc tccgagagga ctgggatgac cgctggatca acgatgtgga agacagctac 180 

gggcagcagt ggacctatga gcagaggaaa atcgtggagt tcacctgcca cacagccttc 240 

ttcgtcagta tcgtgggggt gcagtgggcc gacttggtca tctgtaagac caggaggaat 300 

tcggtcttcc agccggggat gaagaacaag atcttgatat ttggcctctt tgaagagaca 360 

gccctggctg ctttcctttc ctactgccct ggaatgggtg ttgctcttaa gatgtatccc 420 

ctcaaaccta cctggagggt ctgtgccttc ccctactctc ttctca 466 



<210> 901 
<211> 412 
<212> DNA 

<213> Homo sapiens 



<400> 901 

caagatctgg atcggcccca atgatgggat cacccagttt gataacatcc tttttgctgt 60 

gctgactgtc ttccagtgcg tccccatgga agggtggttc gctgtgctgt caactgccaa 120 

tgatgtctta ggagccccct ggaattggct gtacttcatc cccctcctca tcattggagc 180 

cttctttgtt cccaccctag tcctgggagt gctttccggg gattttgcca aagagagaga 240 

gagagtggag acccgaaggg ctttcatgaa gctgcggcgc cagcagcaga ttgagcgtga 300 

gctgaatggc taccgtgtct ggatagccaa agcagaggaa gtcatgctcg ctgaagaaaa 360 

tttgtatccc agtcacgcac ggccagtgaa tccgtaatca tggtcataga cc 412 



535 



WO 01/54477 



PCT/US01/02687 



<210> 902 

<211> 1334 

<212> DNA 

<213> Homo sapiens 



<400> 902 

ggaattccgg cgggctggac gccgagtgcg gccggcccct cttcgccacc tactcgggcc 60 

tctggaggaa gtgctacttc ctgggcatcg accgggacat cgacaccctc atcctgaaag 120 

gtattgcgca gcgatgcacg gccatcaagt accacttttc tcagcccatc cgcttgcgaa 180 

acattccttt taatttaacc aagaccatac agcaagatga gtggcacctg cttcatttaa 240 

gaagaatcac tgctggcttc ctcggcatgg ccgtagccgt ccttctctgc ggctgcattg 3 00 

tggccacagt cagtttcttc tgggaggaga gcttgaccca gcacgtggct ggactcctgt 360 

tcctcatgac agggatattt tgcaccattt ccctctgtac ttatgccgcc agtatctcgt 420 

atgatttgaa ccggctccca aagcfcaattt atagcctgcc tgctgatgtg gaacatggtt 480 

acagctggtc catcttttgc gcctggtgca gtttaggctt tattgtggca gctggaggtc 540 

tctgcatcgc ttatccgttt attagccgga ccaagattgc acagctaaag tctggcagag 600 

actccacggt atgactgtcc tcactgggcc tgtccacagt gcgagcgact cctgagggga 660 

acagcgcgga gttcaggagt ccaagcacaa agcggtcttt tacattccaa cctgttgcct 720 

gccagccctt tctggattac tgatagaaaa tcatgcaaaa cctcccaacc tttctaagga 780 

caagactact gtggattcaa gtgctttaat gactatttat gcgttgactg tgagaatagg 840 

gagcagtgcc atgggacatt tctaggtgta gagaaagaag aaactgcaat ggaaaaattt 900 

gtatgatttc catttatttc agaaagtttg tatgtaacaa ttacccgaga gtcatttcta 960 

cttgcaaaag gattcgtaac aaagcgagta taattttctt gtcattgtat catgcttgtt 1020 

aaattttaat gcagcatctt cagaacttgt cctgatggtg tcttattgtg tcagcaccaa 1080 

atatttgtgc attatttgtg gacgttcctt gtcacaggaa gattcttctt ctgttgcctt 1140 

attgtttttt tttttttaag tctcttctct gtctttgtac tggaatcgaa atcataagat 1200 

aaacagatca aacgtgctta agagctaact cgtgacacta tgcagtattg tttgaagacc 1260 

tgttgttcaa cctctgtctc tttatgttaa ctggatttct gcattaaaag actgccccct 1320 

tgttaaaaaa aaaa 1334 



<210> 903 

<211> 701 

<212> DNA 

<213> Homo sapiens 



<400> 
acctgggcac 
actcctactc 
gaaaagccca 
ccgtgaaagc 
ttactgagga 
accaggcttc 
cgctggtcag 
gcttctgcat 
tcagggatga 
ctcctatcgt 
gactgcggac 
agagccgata 



903 

cgtgtcctat 
acagatgcag 
atcttcagct 
catcgtgctg 
gactgagttc 
cagcccggat 
cagggacctc 
tctgcagctg 
atccacggca 
gcagtataat 
cctcgtggtt 
cactcaagcc 



ggcgccgaca 
tctcaagctg 
cccaaagtta 
tgtcacaacg 
gcagaggctg 
gaggtcgctc 
acctccatgc 
tttcccttca 
gaaatcacat 
gactggctgg 
gcaaagaagg 
aagctgagca 



cgatggatga 
gtggaaacaa 
ggaaaagtgt 
tgacccccgt 
accaagactt 
tggtgcagtg 
agctgaagac 
cctccgagag 
tctacatgaa 
aagaggagtg 
cgttgacaga 
tgcacacgaa 



gatccagagc 
tactggttca 
cagtagtcga 
gtatgagtct 
cagtgatgag 
gacagagagt 
ccccagtggc 
caagcggatg 
gggcgctgac 
cggaaacatg 
ggagcagtac 
a 



catgtcaggg 
actccactaa 
atccatgaag 
cgggccggcg 
aatcgcacct 

gtgggcctca 

caggtcctca 
ggcgtcatcg 
gtggccatgt 
gctcgcgaag 
caggactttg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
701 



<210> 904 
<211> 546 
<212> DNA 
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<213> Homo sapiens 



<400> 904 

tcttcggggg cgtccttatg atgctggctg ggactcctgg gcatcctgtt cttcctgggc 60 

caggccctca tggccatgct ggtgtacgtg tggagccgcc gcagccctcg ggtgagggtc 120 

aacttcttcg gcctgctcac tttccaggca ccgttcctgc cttgggcgct catgggcttc 180 

tcgctgctgc tgggcaactc catcctcgtg gacctgctgg ggattgcggt gggccatatc 240 

tactacttcc tggaggacgt cttccccaac cagcctggga ggcaagaggc tcctgcagac 3 00 

ccctgggctt tcctaaagct gctcctggga tgcccctgca gaagacccca attaacctgc 360 

ccctccctga ggaacagcca ggaccccatc tgccaccccc gcagcagtga cccccaccca 420 

ggggccaggc ctaagaggct tctggcagct tccatcctac ccatgacccc tacttggggc 480 

agaaaaaacc catcctaaag gctgggccca tgcaagggcc cacctgaata aacagaatga 540 

gctgca 546 



<210> 905 

<211> 2642 

<212> DNA 

<213> Homo sapiens 



<400> 905 

gacaagaagt ggactgagct ggataccaac cagcaccgga cccatgccat gaggctcctg 6 0 

gatggcttgg aagtcactgc cagggagaag agactcaagg tggctcgagc aattctctat 120 

gttgctcaag gcacgtttgg ggagtgcagc tcggaggcag aggtgcagtc ctggatgcgc 180 

tacaacatct ttctcctcct ggaggtgggc acgttcaatg ctttggtgga gcttctgaac 24 0 

atggaaatag acaacagtgc cgcctgcagc agtgctgtga ggaagcctgc catctccctg 3 00 

gctgacagca cagacctcag ggtcctgctc aacatcatgt acctgatagt ggagaccgtt 360 

catcaggagt gtgagggtga caaggctgag tggaggacca tgcggcagac cttcagagcc 420 

gagctgggct ccccgctgta caacaatgag ccatttgcca tcatgctgtt tgggatggtg 480 

accaaatttt gcagtggtca cgcccctcac tttcccatga agaaagttct cttgctgctc 54 0 

tggaagacag tattgtgcac gctaggcggc tttgaggagc tgcagagcat gaaggctgag 600 

aagcgcagca tcctgggcct ccccccgctt cctgaggaca gcatcaaagt gattcgcaac 660 

atgagagcag cctctccacc agcatctgct tcagacttga ttgagcagca gcagaaacgg 720 

g9 cc gccgag agcacaaggc tctgataaag caggacaacc tagatgcctt caacgagcgg 780 

gatccctaca aggctgatga ctctcgagaa gaggaagagg agaatgatga tgacaacagt 840 

ctggaggggg agacgtttcc cctggaacgg gatgaagtga tgcctccccc gctacagcac 900 

ccacagactg acaggctgac ttgccccaaa gggctcccgt gggctcccaa ggtcagagag 960 

aaagacattg agatgttcct tgagtccagc cgcagcaaat ttataggtta cactctaggc 1020 

agtgacacga acacagtggt ggggctgccc aggccaatcc acgaaagcat caagactctg 1080 

aaacagcaca agtacacgtc gattgcagag gtccaggcac agatggagga ggaatacctc 1140 

cgctcccctc tctcaggggg agaagaagaa gttgagcaag tccctgcaga aaccctctac 1200 

caaggcttgc tccccagcct gcctcagtat atgattgccc tcctgaagat cctgttggct 1260 

gcagcaccca cctcaaaagc caaaacagac tcaatcaaca tcctagcgga cgtcttgcct 1320 

gaggagatgc ccaccacagt gttgcagagc atgaagctgg gggtggatgt aaaccgccac 1380 

aaagaggtca ttgttaaggc catttctgct gtcctgctgc tgctgctcaa gcactttaag 1440 

ttgaaccatg tctaccagtt tgaatacatg gcccagcacc tggtgtttgc caactgcatt 1500 

cctttgatcc taaagttctt caatcaaaac atcatgtcct acatcactgc caagaacagc 1560 

atttctgtcc tggattaccc tcactgcgtg gtgcatgagc tgccagagct gacggcggag 1620 

agtttggaag caggtgacag taaccaattt tgctggagga acctcttttc ttgtatcaat 1680 

ctgcttcgga tcttgaacaa gctgacaaag tggaagcatt caaggacaat gatgctggtg 1740 

gtgttcaagt cagcccccat cttgaagcgg gccctaaagg tgaaacaagc catgatgcag 1800 

ctctatgtgc tgaagctgct caaggtacag accaaatact tggggcggca gtggcgaaag 1860 

agcaacatga agaccatgtc tgccatctac cagaaggtgc ggcatcggct gaacgacgac 1920 

tgggcatacg gcaatgatct tgatgcccgg ccttgggact tccaggcaga ggagtgtgcc 1980 

cttcgtgcca acattgaacg cttcaacgcc cggcgctatg accgggccca cagcaaccct 2 04 0 

gacttcctgc cagtggacaa ctgcctgcag agtgtcctgg gccaacgggt ggacctccct 2100 
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gaggactttc agatgaacta tgacctctgg ttagaaaggg aggtcttctc caagcccatt 2160 

tcctgggaag agctgctgca gtgaggctgt tggttagggg actgaaatgg agagaaaaga 2220 

tgatctgaag gtacctgtgg gactgtccta gttcattgct gcagtgctcc catcccccac 22 80 

caggtggcag cacagcccca ctgtgtcttc cgcagtctgt cctgggcttg ggtgagccca 234 0 

gcttgacctc cccttggttc ccagggtcct gctccgaagc agtcatctct gcctgagatc 2400 

cattcttcct ttacttcccc caccctcctc tcttggatat ggttggtttt ggctcatttc 246 0 

acaatcagcc caaggctggg aaagctggaa tgggatggga acccctccgc cgtgcatctg 252 0 

aatttcaggg gtcatgctga tgcctctcga gacatacaaa tccttgcttt gtcagcttgc 2580 

aaaggaggag agtttaggat tagggccagg gccagaaagt cggtatcttg gttgtgctct 264 0 

gg 2642 



<210> 906 

<211> 2053 

<212> DNA 

<213> Homo sapiens 



<400> 906 

tttttttttt taatttctcg agacagggtc tctgtcaccc aagctggagt gcagtgacac 60 

aatcaaggct cactgtagcc tcaatcttca gggctccagg gatcctccca tctcagtctc 120 

cttgggagct gggagctagg catgttccac catgcctggc taatttttta atttttttgt 18 0 

agagatgggg tcttgtcatg ttgcccatgt cggtctcaaa ctcctgggct caagcgatac 24 0 

tcccaccttg gcttcccagt attgggatta caggtgtgag ccaccatgtc tggcttgctt 300 

ctctttttgt attctaaaat tcaaaggcct aagtatcaaa tccctaaatc tccaaatact 36 0 

gtcacagata aagactcaat aataaactcc ctccgaaagt ttagacaggc tcaggtgaga 42 0 

gacttgtttc aaggggttat aaaaagaaac accagtgctc tgcagaagaa tcagttttta 480 

atttttttaa tgtatctatt taatggaata agttgatcat agatttgtaa accaaaaggt 54 0 

aatttctcaa gtatttggaa ataagaaaaa gcctccctac caccaacctt ttggtcatct 600 

ttctcattct cttacaatca tcctaatccc ctagtacacc cttaccatat atcaataagg 660 

gcaccataat attatgcaaa gaacagatat atatgcctga tctcttatta gacttgcacc 720 

agagactgtt gaaccactcc aggcatgaac tccaaagctg aggcacactg accaagcccc 78 0 

tgggcatcta cagaagcaaa ggcgttctct ctccagctgg ctgctccttc tggaagagcc 840 

ctttaatctg ggttaatcgg ccatagagcc tctctctcaa tggaggaatg tggtagctag 900 

ggtccagaat gtttgtcact cggcgctctc tctcttgctt ccataacttg tatgggtggg 960 

gagggaagaa cggtcgtcct ctctctcttc gaatctgtaa cgtaattcca cttacagcca 102 0 

gcatgcccca tactgccagg ataatgaagt cattagtttg aaaaggcaca tttgtgaaag 1080 

ctctgtggaa atccttgttg agcgctctct tgagtacgtt caaagtgatg taggaaaggc 1140 

ttgtggacca gtaactgtca atggctaaaa ccaccgaata ggagccaatg actccacaag 1200 

tcagtatgtt cagtattctt aggcagccca tgaaaactac tggaatgagg atagctatgc 1260 

aagagaaagt gacccagaat acaccatcat catgaaaaat ctttaggttt cccagtggag 1320 

taaagaaagt cactgacgag atgaggaacc ccagcactag tccaacacag agcatgcaga 13 80 

tcgagaggat tccaaatcgc caccacacag ctaccaagaa cattccaccg acgcttccag 1440 

tgacagctgt cagaatcaga ttcacatcat acttgatagg tgtcagtctt gtaatcagta 1500 

tataaaagaa gaatcccatg atgataaagc ctatgaagaa taattctgtt ttccagaatc 1560 

tgtgtccaaa gaaacaaatg aagaaaccaa gcagggcaaa aagagtgaag aacactttgg 1620 

aagacactct tcctagggaa gcacaactac cctctcctgc ctcaaagctg caagcgtatg 1680 

tgtgagcagg aatgtaggca gcagatgtat ttagaaacgg gtcccaaaca atgacattgt 1740 

atatgacacc ttgtcccggg agggaggaga aggaaacact tgtcttatca ttagctgtta 1800 

gggtaaccac cttgagagca ctggccttca cctggggcac actgaccatc ctctgcagat 1860 

gcttcagcaa catctcctca gtgaggtcat tctcaggcag aaaatactga tagacatcat 1920 

actgcaacct ccacctggag tcctggtctg tcccagcgtc acatggtggg ggatctacgc 1980 

ctctcgcata gcctagggtt tgctggggca aacttgatag tcgtttcaaa gaaattatac 2040 

tccaagtaaa tgt 2 053 



<210> 907 
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<211> 861 
<212> DNA 
<213> Homo sapiens 



<400> 907 

catcgcattc atgactccta gtccagcgtg gtggaattcc ggtgtgtctg cagtgtgtgc 60 

agcatgtgcg taagtgcatg tgaatgtgcg tgtgttgcat gtgagcatgt gcacgcctgt 120 

gcgtgtgagc attgtgtgcg tgatgggagc cgtgggtgct gtgtggacag cccctctgcc 180 

cctcccatgg gctcccacgc ccagcatcca cctgagagag gagggagctg ccttcccatt 240 

ctgcggagtc tgtgtgctga ggccccgcag aagcaagtgg aggagctggg atgtgaacct 300 

gggaccccgg cgtagggggc tgcttggctg tggaccctgc ccctcaggaa agcccagggt 360 

ccacctccag aggactcgtt ctggggcggg ggcggaggcg gggggcctcc ccacccgggg 42 0 

ctcgatgagg ggctgtccgt ttcttggctc gagtgctgcc aagtgctccc tgctgctgcg 480 

cccaccttcc cggggagagg cgagcccctg gcttcctgag ttcatgaccc accctgtgca 54 0 

ccatcagcag ctggcttgtg gctctgggtg gcttggcacc aaacatcctg gaggcacatg 600 

tgccctgggc tccacaatgt gaggcccctg ctatgccgct tataatcctg gggtgacccg 660 

caagtggtga agggtcagcc ctgccttgtg cagccaactc gcagaccggg cgacatctgc 72 0 

actggttggg cactcctggg acggtgattg ccttcatttg tcggggacgc aaactacgtg 78 0 

ttgcagtttg tgcacctcca cattgcattc gcgacaaaca aggacgacct ggaacagcga 84 0 

ttactaactc ctccggctac a 861 



<210> 908 

<211> 1691 

<212> DNA 

<213> Homo sapiens 



<400> 908 

ggcacgagaa gccacatccg gcgacgtgtg gcaccccacc ctggctgcta cagatggggc 60 

tggatgcaga agagaactcc agctggtcct tagggacacg gcggccttgg cgctgaaggc 12 0 

cactcgctcc caccttgtcc tcacggtcca gttttcccag gaatccctta gatgctaaga 180 

tggggattcc tggaaatact gttcttgagg tcatggtttc acagctggat ttgcctcctt 240 

cccaccccac agttgccccc caatggggcc tcggctggct cacaggatga gggttcaaga 3 00 

agaaggctgt ccctggaggt aagagggctt atgaaccatg ttccaaacct ttgcgttgct 360 

tttctttcca tcgtgtctat ttcataacat ccctgtgagg ctggatgtgg gaacttcagc 420 

actgccgtac tcttgggaaa tttgtccaag gccacccggc tgagcagcgg ttgaaccagg 480 

acaccatcag gcatgcgttt cttgtctcca ccacaccctc aacccacttc ccaacgcgcc 540 

ttgcgacagg ggctgcggta ttgcatccac atgactgata aactagtaaa cacacatgaa 600 

ttcattttaa aagtgtattc aatcagttag gtaaactaaa aaccttaagt cttcgttcga 660 

tttggaacgc agccagagaa caaatggaaa atttttcaag gtagagaaga tgaaaactca 720 

gaacgccctc ttgtggcatc tctacccacc ctaggaacac tatggctctt cccctacaca 780 

tggtgattgc taaccttgct acaagacgtt ggacacacac acacacacac acacacacac 840 

acacactgag gttccttttg ccccctcact tttgagccag tgactactga aaccctctcc 900 

attgttgcac caccagcaat gcccccatca cttcctctca tttacttcca caggctggtt 960 

catcctcaaa gccctcctta cgtagatctg tgggatcagt gaggctcaga gaggtaaagt 1020 

ggccagccca aggtcgccca gacagcaaaa ggcagggcca gcgctgattt caagtccaat 1080 

ggcctatggc aatttcttag ccaaaagcaa aatctacaaa aataaaaagt caggcacagt 1140 

ggtgagtgcc tacagtccca gctactgagg aggccgacgg gggaggacca cttgagcttg 1200 

ggagttcctg gctgcagaga gctatgattg tgcctgtgaa tagccaatgc actccagcct 1260 

gagcaagata gggagaccct gtctctaaaa aatacctaaa taattttaaa agtcagcctc 1320 

tctgactgcc tatagagaat gctaactaac tgaatgacag aagacctaat gtaatccagg 1380 

tgcaaaatca gaactttccg gccgggcgcg gtggctcaca cctgtaatcc caacactttg 1440 

ggaggcccag gcgggtggat cacgaggtca ggagttcaag accggcctgc ccaacatggc 1500 

aaaaccccgt ctctactaaa aatacaaaaa attagctggg catggtggtg gccacctata 1560 

atctcagcta ctcaggaggc tgaggcagga gaattgcttg gacccgggag gcagaggttg 1620 

cagtgagctg agatcgcgcc actgcactcc agcgtggggg acaaaagcga aactctgtct 1680 
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caaaaaaaaa a 1691 



<210> 909 
<211> 737 
<212> DNA 
<213> Homo sapiens 

<400> 909 

tcgggtgagt aattcgtcca aagagtctcg tact ctt tat ttggttgtag agaagagaaa 60 

attaagtttc tttacctatg acttctctca tgtttctctg gagggctctc ttagagacta 120 

tttcaacaaa tatgacattt tcccttcctt tggctgcggt . tgtgagagcc tggatgaaac 180 

caactggctc tggaatgttc ctgtatcaat atttgccagt agtcaaatct tcacaagctg 240 

tttttcctgt tgttattgaa atcagctcca tttctggctc catcctcccc aaattcccaa 300 

tgctctcttt aatgtctttg cacactggat ccatcatata attgtgatta gcagctggaa 36 0 

ctgacagaat atatgaaaat atcctgcttt tctcaaactg ctgagccacc tttcatgaca 420 

cttggctgta gcttctgcct ctcctgacag gatataggag caaggactgt taaaggctgc 480 

catgcacatt cttctggaga aggacactac agccttcgag atttctgttc tcggaatcta 540 

taaaggctct aaaaaatgaa gtatatatct tttaaaaata aaaaataaat aaatcataac 600 

tgcatacaat tagatctagt acatactgca ctattgtaat gatctcatag ccacctcctg 660 

ttgctattgc agtgaactca agtgttgcag gtatccactt aaaacgccaa atgatgctca 72 0 

tcatctccac agaagcg 737 



<210> 910 

<211> 5345 

<212> DNA 

<213> Homo sapiens 



<400> 910 

tttttttttt ttgagatgga gtctcgctct gtcgcccagg ctggagtgca gtggcgggat 60 

ctcggctcac tgcaagctcc gcctcccggg ttcacgccat tctcctgcct cagcctccca 120 

agtagctggg actacaggca cccgccacta cgcccggcta attttttgta tttttagtag 180 

agacggggtt tcaccgtttt agccaggatg gtctcgatct cctgacctcg tgatccgccc 240 

gcctcggcct cccaaagtgc tgggattaca ggcgtgagcc accgcgcccg gcctcttccc 300 

tcctatcatt ttcgtgttct ggagacagta gcatacttgg ccctgggttt gacataaaac 360 

tagttctaca tatagaaagc tagggacaaa aatgagttct ggacaaaact aaaggactga 420 

ataatcatgt gaaacagccc aactctcccc tacatatgcc taagcactga tgaagtgttt 480 

catatattca ctcacctaaa tttcacaaca atcctatgaa atgctaacta gcatgatccc 540 

cagtttaaag gtgaggaaat tgagtcacag gcagaataac ttgctctggg tcaccaagct 600 

aataaataga tctgggttca aacccaggca gcctggctcc ggaatcaact cttaaccact 660 

tagagcatca tcactgagat cgggagaggg acaggctgct gtaaagaggg tgaagcgaaa 720 

atgggaggag agcagcggtt aagcaatgat gtgatggggc taaataaaaa tggatacaaa 780 

aacgagtaaa agaccagagt aaaaggaaaa gactggagaa ggggcctaac attaaaagag 840 

aatgaggaga agggagagtt gacaagcaaa ggtgaaagca gaaagtcagt tgtccatatg 900 

gcttggggag ataaagaagg cccaggaagg cctccaggaa aaggctgcca tgtcaggcag 960 

gacacagagg acaattgagg aaaagtgatt cttacaagat ggtgaaggtg ccattgtggg 1020 

tgttgggctc tggcacaggc acttggcgga gcctctgctc tgggttgaga tcaatacatg 1080 

acaacatctc atctccgcag gtacagagct cacatatgtt ggtgcttgtg gaggccttgt 1140 

gttcctctgg tgcagttaaa gccttatttt gggtgtaact ttcagactgc accagtgaat 1200 

cctgagcagg ttctagttca gtaggtggac ctgtgacttc agtcaggctt cgatgcagag 1260 

tctgaacccg gtctggacga ggagctgtag tcttctccag gcctgtagaa tgtccagtct 1320 

ctgtagtggg ttctggaatg atggcaagtc ccaggtctgg aagttgagtt gatgtctcct 1380 

ccatggttga agatggttta acccctgtag taagttgtgt agttatggta agctccaggt 1440 

ccagaggttg aacggtggct tgagtcaggt gtgaatgctg agcctgaccc ttgtctgaag 1500 
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gtggaagtgt cacctcaggg tgtcctggag gaggagctgt agtcatcagg gctgtagaag 1560 

gttcaacctc tgtcatggat tttggagtga tggtaaaccc caggtccaaa ggttgaactg 162 0 

tggctcgagt caggtgtgaa tgctgagtct gaacctggtc tggatgtgga agtgtcacct 1680 

caggatgctt tggagaaact atagtcctct tcgggggtgt agaatgtcca acctccgtag 1740 

tgggttctgg agtgatggta agtcccaggt ccaaaagttg aactgtaacg ctgggtgaca 1800 

ctggatgctg agcttgatcc tgacctggtg ttggatttgt taccccttga tatactcgaa 1860 

gttggggtac aactttctta ggaggctgag ttggggtctc cttcfatggtt ggagaaagtt 1920 

caacctctgt catggattct ggagtgatgg taaaccccag atccaaaggt tgaactgtgg 1980 

cttgagtcag gtgtgaatgc tctggaggtt gagctacaac tacattaggg aactctggag 2040 

tctgagctgg ggcctcctga tgggttaggg aagactcacc ctcctcagcg gtctgtggat 2100 

gctcagctgc agcctcctgc tgggttggag aggggttctc attattaata ggttccggag 2160 

atttgaaatg aagtctcctg ttgaactgct aaaggtccag cttcttctga tgactctgaa 222 0 

agcagaggtg ggcccccgtg ctggatggcg ggaggttcta tatcattacc tgaccctgag 2280 

agccgagttg tagcctcctg ctggactaga gaagttccca cctctgcact aggctctgct 2340 

gctatggtga gctgcacgtc tggaggcttc acagagacac tgggtgaatc taaatgatga 2400 

gtttgatggt gacctggagg tgaaactgtg acttcatgat gttctggagg ctgacctggg 2460 

gtctcctgct gggtcggaga agattcgacc tccctagaag tctcagaagg ctgaactggc 2520 

tgctgctgct cactgatgga aagttcatgc tccataggag gaactggagg ctcaattggg 2580 

gcctcctgtt gggttgcaga aggttccacc tcctctggaa actgaattgg ggtctcctgc 2640 

tgggtttggg aagattctgt ctcattggta ggctctgaag ttatggtaac ctccacatct 2700 

gcaggtttaa ctgtaatgtt gggcaagtga taataagctt gatcctcacc tggaggttga 2760 

actgacacct catgattcgg tagagttaga ctctccatag aggactctgg aggcagagct 2820 

ggggcctcct gctgcattga agaaggttct tcctcaagga gctgtggaag ctgtgctggg 2880 

gcttcttgtt ggagtgaaga ggactggatg tcttcaaggg tctctggatt ttgagtttcg 294 0 

ggctctagat ggaattgaga aggtccaact tgctcagagg gccctggagg ctcatctgac 3000 

ttcacccgga gttctggagg caggctaccg ggatacggtg tatctgtact ggaatattca 3060 

ttctgcaaag tctgtttctg actctgaggt gtggataatt ggtgtataat tccaataatc 3120 

tcagcaaggc tccaacgctg agctggatct ttcttcagct tcttgggcga aacagggagc 3180 

ctttcctgtg gactcagctt gtcctttaaa tcctgctgtg aagccaagaa ctgctctggc 3240 

tccaggggca gctctccagc tgaatcccag gtgtccagga atggaaccaa attttcagtc 33 00 

gattcctggg gtggggctgg catctctgag gaagcagagg gccccaggtg atcaaagtcc 33 60 

cacgggtctg ctgggagagt aggcgcatgg ggagattccc gtgggaaatg ggaggagtgg 3420 

gaagaccagg gctcaggcgg ccccaggggg ttagaggtca gctggagcgg gtccttgacc 3480 

cactccagag gctgagcctc cttgactagt agccacaata gttgccacat aaggaggggc 3540 

catgggcccc agaaacgcag cggggacatg acacacgcta gtgccgggca ctgagcggaa 36 00 

gtcattctgg cagctccgag acgctcgtgc cccttgtaag catgagtccc gccctgtctt 3660 

tatgacacct ttatttatgc cacagaactg ctccatgtca ccagggcact cttatgtcac 3720 

aatcccgccc aagcacgcct tcccatcctg ccctgccgga gcacccctct cctcccctta 3780 

gtgaggaagg atttgggcct cagatcctgg tggtcccagg actccagcgc ctgctgtggt 3840 

ggggtagggt ggggtagggt gggatggggg cgcggcagag cttcccaagg aagtcaccgg 3900 

acctcgcctc aggatattca gaagtgctag ttcagttctg gcagccttcc tcctttaagg 3960 

tgaaatccga gaacactctt ccttccaggg agagcaactg acctgcaaaa tgggcgccag 4020 

gatgtacatt acagtcattt attccaaagt gttgccattt tcgctaaact gtcgcatgtt 4080 

tgataattaa ttcaccaccc tattaggtag gggctgccag ggaataagcg aggactccaa 4140 

attttctgta ggaggggtgt tgggagttgg caattcggtc tgggagagaa ggttttaatc 4200 

cgagtgaaga gccctttgca ctagcctggg aggaggctga actgtcatcc tgccttgact 4260 

caacacagcc attcccctag aagttacagc acttctaggg tcacctgtgt tcagagatct 4320 

accctgtgtg cacacatgga gaagaggctt aggttgttaa agtcagcatg ttaaatcatt 4380 

tcctgaaatg cgactgtaac tagaacccag ctgacttccc ccacagccgt tcttacctat 4440 

tttattactg tctggcataa ttaccagcat gtaaactcca agaaggtgct tcatcttatt 4500 

ttagtgcctg gcatagacat agggtgcata gtgatggctt taaaattgaa ggggggccgg 4560 

gcgtggtggc tcacgcctgt aatcccagca ctttgggagg cagaggcggg cggatcacga 4620 

ggtcaggaga tcaagaccat cctggctaac acggtgaaac cccgtctcta ctaaaaatat 4680 

aaaaaattag ccgggcctag tggcgggtgc ctgtagtccc agctactcgg gaggctgagg 4740 

caggagaatg gcatgaaccc cggaggcaga gcttgcagtg agccgagatt gcaccactgc 4800 

actccagcct gggcgacaga gcgagactcc gtctcaaaaa acaaacaaac aaacaaacaa 4860 

aaacagaaca ttctgggcac ggtggctcat gcctgtagtc ccagcacttt gggaggccga 4920 

ggctggtgga tcacaaggtc aggagatcga gaccatcctg gctaacacgg tgaaaccccg 4980 

tctctactaa aaatacaaaa aaattagcca ggcgtggtgg cgggcgcctg tagtcccagc 5040 
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tactcgggag gctgaggcag gagaatggcg tgaacctggg aggcggagct tgcagtgagc 5100 

cgagatcaca ccactgcact ccagcctggg caacagagca agactctgtc tcaaaaaaaa 5160 

agaaagatta tttgcagccg ggcgcggtgg ctcacgcggg taatcccaat actttgggag 5220 

gccgaggcgg gcggatcacc aggttaggag atcgagacca tcctggccaa cacggtgaaa 5280 

ccccgtctct actaaaaaat acaaaatatt agccaggcat ggtggaggac gcctgtagtc 534 0 

cgagc 5345 



<210> 911 

<211> 1219 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (1219) 
<223> n = a,t,c or g 



<400> 911 

tgggcccccc gagggatcct ttaaaacggc cccccctttt tttttttttt cagagtttca 60 

aaatattctc atctgttaaa ttaagagtgt ctcccataga aaagcagtgg aggccccaca 12 0 

gggcaagtac aaaacagaat taaaactccc aagggtcttg tctttacaaa agaaaaggca 180 

ggaggcagcc cctggacagc tggtcatgct ggccgctccg gttggaccac gttgcataat 240 

cctcagtcgc atcatcacaa cgtctctgag cgttttgatg gggggagaag gggcagtgta 300 

gtgtgtatgg gaggagaggc ccagagggct ctctttgccc ccttaccccc ttttttatat 360 

cccagaggaa agtcggggga acctggctac accttgaaat gaggctatgt gtttcaaacc 420 

tggggacggg gtaagagagg atctgtgctt tgagcaacct gagccagagg cagaggggtg 480 

ttggaggggt aaggggagga tgcatgatgc ttattgcttt gtacctttca ctgggaagga 54 0 

gggcagcagc caacagtagc tcacaggttt gtaaactgag cctgttggct ttaagaaggg 600 

aggcaatgaa atcgaattaa atataaaaga gtcatttgtg caaaaataac ttaaacaaat 660 

aaaagacctg gggaaggggg tgttcccctt agcgcctggt ggggaaaggg ccatatacca 720 

tcccccccag gccttttcag tgacatggct tcgggggggc gggggggtgg tggggggggg 780 

tgaaacttcc ctgccccctg caatggctca ggatgggatt gtaggggaag gagttgcatt 840 

tgtgctctga gtggggagta gtgcccccac ccactgtcca caggtgcagg tggctggcag 900 

gggctcccaa ggctcagcac tcagctctcc ccaatcaggg tcagatccag ctccaggtat 960 

ggctgctatg gggccagttt cctcctcttg tttttggcag gacggccagg gcgggcccgg 1020 

ggaggcagag ggacagctgc tcgggctgta gggctgggtt ccaaggtaat gtcctggcgg 108 0 

gagctattgc tgttccgggt agggttgtat tttctcctac gaccacgacg aaaaattctg 1140 

tctactcccg ggggcacctt aaggtcctca gaatggggcc cgggaggggg gnnttagcgc 1200 

catcaaatag ggtctcagt 1219 



<210> 912 
<211> 814 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (814) 
<223> n = a, t, c or g 



<400> 912 

tgtgctggaa ttcctagaat tctgcctatc acaacagtta acattgattc tgtagatcat 60 
tttgagaact gacatcttta acagcagtct gccaatctat gaatatggta tatctctaca 120 
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tttatttaga tctttttcaa ttcctcatca ctgttttgca gggttttttg tttgtttttg 180 

agatggagtt tcactcttgt cgcccaggcc agagtgcaat gatgcaatct cagctcgctg 240 

caacctctgc ctcccgggtt caagtgattc tcgttgtctc agccccccaa gaagctggga 300 

ctacaggcgc ccgccaccac gtccagctaa tttttgtatt tttattagag atggggtttt 360 

gccatgttgg ccaggctggt ctcgaactcc tgaactcagg tgatccaccc acctcggcct 420 

cccaaagtgc tgggattaga ggtgtgaacc actgtgcccc gcccattaat tcacttttga 480 

catttcagtc ttttatccat ttggaatgta ttgtgatatg agatttgaga tatgaaccca 540 

cttttgttta ttgccatgac acctcttatc tctgtaaagg atcagatagt gaatatttta 600 

ggctttgtgg gccatatgat ctgtgccctt gcagctagtc aactctgccc ttgtattgtg 660 

aaagcagcta tagttaatat gtaagtgaat aactggctgt gcttcaataa aacttgatct 720 

ataaaaaaat ggtggtgaag cagatttggc ctcccaattg tttcctcagc cctgacctan 780 

gcttaagaat tctgttggaa attatggaga gcga 814 



<210> 913 

<211> 687 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (1) . . . (687) 

<223> n = a,t,c or g 



<400> 913 

cttccgtctg acttttgtgt tattgctatc aaacatttta attttacata tgtcatcatt 60 

cacacgttac attatgattt ttgttttaat aataatcttt taaagagatt taaagtaata 120 

aaaattacat atttacccat gtggttatca tttccaaagc tcttcattcc tttgtctata 180 

ttccttgtgt ttttgcttat ggcgaattct tttaggattt ttaagtcaaa aaatatcttt 240 

atttcccttt tgttttggaa tgatactttt gctgggtgta tatttctaac ttgacagttt 300. 

ttagtacttt aaaaacattg ctccactgtc ttctcacctg tatttccaat gagaaatctg 360 

ccggcatcct tatctttgtt cctttatatg taacgcgctt ttttctctct ggctcttttc 420 

aagatttttc tttatatcac tggntttggg cgcgttggat atgafcgtgcc ttgatatagt 480 

ttcttccttt gtgcttcggg ctcacttagc ttcttggata catgggttta tgactctcat 540 

tagatgtggg gaagttttag ccattatttt tctcaaatat tttatttgta ccacactctt 600 

gtcttctcct ttagggatcc caattacaca tagcacgccc tttggagatg gcctacagct 660 

cttttttttt gtggacccgg ccggcgg 687 



<210> 914 
<211> 620 
<212> DNA 
<213> Homo sapiens 



<400> 914 

tcgaagcttc ctctaagttc attctctttt atccttcccc agaagaaacg tgtctgaaat 60 

atggaatgta tcattgccaa acaaaaagaa tttgtgaaaa cttcttagtt gcataactag 12 0 

gaagactaga gactattgac tgtcatacat acttttacta aatatgagta ctgttgtatt 180 

tttactattt ataaatatta aaattacata ctattaactt gcatgttttt aaacaacata 240 

taaatggtat cacattgtat tttttgcaac ttgctttttt cacttctgac tgtgttttta 300 

agacttctcc atgttgacac atgtcattta ttcattcgtt ttaattgctg taagatattc 360 

ttttgtcagg atatactaca acttatatat ctgttattct ttctgtggac atttaaattg 42 0 

ttttcaggtt ttacattaaa aataatacag cagtgagcat tcttggtcat atctcttttg 480 

aacatgtgtg agcttttctg ttctttacat aagaggagga atgattggac cttagagtac 540 

atcttcagta ttattaggga attccaaaca gctttccaaa gtcgctatat gaatttacac 600 
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ccacactagc atcataagcc 620 



<210> 915 
<211> 788 
<212> DNA 
<213> Homo sapiens 



<400> 915 

acaccgcggt ggaataacca ttagttgcta tcctgccttc ttctctcagc tgagctgtct 60 

gaaacatgct aacatgctta tacaatactt gctgtcctgc cttctgctct cagctgagct 120 

ctctgaaaca tgctaacatg cttatacaat acttgctgtc ctgccttctc ctctcagctg 180 

agctctctgg aacatgcttt ttatacaata cttgctgccc tgccttcttc tctcagctga 240 

gctctctgga acattctttt tatacaatac ttgccatctg catgtcccat gttgccactc 300 

cttggttccc acaggccctc cgtcattgag ttcacatttt cagtctcgtg gtctctgtgc 360 

tccctgtgcc tccatagcag attctgggat agcagattct gggggcaaca atctcaattt 420 

cgttggtgct ggaggagtgg cctcagggca tctgctgtca cctctgctgg ggccccagtc 480 

cagcccgtgc cctcactgtc cccgcggtgg ccgcctgcct tcccagcctc ttcccctctg 540 

cagtgcgcgc tcttgggcgc aagaagcctt gagacttccc tcctccgcac agctgtgccc 600 

gtgccatccc cttccacgag gcctgggccc cgtctcaccc tctggactgc . tggccaacat 660 

ctcgtacagg cacaattggc tgctgggctc ctggccgggt tggctcattt ggggggggaa 720 

aaaccggggg ggtttaaatt catttttggc ctaattccga gccagggagg ttgacttcag 780 

ggagaaca 78 8 



<210> 916 
<211> 758 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_£eature 
<222> (1) . . . (758) 
<223> n = a,t,c or g 



<400> 916 

tttgagaccc aggaagccca cttggagaca tttatccagg acaaaagaaa gcacatatcc 60 

acaaagactt gaatatgcat gtttatagca gttttgttca taagagtccc aagctggaaa 120 

taactcaaat gtctaacaac agatgaacaa ataaactgga aaaggcatac gatggaaccc 180 

ttctcagcaa tcaacaagag aaacaatcac tgcaggtata cacagctgca tggatgaatc 24 0 

tcaagaacat tacacggagc gaggaagcca gacagagggc tacgtactgc aggattccag 300 

agatatgaaa tcccaggacg ggaaaaactc gcccaagtga cagaaagcag atcggcggtt 360 

gcctaactcc atgctctcat ttctggttgt tttccagttg gttctcttaa ggttttcagg 420 

aagacattca catcatcagc taataacaat tacttttcct cttttccaat ggctgtattt 480 

tttctttttc atgttttttt gcactggctg gaaattttag gacaatatga gatgacagtg 540 

gtgagagtgt gtaggtttgt cgtgactgtg gcctttggct gctgcctata ttcatctaga 600 

ctccaggcca gcagctcgcc agctcnaccg tgccgctcat gtccaggccg tggfcccttgg 660 

agtggtcact gctgcgaggg aaggagcccc caacagctcc cgtgaacctg accctggaga 720 

gggaggctgt gctctaaacc cctctcctgc ggcacgag ' 758 



<210> 917 
<211> 2709 
<212> DNA 
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<213> Homo sapiens 



<400> 917 

tttccattgc cactgcagaa tgaagccagt gcacatggta ttagtcatca gccagaactt 60 

cctgttctgt gggtctgggg tcaccagctg agatgtcacc tgctttattt ctggctttgg 120 

cctgtggtct gtgataccca tcctccttga tgttctgcag aatggcactt gactgctggg 180 

catgcatgaa gttaagggca agaaacagta tgccatgtgt tctgtaccat catgtgtctc 240 

ttcttccttc tgggcccttc tactggtgaa ctttcatcaa gatctgcgcc atgccgtgtc 300 

actatcaagc cattaagttt tgtctgggtt gctgtcagcc ccagttggct tcctggtcaa 360 

caaggacctc aagaactgcc tgtggaccga ggccccctac cagtgcatga gacacacacc 420 

taccctcccc agctttccag gaaccctact ggctgccaga ctgatgggcg ggctggtatg 480 

tgtggacatg tgttcactgt cattatgctg tggctccagg tgagggtgag gactgggcct 540 

atatagaatc cagataccat tgtcaacttc ccttattccc gtctaagatg tgagcagagt 600 

gccatagtag gggttctggg aagaggtatt tctgatttgt gggcctctgc ttgcttgact 660 

tcaggtcact tatacttctt attttgcttg cctgccttca tccctcattt cctccctctc 720 

attcttcttt cctccctccc tttcctggta gcctcctttc ctccccttct gccttcccct 780 

tccttctttc cttattcttt tttattttgt ttaaatagta ccacagagaa aacaactgaa 840 

aaaccacatt tttctacata cagctgggga ggtagctgag aacttggcac tgcgcacaca 900 

tactaggttg aaagagagtt gaggaaacca gaaggccaag tggatctgct ggcaaaccct 960 

gaacctgtct cctgcgcttg ctctacagtt ctgaagttga aaatcctttt catgcctagc 1020 

atctgcttga gttataaacc ccaaggcagc catgtcatag actagtgttt actcttgttt 1080 

tgactttgtt ttaatgcttc ctaagaccca agtggcctcc tgctgtttcc tcctttgtgg 1140 

tagcctctgg ccatctggga cctcaatccc cagcttttcc acttttcagc agtcctttgg 1200 

ctctttttgg cttcttacct tcaaattagg ccccaggagt gggctttagt cttccaatat 1260 

ggagcatctc aagcttctcc tgggggatgg ggattgggat gggcagaatc tgttttggat 1320 

ctccgggtta tttccagtgg gtgtaaaagc agagctgggc ctttccctct cttatccctg 1380 

agggtgggta agaaggactg tatctacacc tgttcttccc taccttctct tttgttaggg 1440 

aggcctcatt ctaagttcct caagagagtc cttggcttaa agctgtagca agggtgtgct 1500 

aggtggggga tttggagcaa aaccgtcgag taggcatgat actggtatgg agtgggcctg 1560 

caaaatcaga cagaaatggc ttgagaagcc gcagggggag catgcctgtc tctcagtgat 162 0 

agagtatggg agggacctcc ctagcttgga aaatgagaat tgaaggggtt atgaacaaat 1680 

aggatgccta gttgaggatg ttcccaaagt tttgtccaat cttatcatta gtagatttta 1740 

taagccacag agacaaacca gaaacggaat aatgttactt tggatgcttt atttttttgt 1800 

tctaggtgtg gctttgtaca tgcagaagaa tgctatatgc tgcacatttt gcctttaaag 1860 

tcttacgact ttccccattt tagtctaatg ggaagataca gatgtgcaag tctgcttttt 192 0 

tgttttttgt tattattttt ttttttttgg ctctgggtta gggacatttt caaacttgcc 198 0 

caaaagggga gaggatggtc cttggacccc catgtgtcca tcacctagct gcatcactta 2040 

tcagctatgg tcaacctggt ttcatctgta tctctttttt ttcacctgta ttgtttattg 2100 

aaaatccaag acactatgcc aatgcaaccg tgactacttt gggagattgg tagtctcttt 2160 

tgatggtgat agtgatgggg tgcactatca taatcacatc aaggtctgct ttttgctttt 2220 

aatgttaact aatgaagttc ccagagatgg gcccttaaga aaatgtgttt ttaaggaatt 2280 

aacaaaggag tctccaaaaa ggaaatggag aggggatgct tccctttccc cttgccatct 2340 

accaaaacca ggagagagac tgttctgttg taaaactctt tcaaaaattc tgatatggta 2400 

aggtacttga gacccttcac cagaatgtca atcttttttt ctgtgtaaca tggaaacttg 2460 

tgtgaccatt agcattgtta tcagcttgta ctggtctcat aactctggtt ttggaagaat 2520 

aatttggaaa ttgttgctgt gttctgtgaa aataacctcc ccaaaataat tagtaactgg 2580 

ttgttctact tggtaatttg acaccctgtt aataacgcaa ttatttctgt gttcttaaac 2640 

agtataaata gttgtaagtt tgcatgcatg atggaaaaat aaaaacctgt atctctgtta 2700 

aaaaaaaaa 2709 



<210> 918 

<211> 1327 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> misc_f eature 
<222> (1) . . . (1327) 
<223> n = a,t,c or g 

<400> 918 

aaggcgccca tgaaaaatga tgactcttag ncagngcggt ggaattcgca cctcaatgaa 60 

tgtgtactcg ctgagtgtgg accctaacac ctggcagact ctgctccatg agaggcacct 120 

gcggcagcca gaacacaaag tcctgcagca gctgcgcagc cgcggggaca acgtgtacgt 180 

ggtgactgag gtgctgcaga cacagaagga ggtggaagtc acgcgcaccc acaagcggga 240 

gggctcgggc cggttttccc tgcccggagc cacgtgcttg cagggtgagg gccagggcca 3 00 

tctgagccag aagaagacgg tcaccatccc ctcaggcagc accctcgcat tccgggtggc 360 

ccagctggtt attgactctg acttggacgt ccttctcttc ccggataaga agcagaggac 420 

cttccagcca cccgcgacag gccacaagcg ttccacgagc gaaggcgcct ggccacagct 480 

gccctctggc ctctccatga tgaggtgcct ccacaacttc ctgacagatg gggtccctgc 540 

ggagggggcg ttcactgaag acttccaggg cctacgggca gaggtggaga ccatctccaa 600 

ggaactggag cttttggaca gagagctgtg ccagctggct gctggagggc ctggaggggg 660 

tgctgcggga ccagctggcc ctgcgagcct tggaggaggc gctggagcag ggccagagcc 720 

ttgggccggt ggagcccctg gacggtccag caggtgctgt cctggagtgc ctggtgttgt 780 

cctccggaat gctggtgccg gaactcgcta tccctgttgt ctacctgctg ggggcactga 84 0 

ccatgctgag tgaaacgcag cacaagctgc tggcggaggc gctggagtcg cagaccctgt 900 

tggggccgct cgagctggtg ggcagcctct tggagcagag tgccccgtgg caggagcgca 960 

gcaccatgtc cctgcccccc gggctcctgg ggaacagctg gggcgaagga gcaccggcct 1020 

gggtcttgct ggacgagtgt ggcctagagc tgggggagga cactccccac gtgtgctggg 1080 

agccgcaggc ccagggccgc atgtgtgcac tctacgcctc cctggcactg ctatcaggac 1140 

tgagccagga gccccactag cctgtgcccg ggcatggcct ggcagctctc cagcagggca 1200 

gagtgtttgc ccaccagctg ctagccctag gaaggccagg agcccagtag ccatgtggcc 1260 

agtctaccat ggggcccagg agttggggaa acacaataaa ggtggcatac gaaggaaaaa 1320 

aaaaaaa 1327 



<210> 919 

<211> 1463 

<212> DNA 

<213> Homo sapiens 



<400> 919 

tatttaatat tttacttctg atttgactca agtgtttaaa gtgtttattg atggtgatgc 60 

aagaagtttt cctatcttac gtttttattt aggtagtgga ggtatatggc cttctcgcct 120 

tgggaatgtc cctgtggaat caactggtag tccctgttct tttcatggtt ttctggctcg 180 

tcttatttgc tcttcagatt tactcctatt tcagtactcg agatcagcct gcatcacgtg 240 

agaggcttct tttccttttt ctgacaagta ttgcggaatg ctgcagcact ccttactctc 3 00 

ttttgggttt ggtcttcacg gtttcttttg ttgccttggg tgttctcaca ctctgcaagt 360 

tttacttgca gggttatcga gctttcatga atgatcctgc catgaatcgg ggcatgacag 42 0 

aaggagtaac gctgttaatc ctggcagtgc agactgggct gatagaactg caggttgttc 480 

atcgggcatt cttgctcagt attatccttt tcattgtcgt agcttctatc ctacagtcta 540 

tgttagaaat tgcagatcct attgttttgg cactgggagc atctagagac aagagcttgt 600 

ggaaacactt ccgtgctgta agcctttgtt tatttttatt ggtattccct gcttatatgg 660 

cttatatgat ttgccagttt ttccacatgg atttttggct tcttatcatt atttccagca 720 

gcattcttac ctctcttcag gttctgggaa cactttttat ttatgtctta tttatggttg 780 

aggaattcag aaaagagcca gtggaaaaca tggatgatgt catctactat gtgaatggca 840 

cttaccgcct gctggagttt cttgtggccc tctgtgtggt ggcctatggc gtctcagaga 900 

ccatctttgg agaatggaca gtgatgggct caatgatcat cttcattcat tcctactata 960 

acgtgtggct tcgggcccag ctggggtgga agagctttct tctccgcagg gatgctgtga 1020 

ataagattaa atcgttaccc attgctacga aagagcagct tgagaaacac aatgatattt 1080 

gtgccatctg ttatcaggac atgaaatctg ctgtgatcac gccttgcagt cattttttcc 1140 

atgcaggctg tcttaagaaa tggctgtatg tccaggagac ctgccctctg tgccactgcc 1200 
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atctgaaaaa ctcctcccag cttccaggat taggaactga gccagttcta cagcctcatg 1260 

ctggagctga gcaaaacgtc atgtttcagg aaggtactga acccccaggc caggagcata 1320 

ctccagggac caggatacag gaaggttcca gggacaataa tgagtacatt gccagacgac 1380 

cagataacca ggaaggggct tttgacccca aagaatatcc tcacagtgcg aaagatgaag 1440 

cacatcctgt tgaatcagcc tag 1463 



<210> 920 
<211> 761 
<212> DNA 

<213> Homo sapiens 



<400> 920 

ctcacacagc tcccggccag gacacccgcc atggtcctcc ctctgccctg gctctctcgg 60 

taccatttcc ttcgcctcct tctgccctcc tggtccttgg caccccaggg ctcccatggg 120 

tgctgctccc aaaaccccaa agcaagcatg gaagagcaga ccaactccag aggaaatggg 180 

aagatgacgt cccctcccag gggccctggg acccaccgca cagctgagct ggcccgagct 240 

gaagagttgt tggagcagca gctggagctg taccaggccc tccttgaagg gcaggaggga 300 

gcctgggagg cccaagccct ggtgctcaag atccacaagc tgaaggaaca gatgaggagg 360 

caccaagaga gccttggagg aggtgcctaa gtttccccca gtgcccacag caccctccgg 420 

cactgaaaat actcgcacca cccaccagga gccttgggat cataaacacc ccagcgtctt 480 

cccaggccag agaaagtgga agagaccacc acccgcagac ccttggcagg cgggggggga 540 

gccagggctc tgcagactta ctcccattcc cctttgatat cacagcacgc caagcaccca 6 00 

ggttttataa gaattcaccc tggaccatgc cctaacataa actggcccaa atacacaaag 660 

ggacgaactt cttatggata ggggaagcca gggctctcag tctcaaacaa ttcctttaat 720 

tcccgccggg gccgacccga cctatagaac tcccccgccc c 761 



<210> 921 

<211> 1225 

<212> DNA 

<213> Homo sapiens 



<400> 921 

ggaattccgc gttagatgat agatcgagca gcctcaggcc gctggcgttg acgaaaacgc 60 

cgcgatccag cgcatgtagt tcgttgtggt ctaagtgcag ggcgcgcagc tggaagaggg 120 

gcgccaacca gccggggcgc atgcgctgga gcgcgttgtg gctcaggtcg aggtccgcag 180 

taccggcagg taactcggct ggcacgtcct gcagccctag gccagtgcag cttagcaggt 240 

cggcagcgca gatacatttg taggggcagt tgtggagcgc acggggcggg aaaccctcgg 300 

agtccggggt gcctaaccca acgcgcagca tgcagagcag tgtccccagc agcaccaacc 360 

aggtcatggc ggcgaccacc agggacagta cagagcagct ctgtgcaggt tgcagttcca 420 

ggactcaccc tcttctgctc tagtgcgaca tgggtggcac cggatggccc ttgccgagga 480 

ggcacggcgg gttcttgcca gccgacggcc cctactctcc ggttcccagg ttgtgaggcg 540 

gtgcggcact cttagccgcg ctcccttcgg cttcgctagc cctctccaag cgagttcctg 600 

atcggctcct aaatactccc cccaggggcg gggcccgggc tcctattggt tcccgtttga 660 

ggaggcgggg cggctacatc cctttgtgcc caatggcccc gcatgaccgc cagatgggga 720 

gcaaggccaa ccccaaagtc cccgtcagcc tttggctggc agctctccgc cgctcgtttt 780 

tcctcgggga gtaaaagggg gagtctggaa gaatgtctcc aagctgctgt tagtgtttat 840 

ttgaagtgac tttgaaggac tgataatatt atggggcagg cagactctca ctatcttaag 900 

gtggttcgcc tgagccttct taaagtggta ccccaggccg ggcgcggtgg ctcacgcctg 960 

taatcccagc actttgggaa gccaaggcag gtggatcacc tgaggtcagg aattcgagac 1020 

cagcctggcc aacctggtga aaccctgtct ctactaaaaa tacaacaaca attagccggg 1080 

cgtggtggtg ggcgtctgca attccagcta ctcgggaggc taaagcagga gaatcacttg 114 0 

aacccgggag gtggaggttg cagtgagccg agatcgtgcc atcgcactcc agcctgggca 1200 

acagagcgag actcgtctca agaaa 1225 
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<210> 922 

<211> 1589 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (1589) 
<223> n = a,t,c or g 



<400> 922 

ttttttttta accatttaca aatatgttta atagcagcat ttctttaaag aaaaacaaag 60 

ttcaaatgcc caataataat tatgtttaac acttggtaca catataaata gacaaaaggc 120 

tgcggagaac actggattta aataaaggtg ttatgggtat aattaactat aatttatttt 180 

atgaataaat aagaaaaaag tccctggcta taaaggatag tggaggttta tttcccaata 240 

ttcttccatt tggactgaac ccctgccaac taagcagaca tcccactatt acaccaaaaa 300 

gactgctctc cctgcgagca attacaatac atgacaccac taggcccaat ggctcagagg 3 60 

gaagagtggc ctgtggctct tcaatcttta tccaaacctg gttctagctt caggagcctt 420 

tggtcacctg agacttttta tttattaatt tttatgagac ggagtattgc tatgttgccc 480 

aggctgattc tgaactcctg ggctcaagca gttctcccgc ctgggcctcc cagaatgttg 54 0 

ggattacagg catgagccac cacacgcagc cacctgagac tttttaaaca gcaccagcac 6 00 

ttctggctgg tttgaacctt aaatgccacc acccaccaga gaggaggctc tcactagatt 660 

ctaaatctgt gatttatttt acttttcaat tgaaaaacaa aacagacaga agaaacttat 720 

tagaataagg ccacctagga atgttcttaa cttttccatt cagcttttgg ctgatatatg 780 

aaaatacaaa taaatacatc ctttccccag gtgcaaggct ccaaccagca gctccaaggg 840 

cttggtctac agtgctcaga aagacgccct gccttaaaag tcaggctagt gccctagctc 900 

cggtggcctc tgcaaatgag gccttgacag tcgtcagtgg acagacacat agtatccagc 960 

acccaggtct tgggccttcc tgcttcccag agtttcacag gtaggacgca tgtgagggga 102 0 

gcagtccgta cttctgttgg aggatggctg tagtactttc cagggcacag cctggacgaa 1080 

tgatgccaaa ctttccgggc acagacaaat caaccacagt tgagccaagg cgacactcgg 114 0 

ggctctggcc atccccaatt tgtcccccat caataaccaa ggacaactga ggccagagat 12 00 

cctggaactc ctcgacattc agagaactgg cctgggagct gaggttggca ctagtgagag 1260 

caagcggacc ctcaaacatc tgagccaagt cttgcataaa agcatgatca ggaatccgaa 132 0 

tgcctacaag aggcgtaaaa gggtttaggt ccttgttgag ctcctccgag cgttccatca 1380 

ccagggtcac tggtcctggc agtaggtctt tcaggagccc ctcaggtact ctcacacggc 1440 

agtatctgta gacgtcggcc acgcggccga ggcatacggc cagaggcttg gcctcgctgc 1500 

gacccttgag gcggtacaca gcgcgcagag ccgccgagca gctcgccggn nttccccgcn 1560 

cttccgangn tctcaaaggg gnctcttag 1589 



<210> 923 

<211> 1071 

<212> DNA 

<213> Homo sapiens 



<400> 923 

tgcaatggtg tgatctaggc tcactgcaac ctctttctct tttgttcaag tggttctcct 60 

gcctcagcct cctgagtagc taggattata ggcacacacc accacacctg gctaattttt 120 

ttggtaattt ttagtggatt cggtgtttca ccatgttggc cgggcttgtc ttgaactcct 180 

gacctcaggt gatccgccca cctcagcctc ccaaagtgct aagtgctggg attacagacc 240 

cttaaacaat attaagtagt aattagtaaa ctatattttc ttttcttttc ttttcttttt 300 

tttctgagat ggagtttcac tcttgttgcc caggctggag tgcaatggca tgatcttggc 360 

tctcactgca acctccacct cccaggttca agtgattctc ctgcctcagt ctccctggta 420 
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gctgggatta caggtgttca ccaccacgcc aggctaattt ttgtattttt agtagagaag 48 0 

gggtttcacc atgttggcca ggctggtctc gaactcctaa cctcaggtga tccacccgcc 54 0 

tcagcctccc aaagtgctag gattacaggt gtgagccact gtacctggcc aatagttcac 600 

ttttattgtt gagtagtatt tcatggtatg aatatactgt agtttgttta accattcacc 660 

cattgaagga catctgggtt gtttacagtt tgggaccgta atgagtaaag ctgctgttag 720 

tttctttgtg aacacagtct tcatttcttc tggataactg cccagtagtg cagttgttag 780 

gtcatatgat aattgcatat ttaaagaaac tgctgaactg ttttcctggg tgagtcagac 840 

tgctttacat tcccaccaag aacatatggg cgatccactt catccgcatt ctcaacaaca 900 

tttagttgtg tctctgtgtt ttattttagg cattctggta ggtatatagt gatagatata 960 

taacttactc tggttttaat ttttatttct ttaattggga atggttgtga gtatcttttc 1020 

atgtactcat tttgccatct gcatatcctg ttaggtgaaa tggtacttat t 1071 



<210> 924 

<211> 1758 

<212> DNA 

<213> Homo sapiens 



<400> 924 

tatctttggg acacaattgc tgttagctga aattgtgatt tttttaagtt ttttcacaga 6 0 

tcaattaaaa tggttttttt ttttgagaca gttttgctct tgttgtccag gctggagtgc 120 

aatggcgcga tcttggctca ctgcaacctc tgcctcacag gttcaagcga ttcttctgtc 18 0 

tcagcctcct gagtagctgg gattacaggc gcatgccacc atgcccagct aatttttgta 24 0 

tttttagtag agacggggtt tcatcatatt ggtcaggctg ggctcgaact cctgacctca 300 

ggtgatccac ctgcctcagc ctcccaaagt cctgggatta cagacgtgag ccaccatggc 360 

tggcctaaaa tgctttctag aagggattct tctggaccgt taaccacgtc cccaaaggaa 420 

aaccacacac acattattta agtactttcc atcttcctag agaaatttag ttacactgtt 480 

gactccttcc ctaaagggga ggattgaggg agacctcttc ttttgcaaaa tgcaatataa 540 

aaagccaggt aagcaataaa cagaaaacaa aagtgaggga ttttttttgt tgggttgttt 600 

ggtttgggaa ggggaggtgc tatggaggtt attgttgtga catgttgctt cgaaatctat 660 

aaaccacaca acaggaacaa ctgtttttct gttttctgtg acaaggagta ctgcagggac 720 

aacctcaccc agagctgcct gcacgatggt gcaaacatct tctccggcta ttctaaaagt 780 

aacaggtatt ccttcaaaga agctggcagt ggaaggccct tcactgcatc ggggagatac 840 

tggagtccca ggctacggcg cacggcatag cgagcgagtg tttttagagt tcctggagct 900 

gagcacagaa cagtcagttt ttcacatagc tgcgggtctc tggccacctc tcgtggcatg 960 

gtgccatttt tcctcaattc aaagtgtcca acagctctgt ggaggagctc aaagcaagag 1020 

tcctctttct ctgttccaag tcccctgact agcagagcca ccaggcggga gatgggtgtc 1080 

tggcctatta ggttgatgac tctgacctct gcgccataat ccagaaggat gctgacactc 1140 

t'caagatttc ccttcatggc agcccagctg agcggtgtat cattgttgta atccagggca 1200 

ttgacagagg ccccgctctc taggagagcc cgcacacact cagcattgtt cttaaaggct 1260 

gcccagtgaa gtggggtatc tctgttgcca tccaaagcat tggggtttgc accatactcc 132 0 

aataggacct ccacacaagc ctcatctttc tctgctgcat agtggagggc tgttcggtta 138 0 

tacccatcca gggcattcac ctcggctcct ttttccagaa gtaactccac acagtcagca 144 0 

tctgacacca tacaggcaca gtgcaagggc ttcagtgtgc catgagtgca gttcacatct 1500 

gctccccctc tgatgaggtc ctctacatta tcatgtggga aggaacggat ggcagcaatt 1560 

gttcggatta agcgctcgga gagagagtat ttgctctgaa tgctctgcat aatataccac 1620 

atactggaac tcatcaaggc tcaaggtgtt cacatgctcc aaactgccga attgctgggc 1680 

tgaggtgggg gttgaaagcc gctgtcaagg cgtgacccgg aagcagaagc tgtcgggggc 174 0 

aggccctctg tttacccc 1758 



<210> 925 

<211> 854 

<212> DNA 

<213> Homo sapiens 
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<400> 



925 



cagcaaaaaa 
gaagcagaga 
aacatcttgc 
gtctcccttg 
ttcctttgga 
ccaggccctc 
gcaggctgtg 
gaagaaatag 
gcaagatcta 
tttgggaggc 
catggttgaa 
cctggaaccc 
ggctgcaatg 
tttaaaaaaa 
atggcccctc 



gattaaatat 
tgccagctga 
acaggctgct 
accgggtggg 
tccacagcca 
tccagctcag 
cacaggaagg 
atattttaag 
ttgagaattt 
cgaggtggga 
actccatctc 
cagcttggtt 
aaactgtggt 
gaaaaaggcc 
ctcc 



ctacgagtaa 
ggtcctgccc 
gactgccttc 
cactgagcag 
gttgtaggcc 
gttacccctc 
caggggacac 
tgaataaact 
taaggctggg 
ggatcctttg 
tacaaaaaat 
ggaggctgag 
tgttccctct 
cgccgcttta 



acaagaattg 
ccagctcccc 
caagaagccc 
tagcaggtgt 
aacaacgggg 
cttatgtaca 
tgaggtccag 
gacagcttag 
tgtggtggct 
agccccaggg 
acaaatctta 
tcaggaggaa 
atccagggtg 
gagatccaat 



tgcaagccct ggacactggt 
ttaagctgag cagtgtggag 
ttgaccttta ccatgtgttg 
agactgagct ggcctctaac 
tggaggggtc tgatgtggct 
ttgtactcag agctgctagt 
cagtccctgc tcctgcttct 
aggggtaaaa aagagaatat 
cacacttgga atctcaccta 
gtctagacca tcctgggcaa 
cccaggcggt ggggtgcctg 
cactttgacc aggactttgg 
acaggcagaa cctgccttaa 
cataaaaacc ggtcatctgc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
854 



<210> 926 

<211> 2422 

<212> DNA 

<213> Homo sapiens 



<400> 926 

tttttttttt ttgagacaga gtctcgttct gtcgcccaag ctggagcgca atggtgtgat 60 

cttggctcac tgcaacatcc gcctcccagg ttcaagtgat tctcctgcct cagcctccct 120 

cgcaagtagc tgggattaca ggcgcctgcc accatgccta gcaaattttt gtatttttag 180 

tagagacagg attttaccat gttggccagg ctggtctcaa actcctgacc tcaagtgatc 240 

tgccctcctc agcctcgtaa agtgctggga ttacaggggt gagccgctgt gcctggctgg 3 00 

ccctgtgata tttctgtgaa ataaattggg ccagggtggg agcagggaaa gaaaaggaaa 360 

atagtagcaa gagctgcaaa gcaggcagca agggaggagg agagccaggt gagcagtgga 420 

gagaaggggg gccctgcaca aggaaacagg gaagagccat cgaagtttca gtcggtgagc 480 

cttgggcacc tcacccatgt cacatcctgt ctcctgcaat tggaattcca ccttgtccag 540 

ccctccccag ttaaagtggg gaagacagac tttaggatca cgtgtgtgac taatacagaa 600 

aggaaacatg gcgtcgggga gagggataaa acctgaatgc catattttaa gttaaaaaaa 660 

aaaaagcaaa cacaaagatg cttcaagatc ttcaggagaa gtatggtata caagtttcag 720 

ggaccctatt tgacaatttt cagagtgctc tctatgctga ttccgagtcg agtgtgtcag 780 

ctgtgattac agtgcctgtg gatctaggcc gggttggggg ggtgtgggcg ggggaaggga 840 

agtctggccc ggagcaattg ctcctgccgg taaccccagc actttgggat gcctaaacag 900 

gcgtatcgct tgaggccagt aattcgagac cagcctgggc aacatggcaa atctgtctct 960 

acaaaacaaa attggaaaaa ttgactgggc gtggtggcat gtgcctgttg tcccagctac 1020 

ttgggaggct gaggtgggag aatggcttga gcccgggagg cggaggttgc agtgagccaa 1080 

gatcatgtca ctgcgcttca gcctgggtga cagaaccaga ccctgtcttt aaaaagggag 1140 

ttggtgggga gaggttctag aatgtcatgt agcaaccagt ttaaggactg ggactcacgg 1200 

attccactcc cacagtttcc ctgtgtgacc ctaggcattt gacttagcct ttctgagcct 1260 

caggtttttt gtttctgaag taaaaggatt ggactaggta atctccaaga tcctaggaac 1320 

ccaggagaaa gatgagaaaa tgtacaagaa tgaacactca ggtggaaatg ctgcaatcct 13 80 

gagaagctcc caggatgaat gaaaggcaca ggacctctta cccctcaccc ctgcccccct 1440 

caagagctgg tttctcaaac ctttctctta ggccccttca aagggggaaa actaaaaatt 1500 

atacaagtta tagttcaagg actttaaata gattatttat atgattgctc ataaggatga 1560 

ggctgtgagg agggaacacc ttatttaatc taatgaaatt ccataggaaa gaggcctttt 1620 

gtatattgaa tcaatttatc tgccttctca gtgcatctgt catattctga aagattctgg 1680 

gttgatcttt tgcgataacc tctatggctg tgagtgtgtg tgtgtgtttg tgtatttttt 1740 

aacattttgt ataatgattg gaggttggta aaaagtaaca caacagtact tttttaatac 1800 

aaacttggtg tggtcttgag ttgtcttcca ttggagagcg tacgtgtgcc acagattggt 1860 

gcacctgccg gcatctctag gattgcacca actcccgtct agctcttctt ggtggcctgc 1920 
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aggggcctag ggcgcattca cttccctctg cttgacttta cgtggtgttc tagcgtcaga 1980 

catcaggcga tgccgtgcat tacccaagac actggacagc tccggatctt cccgtctaac 2040 

cactaatcaa gttaaaaaga ggaaattaac gctttcttag tagtctctga aagaaactag 2100 

ttatttgcgt aaagatgact tggtcttgtg ttgtttatcc ctggggagaa gggtaaagaa 2160 

gaccctcaaa ctggatttgc tgctgaagtg cttttaactc acctgtgcgg agagcggact 2220 

tcaagagagg gcgtgccggt gctccggaca aaacctgggg aatactgaaa gccaccacca 22 80 

ccaccgtcat tccagcatgc agatctcagt cctgggttgg tgttgtaggg catttattta 2340 

tttgacttga cggcgccttt caaagcttgc gaggatccct tcctcttcat cgagtgcatc 2400 

tgccaagcct gtgccccggc gc 2422 



<210> 927 

<211> 415 

<212> DNA 

<213> Homo sapiens 
<220> 

<22l> misc_f eature 

<222> (1) . . . (415) 

<223> n = a,t,c or g 

<400> 927 

gagtaataag ccaaaatatg ttattacaga cttttgtgac tacctgtata agttactttt 60 

actggcattt taattttgtg tggattcaat ttaatgtctg tagagttctt tcatttcagc 120 

ctgaacgact cactttagct tttcttatag gacaggtcta ctagtgacaa actctgtcca 180 

ttttttctta tctggcagng acttaatttc tccttcattt ttgaaagggt agttttgcca 240 

gataaagaat tcttagttcg attttttttt ctttcagcat tttgaatatg ttaccttctg 300 

acctccatgg tttctggtga gaaatcagct gttaatctta ttgaggatcc cttgtatgta 360 

atgagttgct tctcttggtg ttttcaagat gctctctttg tctttcaaca attcg 415 



<210> 928 

<211> 1503 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> mi sc_f eature 

<222> (1) . . . (1503) 

<223> n = a,t,c or g 



<400> 928 

tttttttttt ttgctagttg tatataaaat ttaatctcac cgaatgtaca gttttcaaat 60 

ttcacgtgta tattaaggaa ctgatgcatc tgagcattgt caaacaaacg ggaagaagaa 120 

gttaaagggc agcctggcat tgatggctgg tggagctctg aagcctgcct ctgcaggtgc 180 

agacacatcc acaaaagtaa ccgcagtgga aataagaatc gtcctttcat ttcctgagtt 240 

ggcctcagga aaggaggatg aaattagatt tgcagttaca ttgactattt tggcctgtgg 300 

attcagcagg gatccgtatt tagtccactt cacttctata accaaagccc ctgggagctg 360 

gcaggaatcc ttcctgttga atgactgggt gatgaagtgg atgggcaccc agtccagcat 420 

gtccctgggc cctgggaatt tccaaaaggg gccacgtaat ctgggaagcc ctggccccac 4 80 

agcaggctct tcaccttctg tgctacgagc tgacacggga gagctccagt cagtcttagt 540 

ttacagccag attgcatagt gtaaccaaat aatactgggg tccggacccc ctccagtgct 600 

aagcagtctt gctcagttgt gctatgaaga atagtaagct gtccatatct atttgtggtc 660 

tgaataatcc cagacccctt atgaggctgg aatccagcag ctaatgggag ccccacgaca 720 

taaccagggt ttccactgag agggactggc tgggtatttt cctgaagaaa atgaatttca 780 
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aacttttgct gcagtgggac cactacgctg 
gctttggtga cttcacctgc atctgtgtat 
ttcacgcaaa ggctaaagtg tccagcgttg 
tcccgtcggg tgagcgtttt atttagagac 
accttttttc ttgaatcagg taccctcaga 
agggcttcaa tttcttcaca ctgttctaaa 
ttcaccagaa acgctgcagg gttattatca 
aatctcagaa acgaatctga agtctgcaga 
ggaatatcca gtttggttgt gaaggaaaca 
gatgttttca tcaatgtatc aaaattgttt 
aatgcaggtt tatagtttgt aatatgaatg 
agttcaaata ctctttgagg tgggtttgct 
tga 



ctaactgtcc ccagaacgaa tgagagatca 840 

gtgaggctgt actttacctc aagaacaaca 90 0 

acgagagtcg gctgcagcac atcagtgtcc 960 

tgaatgacga tggactgaac agtgataggg 1020 

atttccgggc tgctgtaaaa agccatgctg 1080 

tttatttttc tggtgcactt aacagcctgg 114 0 

gtgcacagag atgatgtcag ggacgaagga 1200 

ggaaccccat actcatattt agcagcagta 1260 

tatgattcag cattcaatgt aaaaccatca 1320 

tcatcaggta cttctggatt aataaaggat 138 0 

cagaaaatag atggattaat ctggtcaaca 1440 

gtaaaattca atgaatagnt gactgctttt 1500 

1503 



<210> 929 
<211> 834 
<212> DNA 

<213> Homo sapiens 



<400> 929 

cgggcccaga gggaaggtga gagggcaagg agtaaaggtg gctgggtgtg ggtccgttga 60 

agcgagccgc ctccagccct gttgaactgg tgggcccagg gactggagcg ggattgaaag 120 

ggatcttgct ctcccttgaa gcctcgagtt gcagcgattt cagtggcttc tctccctgtg 180 

taagcctgtc tgggtgttta ggctgaacta cagccacccc ctctcccggg ggtgtgcagg 240 

ccagggactg gccaggcagc catggctgac gagaagacct tccggatcgg cttcattgtg 300 

ctggggcttt tcctgctggc cctcggtacg ttcctcatga gccatgatcg gccccaggtc 360 

tacggcacct tctatgccat gggcagcgtc atggtgatcg ggggcatcat ctggagcatg 420 

tgccagtgct accccaagat caccttcgtc cctgctgact ctgactttca aggcatcctc 480 

tccccaaagg ccatgggcct gctggagaat gggcttgctg ccgagatgaa gagccccagt 540 

ccccagccgc cctatgtaag gctgtgggag gaagccgcct atgaccagag cctgcctgac 600 

ttcagccaca tccagatgaa agtcatgagc tacagtgagg accaccgctc cttgctggcc 660 

cctgagatgg ggcagccgaa gctgggaacc agtgatggag gagaaggtgg ccctggcgac 72 0 

gttcaggcct ggatggaggc tgccgtggtc atccacaagg gcttaaacga gagtgaaggg 780 

gaaagacgcc taactcagag ctggcccggc cccctggcct gtccccaggg ccct 834 



<210> 930 

<211> 1434 

<212> DNA 

<213> Homo sapiens 



<400> 930 
tttcgtccac ctctgccggc tcgtactcgg 
gaagcccaca ctggcggcca cggagcagag 
tctggatggt ggagaagagc agggttccga 
tgcccacctc tctctctggt cctgttcatc 
ctcagttaaa ggttccaggg attccacttt 
ggtggtggtg tatctgggga gagtgaggag 
tttggggcct cagacagagg agtgaagctg 
cacaaactgg gctgctgtgt ggtagagaaa 
gaccggacca tgattgggga accaatgaat 
gagatggggg ccggagatgg acttgccatg 
aagggaaacc gagataggcc atggagcaat 
ggttctgcca tcttgaaacc cccattctgt 



ctcccccacc tcgccgcaga gctagcccgg 60 

tccctcaccc ccaccagctg tagctgaacg 120 

gtctgaggaa gacataacct tgtgcctgcc 180 

tctcaggctc tgagacactg accttcactg 240 

gtctggaccc atccagctga gtgaacccag 300 

tgggttgtcc aaacaccagg gaaagagccc 360 

gaaccatcag ggaacatgag tgaattttgg 420 

ccccagccga agaagaagag aagacggatt 480 

tttgttcacc tgactcacat tggctcaggg 540 

acaggtgcag ttcaggagca gatgagatcc 600 

tctaggggct tatagctcca ataatggaat 660 

ttccagccca gaagaaatgc tgcccctacc 72 0 



552 



WO 01/54477 



PCMJS01/02687 



agatccctcc ttgaaccagt gatctaagga cccctctttt ccctatctgc ctaacagtgc 780 

ctcacaaggc ttgggggctg gactccctct actccctctg gccatagccc ctcctggaga 840 

tggggtcaag gcagcaggac tgatcaagtg actactggtt agccagagga gctcagctga 900 

agccctggaa accctcaggt ctgagatagg agttctctag gaacctggaa tgagttcctg 960 

tctcctgaat gatggtctgg gtgccacctg tttttaaact cttaaacctg gaactcctta 1020 

aatggggtag gtgggtgaga ttatcaaagc tgaagctggc tttgctgaga agctccctac 1080 

ctccctgccc ttctcctcct tcctgctgga atgaactaaa gcagatgtca agcaggggct 1140 

ggtgggggtg cctactccct tttccactct atctttagat ttcaaacctt aggcttacag 1200 

cccctcaata tctctctgct aacaccagtg tctctttcta gttaggcctc taatcttctg 1260 

tttctgttta ccagcttccc agcaactttc cttttttaaa atattaaaaa tttaattcag 1320 

gttctcttaa aaaaaaaaaa aaggggcggc cgctttaaag gatccctggg ggggcccaat 1380 

cttacccggg caggcaacga catagctttt tccctaaagg gaggcgcatt aaaa 1434 



<210> 931 
<211> 410 
<212> DNA 
<213> Homo sapiens 



<400> 931 

aatacagtgt ggggtgagta tgcacgtgtg tttacacata tggggtttgg gtgtgtgcgt 60 

gttcatgcat atgatgtgcg catgtgtggg cgtatacgtg tgtccattta tgaggtatgg 120 

gatgcagata tgtgcatgta ttcacgcaca ttcatgtagc gcatgtgtgt gttcgtgcat 180 

atggtgtatg catgggtgtt cgtatctgtg gggtacaggc atcatgcacg tgtgttcatc 240 

tgtgtggggt gtgggtatac ctggactgtg gcctgaggct cccctacagg acactgctcc 300 

ctgccgcctc cccaggggat aacaggaccc tgctcctctt gctaaagcca gtttgggagc 360 

acccccaccc aggcactcca cgccagccag gctcgcctct gaccagatgg 410 



<210> 932 

<211> 2361 

<212> DNA 

<213> Homo sapiens 



<400> 932 
acgcctgctt ggacgagccc 
catataacat ttacatagga 
ttttaaaaga aaccaacaaa 
tgcgcatcct gcctccatct 
cccaaacatc tttacacaga 
tctctggaat cgttgcaggc 
accaaacaag ggtgcctcct 
cttcagattt gggactaagt 
tgataccgaa acctttaaat 
tggacgtatc agacttcact 
aaattacagt gattaaggga 
tcaatggcaa tcaaattgag 
agtatctgta tttggaatac 
tgccaaattt gcagttactg 
tcttttctcg gagcaccctt 
cctgtcagtg gggtccttga 
ccatgggact gtacttgtga 
gggatttttt gtgaaagaac 
gaagtccctc aaaaatgaaa 
cacaagccct gcacctgcca 



tcgtgccaat tgcccttaaa agcttggctg gagaacatgc 60 

gaagctatct gtgaaactcc cagtgactta tatggaaggc 120 

caagagctat gtcccatggg caccggcagt gattttgacg 180 

cagctggaaa atggctacac cactcccaat ggtcacacta 240 

ttagtaacta aaccaccaaa aacaacaaat ccttccaaga 300 

aaagccctct ccaaccgcaa tctcagtcag attgtgtctt 360 

ctaacacctt gcccggcacc ttgcttctgc aaaacacacc 420 

gtgaactgcc aagagaaaaa tatacagtct atgtctgaac 480 

gcgaagaagc tgcacgtcaa tggcaatagc atcaaggatg 540 

gactttgaag gactggattt gcttcattta ggcagcaatc 600 

gacgtatttc acaatctcac taatttacgc aggctatatc 660 

agactctatc ctgaaatatt ttcaggtctt cataacctgc 720 

aatttgatta aggaaatctc agcaggcacc tttgactcca 780 

tacttaaaca ataatctcct aaagagcctg cctgtttaca 840 

agctagactg aacctgagga acaacaaatt catgtacctg 900 

tcagttgcaa tctcttacac agattgactt ggagggcaac 960 

cttggtggca ttaaagctgt gggtggagaa gttgagcgac 1020 

tgaaatgtga gacgcctgtt cagtttgcca acattgaact 1080 

tcttatgtcc catactttta aataagccgt ctgcaccatt 1140 

ttacattcac cactcctttg ggttccattt ggaagacatc 12 00 
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ctggtgggcc agcgcctctt gtctatttta atcttaagta tcttagtggt cctcatttta 1260 

acggtgtttg ttgctttttg ccttcttgtt tttgtcctgc gacgcaacaa gaaacccaca 1320 

gtgaagcacg aaggcctggg gaatcctgac tgtggctcca tgcagctgca gctaaggaag 1380 

catgaccaca aaaccaataa aaaagatgga ctgagcacag aagctttcat tccacaaact 144 0 

atagaacaga tgagcaagag ccacacttgt ggcttgaaag agtcagaaac tgggttcatg 1500 

ttttcagatc ctccaggaca gaaagttgtt atgagaaatg tggccgacaa ggagaaagat 156 0 

ttattacatg tagataccag gaagagactg agcacaattg atgagctgga tgaattattc 1620 

cctagcaggg attccaatgt gtttattcag aattttcttg aaagcaaaaa ggagtataat 1680 

agcataggtg tcagtggctt tgagatccgc tatccagaaa aacaaccaga caaaaaaagt 174 0 

aagaagtcac tgataggtgg caaccacagt aaaattgttg tggaacaaag gaagagtgag 1800 

tattttgaac tgaaggcgaa actgcagagt tcccctgact acctacaggt ccttgaggag 186 0 

caaacagctt tgaacaagat ctaggtcatg taatcttact tcatacagag gacatttatt 1920 

taatgatgaa agtgcctttt gttgacttct aacttccaaa tactatatta tcaataggca 1980 

tggaggcagg tgtttccaag ggtgtctcat taactgtagc tgcaaagatg tgtcaagtag 2040 

aagagaattt gtttaataga ttttactaca taaaacctat actgtggagt cctgtgggga 2100 

tactgcaaac tctattgcca aagggatgct ttatacacat aatactgaat ttaacctcaa 2160 

gaggcaaatc tgttttgtac tccaatgcaa aaccttcgtc tctttgtgct ttgtaaagca 2220 

aactcaagaa aactggtaca cctgtaccag ctgggtcctt tatcttgcac gtagattaag 2280 

ttggtggaac tggaataatc cttttgattt gtggcattgt aacaactccg tgtaaagatt 234 0 

atctgaaaag taaaaaaaaa a 2361 



<210> 933 

<211> 680 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1)...(680) 
<223> rx = a,t,c or g 



<400> 933 

cagtaatatg cccagatagt atccaataga aagcatntca gcctttcttc cccttcctcc 60 

ctccctccct ccttttggag cccccagtgt ctactattcc catctttttt atttgagaca 120 

gtgtctcgct ctgttgccca ggctggaatg cagtggcacg atcacggctt actgcagcct 180 

caatcttctg ggctcaagtg atcctcccaa cgaagccttc caagtagtgg gactacaggc 240 

atgcgccacc acgcccagct acttttcata ttttttgtag agactggacc tccctatgtt 3 00 

gctcaggctg gtctcaaact cctgagctca agcaatccac ctgtctcggt ctcccaagag 3 60 

ctgggattcc aggcgtgcac cagtgcctga cttcgttctt tatggctaca tccaacatca 42 0 

tttcatttag tcctctcagc tgttctgagg tcagcactat tatctccatt tcacagatga 48 0 

agaaattagt atttgtcatt tcaacgaaac ttcatggagc cctcacaaat gacaacatct 540 

ccatttcaca tcacgagacc caaagggaag ggtgcacgtc agaagcaaat ccaggatgcg 600 

aagccaggtc tgtctgatgc caaagggcaa gccctgagcc cgaaacccca tactgcgcat 660 

gcccagcaca cctgcgtttc 68 0 



<210> 934 
<211> 728 
<212> DNA 
<213> Homo sapiens 



<400> 934 

gccggccacc ccggaccgag gcaggacctc accccgcgcg tgttccccgg gcgcccctct 60 
gcgaacccca ggcccttccc aggtttgcgc gcgggggcca tccagaccct gcggagagcg 120 
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aggcccggag cgtcgccgag gtttgagggc gccggagacc gagggcctgg cggccgaagg 180 

aaccgcccca agaagagcct ctggcccggg ggctgctgga acatgtgcgg ggggacacag 240 

tttgtttgac agttgccaga ctatgtttac gcttctggtt ctactcagcc aactgcccac 300 

agttaccctg gggtttcctc attgcgcaag aggtccaaag gcttctaagc atgcgggaga 360 

agaagtgttt acatcaaaag aagaagcaaa ctttttcata catagacgcc ttctgtataa 420 

tagatttgat ctggagctct tcactcccgg caacctagaa agagagtgca atgaagaact 480 

ttgcaattat gaggaagcca gagagatttt tgtggatgaa gataaaacga ttgcattttg 540 

gcaggaatat tcagctaaag gaccaaccac aaaatcagat ggcaacagag agaaaataga 600 

tgttatgggc cttctgactg gattaattgc tgctggagta tttttggtta tttttggatt 660 

acttggctac tatctttgta tcactaagtg taataggcta caacatccat gctcttcagc 720 

cgtctatg ~ 728 



<210> 935 

<211> 883 

<212> DNA 

<213> Homo sapiens 



<400> 935 

ggacggaccc gtccgtaatt ccaggctcgc cccacgcgtc cggtctgttt gattttttct 60 

tatttatttt tttgagacac agttccactt tgtctttttg tcacccagga tggagttcag 120 

tggcacaaac atggctcact gtagcctcga cctccctggc tgaagggatc ctcccacctc 180 

agcctcccaa gtaaccgaga ctacaggcat gtgccagcat gtccagctaa tttttgtatt 240 

ttttgtagag acagggtttc accatgttgc ccaggctggt ctcaaactcc tgggctcaag 300 

cgatctgccc acctctgcct cccaaagtgc tgggattaaa ggcataagcc accatgtcca 360 

actgaaattc ttaataatta ataatttttg agcaagaggc ccacactttc attttgcact 420 

gggttcccaa acaggtcctg ggtaggaagg atggctgagg ataaaacagg agttgctttg 48 0 

gcctggctga acatttgaac caatgatcag agtttcattt tatgattgtg gtactctgaa 54 0 

cagaatggct atttttttcc agctacattg agagcccccc aaggaaagag cacccctctt 600 

tttccaggcc atctaacctt ctcttttttt tgggcccaca atcctttctc cttgccttac 66 0 

aaaaacccgg ataaggggcc atttctttct ggaatccctt gctgtagtac accccaagac 720 

agggcctcag cagttatcct tacaccctac gacgtatccc ctcgctgaac ccgcgacgtg 780 

gagctccgca gccttttcgg cgcgaacaaa ataccttcta acacacgtgg ggacgcggtc 840 

ccctaatctc gtcacagcac gtcctgatcc tgaggcaagc ccc 883 



<210> 936 
<211> 952 
<212> DNA 
<213> Homo sapiens 



<400> 936 

ggcacgagac tcagatagta attctccaac attgctcata tgatttagta aatcactgca 60 

tgttctcggt ttaaaaggat tttccctgtc ttataccttc tatgaattaa aaagcttttg 120 

gaccatggat gaatgacata agaatttaac tacttttttt tttcttttct tttgaggcgg 18 0 

attctcactc tgtcgcccag gctggagtgc agggggggga tcttggctca ctgaaacctc 24 0 

agcctcccgg gttcaaggga ttctcctgcc tcagcctcct gagtagctgg aactacaggg 300 

gtgggccacc acacccagct aattttttgt atttttagaa aagacagggt ttcaccatgt 360 

tggtcaggct agtcttgaat tcctgacctc aaatgatcta ccggcctcgg ccccccaaag 420 

ggcagggatt acaggtgtga gccaccctgc ccagcctact ttttcttttt aaagaattta 480 

ttttaattgg gtttcgtaaa tgcagggata caaaagctat tggatcttga gatagctttg 540 

tattttgtag agaatcatcc caggagcaca ttccctcact gagggttcca gccacctctt 600 

ccgcctcatt atactttgct tagcaccgag aagtctggca tcgtttctgt tggaatgaaa 660 

agattggcag agctgccctg gacaacagca ctgcaaaaca ctgtggcaga aggtttggtc 720 

tacataccaa ggcagccaaa gtattaattg cattctctgt gatcacaaaa taaggcgctg 780 
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aattattctc ttcatgtttt aagaatgaca ggcttttgct ctgccagctc caagcatagt 840 
gcatcacatg gaaaggagat gctagatttg cacacaaact gattgaggat atggcctggg 900 
ttgtatcaat ttctggtacc actgtctttc ttaaaaacat ataagggcga gg 952 



<210> 937 

<211> 1691 

<212> DNA 

<213> Homo sapiens 



<400> 937 

ggcacgagaa gccacatccg gcgacgtgtg gcaccccacc ctggctgcta cagatggggc 60 

tggatgcaga agagaactcc agctggtcct tagggacacg gcggccttgg cgctgaaggc 120 

cactcgctcc caccttgtcc tcacggtcca gttttcccag gaatccctta gatgctaaga 180 

tggggattcc tggaaatact gttcttgagg tcatggtttc acagctggat ttgcctcctt 240 

cccaccccac agttgccccc caatggggcc tcggctggct cacaggatga gggttcaaga 300 

agaaggctgt ccctggaggt aagagggctt atgaaccatg ttccaaacct ttgcgttgct 360 

tttctttcca tcgtgtctat ttcataacat ccctgtgagg ctggatgtgg gaacttcagc 420 

actgccgtac tcttgggaaa tttgtccaag gccacccggc tgagcagcgg ttgaaccagg 480 

acaccatcag gcatgcgttt cttgtctcca ccacaccctc aacccacttc ccaacgcgcc 540 

ttgcgacagg ggctgcggta ttgcatccac atgactgata aactagtaaa cacacatgaa 600 

ttcattttaa aagtgtattc aatcagttag gtaaactaaa aaccttaagt cttcgttcga 660 

tttggaacgc agccagagaa caaatggaaa atttttcaag gtagagaaga tgaaaactca 720 

gaacgccctc ttgtggcatc tctacccacc ctaggaacac tatggctctt cccctacaca 780 

tggtgattgc taaccttgct acaagacgtt ggacacacac acacacacac acacacacac 840 

acacactgag gttccttttg ccccctcact tttgagccag tgactactga aaccctctcc 900 

attgttgcac caccagcaat gcccccatca cttcctctca tttacttcca caggctggtt 960 

catcctcaaa gccctcctta cgtagatctg tgggatcagt gaggctcaga gaggtaaagt 1020 

ggccagccca aggtcgccca gacagcaaaa ggcagggcca gcgctgattt caagtccaat 1080 

ggcctatggc aatttcttag ccaaaagcaa aatctacaaa aataaaaagt caggcacagt 1140 

ggtgagtgcc tacagtccca gctactgagg aggccgacgg gggaggacca cttgagcttg 1200 

ggagttcctg gctgcagaga gctatgattg tgcctgtgaa tagccaatgc actccagcct 1260 

gagcaagata gggagaccct gtctctaaaa aatacctaaa taattttaaa agtcagcctc 1320 

tctgactgcc tatagagaat gctaactaac tgaatgacag aagacctaat gtaatccagg 1380 

tgcaaaatca gaactttccg gccgggcgcg gtggctcaca cctgtaatcc caacactttg 1440 

ggaggcccag gcgggtggat cacgaggtca ggagttcaag accggcctgc ccaacatggc 1500 

aaaaccccgt ctctactaaa aatacaaaaa attagctggg catggtggtg gccacctata 1560 

atctcagcta ctcaggaggc tgaggcagga gaattgcttg gacccgggag gcagaggttg 1620 

cagtgagctg agatcgcgcc actgcactcc agcgtggggg acaaaagcga aactctgtct 1680 

caaaaaaaaa a 1691 



<210> 938 

<211> 1272 

<212> DNA 

<213> Homo sapiens 



<400> 938 

tggaaatgtg cgctgtcgag gggccagaca cacatacaca gacatgcaga gagagaacac 60 

ttgtataatg acagctattt ataaagctgt ggccgatggt atacagcgca gagacggagg 120 

gcactgtcga cgggccacac ttaggatata ttttctctag tgtaagagaa aagagagagt 180 

atggagtaca gaggctgata ggtgttagat gtggaatgtg gcatttctct ttcagtggtt 240 

tctgtcattg aaaaaggaag gaaggtcatc agttgagacc aaagatagga gaagtgtcag 300 

agatttgtgg ggaatgccta agaaaatggt tagttttgga ggagagtggc taagggaagg 360 

gcttagggaa gtgtgatttg atttctgcac gatgtcaaga gcccacttga gttttggtta 420 
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ttaaagtaag accagtttga atgggtttgg 
gttcaggcat agattaggtt gtgagttgga 
ggcatgtgca caggagtgat tacaatgact 
ggcaagtgga gaatagtgaa aggtggttgg 
cactatggaa acagcagttt gcaatatggt 
gtttaagcaa gcaatcaaaa gaaaattttg 
aacaaaatca tagtttgaag aaatgtaatc 
caatcattag ttaaaacttt gattcatgac 
ggactttggg aggctgaggt gggcagatca 
ccaatatgat gaaaccccgt ctctactaaa 
catgtaaccc cagctgctcc ggaggctgag 
aggttgcggt gagccgagat cacgccattg 
ccgtctcaaa acaaaacaaa aaaacaaact 
atagtaaaga gtgttatgta ttcctgttat 
tggcatgcaa ag 



gtttttttct aaccatattc aacagcacag 480 

tttagatgag agagggtcaa ggaaggtggg 540 

ggcaatagaa ttgaaaggga gaaggcatga 600 

acctgtggag ttttccagtt ccacagactt 660 

tttaggtctc agcattggaa gttggagtat 720 

ttgtgagatt cttgtagtgc tccaatttta 780 

ttaaggtttc tcccattttg ttgcagctca 840 

agggcgtggt ggctcacgcc tgtaatccca. 900 

cctaaggtca ggagttcgaa accagcctga 960 

actacagaaa aaattagccg ggcatggtgg 1020 

acaggagaac tgcttaaacc cgggaggtgg 1080 

cactccatcc tgggcaacaa gagtgaaatg 1140 

ttgattcacc ttaaagaaat aattgagatg 1200 

gtaacttgcc agtaccagat tccagttggc 1260 

1272 



<210> 939 
<211> 711 
<212> DNA 
<213> Homo sapiens 



<400> 939 

tttttttttt ttcagttaag gcaggaggga atttagtcgg agctggggaa ggaagaaagt 60 

ggggttggga gaacctcccc aaccccatcc cttcctggcc cggggacgcg aattcggctc 120 

tcagcaagag aagtattccc cgggatgctg agcgcttcat tctgtctcca agaactcaag 180 

gcaaggtagg tccccagtcc gccgcgcccc cgggacctac aggtcaagcg tggtccgaaa 240 

gtttcctctt gggggttcgc gggcgcccac acgtactcgg ggggcacctg cgcgtcgggc 3 00 

gccgccttgc ggtagaagcc gagctcctgc actagcgcat tgatctcttc gcgggtcatt 360 

tcactgagtg ggatgcgctc tagttcctcg tagcggcggc ccagcagcac gagctcaggg 420 

tcggccccag ggaggtgttt catcaccagg ttgtgataga atggaatgtc ctgcgtgacg 480 

aaagccttca cctcctttag gcggttcagc tgtcatcccc cgcaggtctc tacccgggcg 540 

cgggttaggc cgctcagacg gttccagtcc ggccggtagg cagtggcggc tgtggctggg 600 

gccacaagcg ccgcgagaag cagcagcagc gccagcggag gcaacaggag gctcatcggg 660 

acccggccgc agatgatgcg caagctggag gcgaacctcc gagtcgctgc g 711 



<210> 940 

<211> 538 

<212> DNA 

<213> Homo sapiens 



<400> 940 

tttcgtcggg ccatggagcc cccctgggga ggcggcacca gggagcctgg gcgcccgggg 6 0 

ctccgccgcg accccatcgg gtagaccaca gaagctccgg gacccttccg gcacctctgg 120 

acagcccagg atgctgttgg ccaccctcct cctcctcctc cttggaggcg ctctggccca 180 

tccagaccgg attatttttc caaatcatgc ttgtgaggac cccccagcag tgctcttaga 240 

agtgcagggc accttacaga ggcccctggt ccgggacagc cgcacctccc ctgccaactg 300 

cacctggctc atcctgggca gcaaggaaca gactgtcacc atcaggttcc agaagctaca 360 

cctggcctgt ggctcagagc gcttaaccct acgctcccct ctccagccac tgatctccct 420 

gtgtgaggca cctcccagcc ctctgcagct gcccgggggc aacgtcacca tcacttacag 48 0 

ctatgctggg gccaaaagac cccaggggca cgggtttttt tgttttttaa aagccaag 538 
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<210> 941 

<211> 1510 

<212> DNA 

<213> Homo sapiens 



<400> 941 

tttttttttt ttgagacgga gtctcgctct gtcgcccagg ctggagtgca gtggcgggat 60 

ctcggctcac tgcaagctct gcctcccggg ttcacgccat tctcctgcct cagcctccca 120 

agtagctggg actacaggcg cccgccacta cgcccggcta attttttgta tttttagtag 180 

agacggggtt tcaccgtttt agccgggatg gtctcgatct cctgacctcg tgatccgccc 240 

gcctcggcct cccaaagtgc tgggattaca ggcgtgagcc accgcgcccg gctgcaaata 300 

atctttcttt ttttctgaga cagagtctcg ctctgttgcc caggctggag tgcagtggca 360 

cgatctcggc tcacggcacg ctccgcctcc cgggttcacg ccattctcct gcctcagctt 42 0 

cccgagtagc tgggactaca ggggcccgcc accacgcccg gctaactttt tgtgttttta 480 

gtagagacgg ggtttcaccg tgttagccag gatggtctcg atctcctgac cttgtgatct 540 

gcccgcctcg gcctcccaaa gtgctgggat tacaggcgtg agccaccgcg cccggccagg 600 

gatgtcattt tttataacta gccataaact ttagctttga agtaaaacta tttctagcaa .660 

gtgattctta cctgatattt tttgttgttc ttgcccatat tttaattggg ttgtgttatt 720 

atggttctct atgtattcta gatttaagtt tttgtatatg gtgtgaggca agtgtcaagt 78 0 

ttaatttttt ttctacaaac atcctgttgt tccagtacct tttgatgata agactgtctt 840 

ttcccccatt gaattatctt aacgccctca tgaaaagcaa ttggccatat gtatgtggat 900 

ctacttttgg actctcaatt ctgttccagt gatttatatg tccaccctta tgtcaatacc 96 0 

acattatttt gattattgct gctttatagt aagtgacatc atgttgcctg aaatcacgtt 102 0 

ttccaccttt attcttctgt tgatggttgc tttggcaatt aggggtcctt tgcattttcg 108 0 

tagacatttt agaatcaact tatctattgc tactaaaaat gcttgattgg gattgtggta 114 0 

aatctagaaa ctaatttagg aagaatggtc atattaacag tttcaagttt cagatccatg 120 0 

agcatatttt cactctccat taggtctttt aaaatttatc ctagcagtgt tttatggttt 1260 

ttactgtaga ggtcttacac attttgttac atttgttgct atgtgtttga ccttttttga 132 0 

tactagtgta aatggaaatt ttttctttta tgttctagtt gttcattatt acactaaatc 1380 

atctttgggt gactactaaa cattctattg aaaatttgtg aatggtgtga acccgggagg 144 0 

cggagcttgc agtgagccga gatcccgcca ctgcactcca gcctgggcga cagagcgaga 1500 

tccgtctcaa 1510 



<210> 942 

<211> 2226 

<212> DNA 

<213> Homo sapiens 



<400> 942 
tttcgtcttg ggaagaggag 
ggtcccaacc tgcgtgggag 
acggggcaat tgcagactcc 
aggactctgg caaagaggca 
ggtggccctc aggcctggcc 
ctcgcctccc tgcctctgct 
accgaggcct gcctggcagc 
ctggaggagc tggaggagga 
gagctgttcc agcatcgggc 
gccatggagc tctgcgggaa 
gcaggagtgc cggaagcgaa 
ctcacggcgg ttgttagttg 
ggtgggtaca gcctgatgac 
gtagctgggg tggatgaggg 
ccccgtccac ggcagagctc 
gccttcatcc tcagctttgg 



ttgctaggga tgaagtggtg cagtggccct gtcctctctt 60 

ggatcttgat gttcagaccc agacttggat aggaagaggc 120 

ctgcagggag gtgtgtaggt gggcaggaga gcagggtggt 180 

tctggcctgg cctctcctct gcctccttag ggagctccta 240 

cctgctgctg gccagctgcc tggtgcccgg ggcgctccag 300 

ccctgaaagc ccgcgctacc tcctcattga ctgtggagac 360 

actacggcag ctacggggct ccggggactt ggcaggggag 420 

gcgcgctgcc tgccagggct gccgtgcccg gcgcccatgg 480 

cctgaggaga caggtgacaa gcctcgtggt tctgggcagt 540 

tgactcggtg tacgcctacg cctcctccgt gttccggaag 600 

gatccagtac gcgatcatcg ggactgggag ctgcgagctg 660 

tgtggtaatc gagagggtgg gtcggcgcgt gctgctcatc 720 

ctgctggggg agcatcttca ctgtggccct gtgcctgcag 780 

ctggggggtc caggccgggc tgacttccac ctcacccccg 840 

cttcccctgg acactctacc tggccatggc ctgcatcttt 900 

cattggccct ggtgagtggg cccaaggggc tctgggcatc 960 
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cgtcatcaca tagaaggagt gatgggtgcc tgggtgcaca gtgggtgggt gtgaatgcaa 1020 

tgtcccctgc aggccctcag agaccacctc atgccggggc ttctgggagg gaatggcagg 1080 

aggagagcac tgaggggccc cccatacaga ctgggcctgg gctcccactc ccatgtctgg 1140 

gctggggtcg gggagaggca ggcagggaac cctggccagc agccccctgt ccctgcccct 1200 

ccttctagcc ggagtgacgg ggatcctggc cacagagctg tttgaccaga tggccaggcc 1260 

tgctgcctgc atggtctgcg gggcgctcat gtggatcatg ctcatcctgg tcggcctggg 1320 

atttcccttt atcatggagg ccttgtccca cttcctctat gtccctttcc ttggtgtctg 1380 

tgtctgtggg gccatctaca ctggcctgtt ccttcctgag accaaaggca agaccttcca 1440 

agagatctcc aaggaattac acagactcaa cttccccagg cgggcccagg gccccacgtg 1500 

gaggagcctg gaggttatcc agtcaacaga actctagtcc caaaggggtg gccagagcca 1560 

aagccagcta ctgtcctgtc ctctgcttcc tgccagggcc ctggtcctca ctccctcctg 1620 

cattcctcat ttaaggagtg tttattgagc accctttgtg tgcagacatg gctccaggtg 1680 

cttagcaatc aatggtgagc gtggtattcc aggctaaagg taattaactg acagaaaatc 1740 

agtaacaaca taattacagg ctggttgtgg cagctcatga ctgtaatccc agcactttgg 1800 

gaggccaagg tgggaggatc aattgaggcc agagtttgaa accagcctag gtaacatagt 1860 

gagaccccct atctctacaa aaaattttaa acattagctg ggcatggtgg tatgtgctaa 1920 

cagctctagc tactcaggag gctgaggcag caggatcact tgagtccaag agttcaaggt 1980 

agcagtaagc tacaatcaca ccactgcatg ccagactggg tgacagaggg agacttcatc 204 0 

tctttaaaac ataataataa taattacaga ctcaggaaat gcagtgaaag aaaaatacag 2100 

gttggccagg tgaggtggct gatgcctgta atcccagcac tttgggaggc caagatggga 2160 

agattgcttt gagaccagaa gtttgagacc agcctgggcc acatagtaag atcctgtttc 2220 

taccaa 2226 



<210> 943 

<211> 1026 

<212> DNA 

<213> Homo sapiens 



<400> 943 

tttttttttt ttgaattggc agaatccatc aggaaaagtt tttattatct tctagtataa 60 

gatatacaaa ccttttaatt cagcaatccc atgccactgt atatactcta gaaaaacata 120 

catatgtgca ccaaggtaca tatacaagaa tgtacagagt agcatttcct agtagttaaa 180 

aacaactgaa acatatgtca acagtaaata aactgcagta tattcataca atgatttact 240 

ctatggcaat gacaataaac aaactatatg caaaacatgg atgaccctta caagccttag 300 

agcaaaacaa tcacaaatca aaagactgca tgcagtaata ttccatttat ataaaagcag 360 

acaaaactac attttctagg gatgcatata ttagccaata aatgcagtaa taaaacccaa 420 

agaacagtga ttaccataaa agacaaggcg gtggtcatca ttagagtgga gaaagagagg 480 

agtgttttca aaaagagata catgaggggc ttccaggtgg ttgttataca gcatttgctt 540 

caatattaca ctgttcactt atattttaca cccctttcta cataatatta tatttcacaa 600 

ttagaaaaaa atcaccaaca attttaagaa aatataggat tataatacaa tttgattagt 660 

catatttaaa tatgcagttc aaatggaaag gctggtatca tcagtaaata gaaagtgtca 720 

tgagacaagc gggactgccc caggagagag cactggacct gggggtaact tcctaacgca 780 

aatccaatca taaacaggat cagaaaatgc acttcaaagc tagccttgca agcccaaaaa 840 

ttcaaagttg agaagaaatg agagtgaatg aatcccatac ttaagtcaga gtaaaaatta 900 

acactttaaa atacattact accttaaaaa agttacaagt ctgtgaaacc tgcgaatgtt 960 

gtttatatat aaatccaacc atattacctc tctattctgc caagtacaag agataatttt 102 0 

aaaatt 1026 



<210> 944 
<211> 807 
<212> DNA 
<213> Homo sapiens 
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<400> 944 

cggagcctgg gcaacacagc gagactccgt ctcaaacaaa caaaaacaaa caaaccaaaa 60 

ctctctatgt gatttttttt ttttagttgg aataatgaag gaaagctgtt aaagataatt 120 

gaaaattgtg gtttaaacca aactaatcaa aatatggttc aaaataaact gaattcaaat 180 

ttatgattac atccaatatt ttgaaacaca tttgttgtca tctaaaagtt cgacagacta 240 

taaacacagt tgttcagaat gtctccgatt tatgaagtgt ttcttgagca tttattgtat 300 

gccaggactg tgctaaatat gctacttgct acctctttct tttcataaca atcatatgtg 360 

gtaggtgtaa cttttatccc cattttatgg atgaagaact taaggcttgg tgaggttgtc 420 

acactctcgt gggttttggt agtagagctg gaagtcaaag ccaagtcagt ctttttattg 480 

gctatactaa ccacagaatt ttcattaaat cagtctttaa aaatgttttt gggccaggag 540 

tggtggttca ccctgtaatc ccaacacttt gggaggccaa ggtgggagga tcacttgagc 600 

ctgggagttc aagagcagta tggacaatct agtgagaccc tgtctctaca aaacattaaa 660 

aaaattagcc aggtgtggta gtacgtacct gtggtcccag ttattccaga ggctgaggat 720 

ttggcttgag cccaggaggt caagacctca atgagcttgt gccactgcac tccagcctgg 780 

gcgattgggc aagacccagt cccaaaa 807 



<210> 945 

<211> 2127 

<212> DNA 

<213> Homo sapiens 



<400> 945 

atgctgcctg gagccaggca cagggacagg tccccacggc cacagggaat cctctgggca 60 

gctgagggga gcgtccaggc ccagaagcag ctgcagccaa gcgtgtcctt ggagccgtcc 120 

atgcgtctgt ccgcctgctg ccggtcgcca ctggaggagg ctgcaggaag cgcacccaca 180 

ccgtggccag cttactcagg ggctcgcgac agttgctttc cagctggggc cttgctgggg 240 

accatcgatg gcaaggcagg ggtggcctcg gtggatgaca ggaagcagca gtttgtcttt 300 

agggcagagg ccattgcagt gagatctcgg cctgatggac gcctggtgtg gacgatgagg 360 

gaagaacgtg ccccccacac ccaagaggtg acccctgagc cagccccgga tgaccctgcg 42 0 

acctggaaca atgcggctgg cctgcatgtt ctcttccatc ctgctgttcg gagctgcagg 4 80 

cctcctcctc ttcatcagcc tgcaggaccc tacggagctc gccccccagc aggtgccagg 540 

aataaagttc aacatcaggc caaggcagcc ccaccacgac ctcccaccag gcggctccca 600 

ggatggtgac ttgaaggaac ccacagagag ggtcactcgg gacttatcca gtggggcccc 66 0 

gaggggccgc aacctgccag cgcctgacca gcctcaaccc ccgctgcaga ggggaacccg 720 

tctgcggctc cgccagcgcc gtcgccgtct gctcatcaag aaaatgccag ctgcggcgac 780 

catcccggcc aacagctcgg acgcgccctt catccggccg ggacccggga cgctggatgg 840 

ccgctgggtc agcctgcacc ggagccagca ggagcgcaag cgggtgatgc aggaggcctg 900 

cgccaagtac cgggcgagca gcagccgccg ggccgtcacg ccccgccacg tgtcccgtat 960 

cttcgtggag gaccgccacc gcgtgctcta ctgcgaggtg cccaaggccg gctgctccaa 1020 

ttggaagcgg gtgctcatgg tgctggccgg cctggcctcg tccactgccg acatccagca 1080 

caacaccgtc cactatggca gcgctctcaa gcgcctggac accttcgacc gccagggtat 1140 

cttgcaccgt ctcagcacct acaccaagat gctctttgtc cgcgagccct tcgagaggct 1200 

ggtgtccgcc ttccgcgaca agtttgagca ccccaacagc tactatcacc cggtcttcgg 1260 

caaggccatc ctggcccggt accgcgccaa tgcctctcgg gaggccctgc ggaccggctc 1320 

tggggtgcgt tttcccgagt tcgtccagta cctgctggac gtgcaccggc ccgtggggat 1380 

ggacattcac tgggaccatg tcagccggct ctgcagcccc tgcctcatcg actacgattt 1440 

cgtaggcaag ttcgagagca tggaggacga tgccaacttc ttcctgagcc tcatccgcgc 1500 

gccgcggaac ctgaccttcc cccggttcaa ggaccggcac tcgcaggagg cgcggaccac 1560 

agcgaggatc gcccaccagt acttcgccca actctcggcc ctgcaaaggc agcgcaccta 1620 

cgacttctac tacatggatt acctgatgtt caactattcc aagccctttg cagatctgta 1680 

ctgaggggcg ccgcagctgg ccggggccgc cctgccccgg tcactcacct gtgctcccgg 1740 

gcatcctcct gtccctggct cctcatcctg ggagcaacag ggctctgagg acgtgaggag 1800 

ccatcgctgt gggaggcagc aggccccggg tggggggcag aggcgcccag ccttggatgg 1860 

ggaccccagc ccctggcctg tacctgtttc ctcattcctt ggctgaggga gaggctgaga 192 0 

actgggcaga cacccctgga gctcagccga cagttttgat gagcagggaa gtctgaggcc .1980 

cagaggacgg ggggcccagc ggtaagggat gtcccgcact cccttagcca ttgccttgga 2040 
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ccaaaccacg tggtttgcag cttttctaca agccaggggg gaggttccct tggattaagg 2100 
ttccaaataa agcacatggt ttccaga 2127 



<210> 946 

<211> 1759 

<212> DNA 

<213> Homo sapiens 



<400> 946 

cttgcttatc tggcctgcag aggcctgact atgatgctca gaagaacatg tgaggccagg 60 

aaggctgctg gctgagctgt ttagagggca tttatccagc agggaactgt cctagcgcaa 120 

gagttagtaa ttgctcccct gttccttcac ctccccactt tggagctcag atttgttttt 180 

ttgtttgttt gtttgcttgc tttcttttgt tctgttttag agactggaga ctgggtcttg 240 

ctctgttacc caggctggag tgcagtggtg tgatcatagc tcactacagc cttgaactcc 300 

tgggctcaag aggttgaggc tccctcctca gcctcccaag tagctgggac tacaggcttt 360 

cagcaccatg cctggctaat tcaaaaaaac cttcagagag atagggtctc tctatgttgc 420 

cctagctcgt ctcaaactcc tggcctcaag tgatcctcct gcttggacct cccaaagcgc 480 

tgggattaca ggctcctgga accatgggcc tcaggccctg aggatacggg gctcccggtg 540 

gccatgacga cgggtgactg ctgccacctc cccggctccc tgtgtgactg ctccggcagc 600 

cctgccttct ccaaggtcgt ggaggctacg ggcctcggac cgccccagta tgtggcacag 660 

gtgacttcaa gggatggccg gctcctctcc accgtcatcc gtaccttgga cacaccgagt 720 

gatggtcctt tctgccggat ctgccatgag ggagcgaacg gggagtgctt gctgtccccg 78 0 

tgtggctgca ccggcacgct gggtgccgtg cataagagct gtctggagaa gtggctttcc 840 

tcatctaaca ccagctactg cgagctgtgc cacacggagt ttgcagtgga gaaacggcct 900 

cgacccctca cagagtggct gaaggacccg gggccgcgga cggagaagcg gacactgtgc 960 

tgcgacatgg tgtgtttcct gttcatcaca ccgctggccg ccatctcagg ctggttgtgc 1020 

ctgcgcgggg cccaggacca cctccggctc cacagccagc tggaggccgt gggtctcatt 1080 

gccctcacca tcgccctctt caccatctat gtcctctgga cgctggtctc cttccgctac 1140 

cactgccagc tgtactccga gtggagaaag accaaccaga aagttcgcct gaagatccgg 1200 

gaggcggaca gccccgaggg cccccagcat tctccactgg cagctggact cctgaagaag 1260 

gtggcagagg agacaccagt atgaatgctg ggctctccgg accctgcagc agagaggcca 1320 

gaggtagctg gtgataccct gtcctgtgga aggacttcca cttcaacact tccacttcaa 1380 

cagttcccgc acggcctgaa cgcttcttag gccaagagac accatgcgga gcctagtctg 1440 

tgatcctgtg tgaagatatt ttcagggttt ttttgttttt ttttttgcat atggaggaca 1500 

gggggacatg gtcctgagct ctggacggag caggcaccct gatctcattc tgaggtccac 1560 

atggcacctt ttgggccagc agctggggcc ggggtatcaa gggcgccctt aaagctggaa 162 0 

cattccagca agctttttgc gcttctctgc acccggcagg cccactttcc tggcaccctc 1680 

gactttatat aaaagttgca ctgcgtttca aaaacccacc cctgaatgaa taaaaggagc 1740 

cctggctgga aaaaaaaaa 1759 



<210> 947 
<211> 1033 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (1) . . . (1033) 
<223> n = a,t,c or g 



<400> 947 

cagtccannn nccggaattc gcgagccgca gtgaggccaa cgccgtgttc gacatcctgg 60 
ccgtgctgca gtctgaggac caggaggaga tccaggaagc agtccgcacg tgcagccgtc 120 
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ttttcggggc cttgctggag cggggagagc tgtttgtggg ccagctgccc tctgaggaga 180 

tggtcatgac agggtcccag ggagccacac ggaagtacaa ggtgtggatg agacaccgct 240 

atcacagctg ctgcaatcgc ttgggagagc tcctgggcca cccctccttt caggtcaagg 300 

gggggccctc agcctcttgg ccttgaacgg gctgttcatc ttgattcaca aacacaacct 360 

ggagtaccct gacttctacc ggaagctcta cggcctcttg gacccctctg tctttcacgt 420 

caagtaccgc gcccgcttct tccacctggc tgacctcttc ctgtcctcct cccacctccc 480 

cgcctacctg gtggccgcct tcgccaagcg gctggcccgc ctggccctga cggctccccc 540 

tgaggccctg ctcatggtcc tgcctttcat ctgtaacctg ctgcgccggc accctgcctg 600 

ccgggtcctc gtgcaccgtc cacacggccc tgagttggac gccgacccct acgaccctgg 660 

agaggaggac ccagcccaga gccgggcctt ggagagctcc ctgtgggagc ttcaggccct 720 

ccagcgccac taccaccctg aggtgtccaa agccgccagc gtcatcaacc aggccctgtc 780 

catgcctgag gtcagcatcg cgccactgct ggagctcacg gcctacgaga tctttgagcg 84 0 

ggaccfcgaag aagaaggggc ccgagccggt gcccactgga gttttatccc agcccagggc 900 

ctgctgggac ggccgggtga aactctgtgc ccagcacttc cacgctcagc tgaccctggc 960 

ccacctgtga ataaatcttc agctgacccc agcccacctg tgaataaatg ttttttgcag 102 0 

gaaaaaaaaa aaa 1033 



<210> 948 
<211> 401 
<212> DNA 
<213> Homo sapiens 



<400> 948 

gctggccatg gcggcgcctt ggaggcgatg gcccacgggg ctgctagccg tgctgcggcc 60 

cctgctcacc tgccggcccc tgcaaggcac gacgctgcaa cgggatgggc tgctctttga 120 

gcatgatcgg ggccgcttct tcaccatcct ggggctggtc tgcgcgggcc agggcggctt 180 

ctgggcttcc atggctgggg caggcgcgct gcggaccccg ggtcccctgc aaggtatgaa 240 

tgtggaacgg catgagctgc tcttttagca tgagcgctgc cgcttcttca ccatcctctg 300 

gctggtctgc tcgggccacg acggattcct gggctttcat gggtggggca gcccgtgtcc 360 

cggccccccg ttccggtgca acactctgga tgcggagggc g 401 



<210> 949 
<211> 432 
<212> DNA 

<213> Homo sapiens 



<400> 949 

cggaaagtag agcggggcta gagcagggct gcgatcgagg gggagggggc gggacacgaa 60 

agaaagatcg gaccgccggt cgtcgctgga actagcaggc gaagcagaga aacgcgatcg 120 

gctactgaag ccagacgagg tgacgagact gtacacggac gactacgtgt tcgcgtgggg 180 

atccaggaga tcggcgtgct aggccaccga ggataagagg atggtggcac aagcagcaca 240 

cggcagcgca gccggtgcgt actcggccac acccagtccc tccgccagcg ccacccaggc 3 00 

ggcaaaggcc aggatcacca ggaggcctga gaagtaggtc atgttcctcc caatgcactt 360 

gttgatgggc ttcatgagga aggaggacaa gaagccgctg aggtacatca ccaggggaat 420 

ggtcgcgatg aa 432 



<210> 950 
<211> 450 
<212> DNA 
<213> Homo sapiens 
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<400> 950 

ggcacgaggc aaaacaatgc ttgaacattc agttctacta aaatacaata tttgagtaga 60 

tcccatcact tttacccatt gtttgctatg ttggacccta aaacaggctg ctgacagatc 120 

ggacaagtga aattctctga gagccattgg tcagtacaat gaatatgaaa ttcatgcctg 180 

caaggtaatt gcctgagctt gtttccagtt atgtggtcac tgatacaaac actacagatt 240 

ttacctggtt cactatcaat actgttatgc tctagcgctg ggtggaaaga ttgtcagfcct 300 

gctctttggt taaatcatgt attcaggcgg gcgtggtggc tcttgcctgt aatcctagca 360 

ctttgggagg ccgaggcagg cggatcacct gaggtcagga gttgaagacc agcctggcca 420 

acatggtgaa acccatgtct actaaaatac 450 



<210> 951 

<211> 1321 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (1) . . . (1321) 

<223> n = a,t,c or g 



<400> 951 

tttttttttt ttcatagcag gaaccagttt attggttgag gtggggggga acaggggggt 60 

tggagggcac accatgagga gcgagggtct cagctctccc cagggaccct gggaaatcca 120 

tgaccctcca ccaagtcctg caggtaggnc cttgtactcg gtcggaggtg agggagagtg 180 

ggtggctgtt ggaaatgtgc aggtccacag tattctccag ggaggagggc accccctacc 240 

cgggccattt ctaccaaggc cctgaggcac gtgggcacaa ccttgaccat cacgagcctc 3 00 

ttggtccacg gctggtcctg gggccatgac tcccccacac agaaccagag ggcatagcgt 360 

ggtgagcgtc cgcttccttc cgtgaaggta atcagatctg ggggccccag aagcctacaa 420 

tgaagggccc caggtcaaac acgcctcctt ccttgtcctt ggggacctcg ccatcaggcc 480 

catgcccgct gttggggagc agctcctcgc tcactgccca gtatgtgtgg cagtgcccca 540 

gccgctgggc ccagagccac tgcccggccc gccagagagc cagtccccca cccaggcagc 600 

tcagcacatg cctcacgtag ctcatcactc ccctgtctgt cagggacatg ccagggtctg 660 

gcagtgtgac tggccatcca ggcagcgtcc tgtctcccac ttcggacccc accagccgca 720 

ggccctccgg gcaggagatg gtctgctgga agacttggcg gccccggtag aaggctgtca 780 

cctcgaactc ccactcttcc cccggcacca acagccgctt cagtgggttc tcagagggcc 840 

ccaggtttgg gaagggagtg ggattgtcca agctggggct ccgcaggggc tgagggcagg 900 

gctcaggggc tacagccagg cttgggggtc ccggatctgg gagtggggcc aacaccatgt 960 

tacccagtaa ctcatccaga atgtcttcct gggtatcaga agtactgcct ccaccattgg 1020 

tgtccggaga ggtgtctggc tgggaaaagt ccccaactcc tgagttcaca aactcgtaga 1080 

ttttatgtgg gtcgtgaggg tccttgctcc ggtcctctgc taaacgcaac ccttctttgc 1140 

ggttgagggc agagcggaaa ttcctcttcc aggttggcag gtctggctta tccctcccgg 1200 

gaacatatgc accagtggcc tcggcccagg ccggctttcc cggttttatt cccgtaaccc 1260 

tgcagctcca accctgcttg cgccccacca tcagtcagcc ctcgtgccaa gcttggcgta 1320 

a 1321 



<210> 952 

<211> 1729 

<212> DNA 

<213> Homo sapiens 



<400> 952 

tggaaaggat cacattaaat acttaatttc tgcgattctt ccctctcaaa gagtcacagt 60 
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tttcaggcct tttaatgaaa aagaaagtta ggcagtagaa taaaaattta aatagctaaa 120 

attaagtttt aaaaaaactc ttgatattta aatctcttta aagatataaa ttcttttgaa 180 

taaaaatgta aaggggagag tgggtacata tctgaacatt aaactttagg cactttctgg 240 

gagttgatac ccaatactgt aaaagtgggc tgaagagtta ccactaggta aacacattaa 300 

gctaaaaaat caataaccac taactctagt ttcagatgca cttctatagt ttctcaaggg 360 

tcattagtat accaaagtca ctaagaaaaa ctatgacaga atgcctaaag tatcttatgt 420 

gtgcctcaat gtccaaacaa atctggctta aaatttccaa ctcaagccat ttaatagggt 480 

atgtatgttt ccaattaaat gaaataaaat taagagaatt aaaagtgata gggaaaggtg 54 0 

gtacagaaaa tctaaaaagt ctaaattagc tagcttattt tgataaaaca tacaaaataa 600 

caaattcaca tctcttaaaa tatcttaatc agaagtcaag acagttgtcc agaaaatgtc 66 0 

acattattca ttgttatcta ctttttattt ataaacagtg gaaccaaagc cactacttga 72 0 

gttatactta aatttttttg ccctgcttta tccacccaaa tttgttttca aaactatact 78 0 

caaccaaaac ctatttggca tttattgtca ctaagatgta gcaaagaaaa gagtttgcca 840 

aattttaatc aagattagat aagattttaa tacaacatac tctgctcatt tgaaataaac 900 

cagtatcttc cacggtttct tcaaaatatg cggacatctc acaggaatac tgtaaatttc 960 

agtgcaaagg atgccacccc aggaggacac tgttggactt gggcttgcgt taaagggtac 1020 

acatggaaaa ctgctttaaa ttaaatatct acaaaaaagg aaagccaaaa ggacttgttt 1080 

tgggttgagg aacaatagga gtccacataa gtcttcaatt ctaggagctt caaaatgaag 1140 

aaaagggctg agatgtgttg tccttcatgt tcctgttcat ccaagttgct tccctttgaa 1200 

gaactaaaga aacacttaca ctccataatg tattcctttt gggaggattc cccataaagt 1260 

ttaagttcaa catctcagca taaggatgta tgctatagag tagctaaaat ccgtaaaaag 1320 

gagaccacca agacgcaaaa tgtctgtcca gtgcccagtg tgagggcttc aaatggtatc 1380 

atttccttcc ctgctgctcg gtaaactcca gcaatagctg caccatattt gtgatgtctg 1440 

agggtgaaga gggccagtaa tccagcaggg acatgaaaga agagagaaga caccagtgcc 1500 

cacaggaata caccatacca catctctggg aaggagcaga gggaagtaga gttggggcac 1560 

agggtcccgt tgcccacccg cggcacaacc ttcaggctca ggatctgctg caggagcccg 1620 

gccgacccgc cgctgccgcc gctcccctcg cgctccatcc cgtcgccatt caccacagag 1680 

aaatgaggga cgagcgcccg aagtgcggta gcggccggcg ccgactcac 1729 



<210> 953 

<211> 1205 

<212> DNA 

<213> Homo sapiens 



<400> 953 

cggacgcgtg ggttttccta ttctgtatcc ttaccttggt catgttaatg actttggagt 60 

tattcagtta atgacccttt aattctcaca accaaccagt catgttgctt gaagccattt 120 

atagacgagc ttcaaagcaa ctttaaaaga ttcttctgta gaagtatgag ttcatcctct 180 

cttatatcag ggaatgtccc tcctcatgaa gtgttcaaga agactaccgg acgcgtgggt 240 

ccgttctttc ccactaatat gaaactcaaa cttactgtga gccaggccct ggtctgtcaa 300 

gtttaccttt ctagtctcct gccgtaactc aatgaagcag attgataata ttcccattca 360 

cagcaagaaa accgaagcac aaagaggtgt cgtttcttgc gtgacatttc acagcttgga 420 

tggggcagag cctggctgga aatattgcag atttatttaa taaccagccc ccttatttgt 480 

aatatgtttt cagcagtttt tcctgcagtt tcttgccaaa tctccctttt gtccacctgt 540 

aacagcctgc agcactttcc ctatgctgga gttctatgtt ttaggcctgt tctctgcctc 600 

tgccctggcc aagacttctg tggcaatgtc agatgccagt ggaggctgct ggcaggcgtg 660 

gacgtctcag atgtctgatc cttcaggagc cccctccacg gggccctggc taggcagtga 720 

ccaggatgtt tctgaa tc cc cttaagttaa tggtggccac ttaggcagcg gaagtgtcat 780 

gaaagactct tctgtcccca tggctgggcc aaaccaggga agacgctgac atcaagcaca 840 

attgagaaca agcagcagta ggcaatgttc tggggctatt aattcatcct gggggaaaaa 900 

acctcacagt ggattaaatt ggtttatgta aagtgctgag aagagcccag cctgggcaac 960 

atgatgaaat cttgtatcta caaaaaatac aaaaattggc tgggcatggt ggcatgcacc 1020 

tgtggtccca gttactcgag aggctgaggt gggaggatca cctgagcctg ggaaggtcaa 1080 

ggctgcagtg agccgtgatt gtgccactgc actccagcct gggcagcaga gtgagacccc 1140 

gtcttaaaaa aataaaaaag aggggggccg tttaaaaggt caatgtttat atcccgggct 1200 

tggac 1205 
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<210> 954 

<211> 489 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> mis cofeature 

<222> (1) . . . (489) 

<223> n = a,t,c or g 



<400> 954 

ctttgacgcc ctcgtagtag gccctaagaa ccggancgac ccacgcgtcc gcggacgcgt 60 

gggcggacgc gtgggtgcta caaagtgcac acctggcgtt gatacgcagt ctcttgctgc 120 

ctgttaacta acccaccagc cgacaagttc tgcccactgg caggagcaag gacttataaa 180 

aaatagtgcc tccctcccaa gggcttatga gctggttaag tgcagaggac aaatagaatg 240 

aaagaaaagg caatctcggc atagtattta gttaattctt ctctctctct tgatccctct 300 

ctctcctttc tctcttcctc cctcctttct atgacttgtc ctctccacac aactcctttt 360 

ccgttttccc tcccctgcct ccccaccttc tttcttgact tcccatcttg ctccctttct 420 

tcctgcctgc ccatctgctt tcctttctta tctctggngc aaattctgca tatagtcgct 480 

ctcctcatt 489 



<210> 955 

<211> 1172 

<212> DNA 

<213> Homo sapiens 



<400> 955 

tttttttttt ttgcgcacaa ccaacagcgc tcccgcccct ttttatttga attcggagaa 60 

ccagaggcgc ctgcagattc tggaggggtc tcgcctgccc atcgctggca gcccgagatc 120 

ct 99Srgaggg gatgccatac tgctagagat gagggaagag agccccaagc aggaaaacat 180 

tgatttgctg tacactcaaa gggcatctca tgccttcagt ccaccgcctc ctcgggccac 240 

agcccgtgcc ctcgcgccgg ctcagactag ctctggccct gctgctgtcg ctgcaggttg 300 

tcgtattctt cctggtggtc ctcgggcagg ggcggctcct ccagccctgc agaggatgtc 360 

tggagctccc gggtggaccc ggcgaggcgg aagaccacgg ggatctgggc cagggttggg 420 

ttggtctcct gcaggccctg gatccactta gccatcgtcg cctggtcatg agcacccgcc 480 

atgcacatgg cgaagacagg gccttcctcc acttcattga tgtcaaactc gtagttgtcc 540 

cagccactcc tcacatactc caggtccagc tgcatcgggt agtagaggtt ccactcctcc 600 

ggcgtctctt ccacttccct ctcctccggg ggcagcaagt cagctctgag gatgtggtaa 660 

tacacacact tgttgcggag ccacagggag aaggggccct caacaaagac aggccgggct 720 

ggattgtggc gggccagggc ggcctgctga tcgggactct ggattcctgg tgtggagaca 780 

tacatgccct gtgccctacg atgtggggct gggggggatc tgctgcacct gttgagtctt 840 

tgggcaaagg aacctctggg gagggagacg ggcggcgtca ggggcagcgc acggggcctg 900 

ggtagaagca gaggactcgt cactgtgtgc ttttacatgc tgtttggctt tttagtgcat 960 

tgctttgcaa aatgaagaaa tgaactaaaa acaaccctcc cccccacatt ctgctgctgg 1020 

tctcaagcca tctctcacct ggacccacga ccctggtccc ctagcccctc tccccatcca 1080 

acagcatcca cacggctgcc aggagacacg tttccaattg cagattcttc cagaaacatg 1140 

attccaaccc gattccttct tctctcgtgc eg 1172 



<210> 956 
<211> 1286 
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<212> DNA 

<213> Homo sapiens 



<400> 956 

gcattatcat ctccttggtg tgcctcgtct tggccatcgc cacctttctg ctgtgtcgct 60 

ccatccgaaa tcacaacacc tacctccacc tgcacctctg cgtgtgtctc ctcttggcga 120 

agactctctt cctcgccggt atacacaaga ctgacaacaa gatgggctgc gccatcatcg 180 

cgggcttcct gcactacctt ttccttgcct gcttcttctg gatgctggtg gaggctgtga 240 

tactgttctt gatggtcaga aacctgaagg tggtgaatta cttcagctct cgcaacatca 300 

agatgctgca catctgtgcc tttggttatg ggctgccgat gctggtggtg gtgatctctg 360 

ccagtgtgca gccacagggc tatggaatgc ataatcgctg ctggctgaat acagagacag 420 

ggttcatctg gagtttcttg gggccagttt gcacagttat agtgatcaac tcccttctcc 480 

tgacctggac cttgtggatc ctgaggcaga ggctttccag tgttaatgcc gaagtctcaa 540 

cgctaaaaga caccaggtta ctgaccttca aggcctttgc ccagctcttc atcctgggct 600 

gctcctgggt gctgggcatt tttcagattg gacctgtggc aggtgtcatg gcttacctgt 660 

ttcaccatca tcaacagcct gcagggggcc ttcatcttcc tcatccactg tctgctcaac 720 

ggccaggtac gagaagaata caagaggtgg atcactggga agacgaagcc cagctcccag 780 

tcccagacct caaggatctt gctgtcctcc atgccatccg cttccaagac gggttaaagt 840 

cctttcttgc tttcaaatat gctatggagc ccacagttgg agggacaagt agttttccct 900 

gcagggagcc ctacccctga aaatctcctt cctcagctta aacatgggaa atgagggatc 960 

cccacccagc ccccagaacc ctctggggga aggaatgttg gggggccgtc ttcctgtggg 1020 

ttgtattgca ctgatggagg aaatcaggtg tttctgctcc aaacggacca ttttatcttc 1080 

gtgctctgca acttcttcaa ttccagagtt tctgagaaca gacccaaatt caatggcatg 1140 

accaagaaca cctggctacc attttgtttt ctcctgccct tgttggtgca tggttctaag 1200 

cgtgcccctc cagcgcctat catacgcctg acacagagaa cctctcaata aatgatttgt 126 0 

cgcctgtctg actgatttac cctaaa 1286 



<210> 957 

<211> 2874 

<212> DNA 

<213> Homo sapiens 



<400> 957 

cttaagcttt aatgtctatg ttggagatgc tctattacat gctatcagaa aagaagtcgt 60 

cggagctgtt gage tgt tat tgaaccacaa aaaacctagt ggagaaaaac aggtgcctcc 120 

tatactcctt gataagcagt tctctgaatt cactccagac attacaccaa tcattttggc 180 

agcccataca aataattatg agataataaa actcttggtt cagaaaggag tctcagtgcc 240 

tcgaccccac gaggtccget gtaactgtgt ggaatgcgtg tccagttcag atgtggacag 300 

cctccgtcac tcacgctcca gagctcaaca tttacaaggc cttggccagt ccctctctca 360 

ttgcactgtc aagegaagat ccttttctca cagcctttca gttaagttgg gaacttcagg 420 

aactgagcaa ggtggaaaat gaattcaagt eggagtatga agagctgtca eggcagtgea 4 80 

aacaatttgc taaggaccta ctggatcaga cgagaagttc cagagaactg gaaatcattc 540 

ttaattaccg agatgacaat agtctcatag aagaacaaag tggaaatgat ettgeaagae 600 

taaaattggc cattaagtac cgtcaaaaag agtttgttgc ccagcccaat tgtcaacagc 660 

tgctggcatc tegctggtae gatgagtttc caggctggag gagaagacac tgggcagtga 720 

agatggtgac atgtttcata ataggacttc tttttcctgt cttctctgtg tgctacctga 780 

tagctcccaa aagcccactt ggactgttca teaggaagee atttatcaag tttatctgee 840 

acacagcctc ctatttgact tttttgttcc tgetgetget tgcctctcag cacatcgaca 900 

ggtcagactt gaacaggcaa ggtccaccac caaccatcgt cgagtggatg atattaccgt 960 

gggtcctggg cttcatatgg ggagaaatta aacagatgtg ggatggcgga cttcaggact 1020 

acatccatga ttggtggaat ctaatggact ttgtaatgaa ctccttatat ttagcaacaa 1080 

tctccttgaa aattgttgca tttgtaaagt acagtgccct taatccacga gaatcatggg 1140 

acatgtggca tcccactctg gtggcagagg etttatttge tattgeaaac atcttcagtt 1200 

ctctgcgtct gatctcactg tttactgcaa attctcacct gggacctctg caaatatctc 1260 

tgggaagaat gctcctggac attttgaagt ttctattcat atactgeett gtgttgctag 1320 
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catttgcaaa tggcctaaat caattgtact tctattatga agaaacgaaa gggttaacct 1380 

gcaaaggcat aagatgtgaa aagcagaata atgcattttc aacgttattt gagacactgc 144 0 

agtccctgtt ttggtcaata tttgggctca tcaatttata tgtgaccaat gtcaaagcac 1500 

agcatgaatt tactgagttt gttggtgcca ccatgtttgg gacatacaat gacatctctc 1560 

tggttgttct actcaacatg ttaatagcta tgatgaataa ttcttaccaa ctgattgctg 162 0 

accatgcaga tatagaatgg aaatttgcac gaacaaagct ttggatgagt tattttgaag 1680 

aaggaggtac tctgcctact cccttcaafcg tcatcccgag ccccaagtct ctctggtacc 1740 

tgatcaaatg gatctggact cacttgtgca agaaaaagat gagaagaaag ccagaaagtt 180 0 

ttggaacaat agggaggcga gctgctgata acttgagaag acatcaccaa taccaagaag 1860 

ttatgaggaa cctggtgaag cgatacgttg ctgcaatgat tagagatgct aaaactgaag 1920 

aaggcctgac cgaagagaac tttaaggaac taaagcaaga catttctagt ttccgctttg 1980 

aagtcctggg attactaaga ggaagcaaac tttccacaat acaatctgcg aatgcctcga 2040 

aggagtcttc aaattcggca gactcagatg aaaagagtga tagcgaaggt aatagcaagg 2100 

acaagaaaaa gaatttcagc ctttttgatt taaccaccct gattcatccg agatcagcag 2160 

caattgcctc tgaaagacat aacataagca atggctctgc cctggtggtt caggagccgc 222 0 

ccagggagaa gcagagaaaa gtgaattttg tgaccgatat caaaaacttt gggttatttc 2280 

atagacgatc aaaacaaaat gctgctgagc aaaatgcaaa ccaaatcttc tctgtttcag 2340 

aagaagttgc tcgtcaacag gctgcaggac cacttgagag aaatattcaa ctggaatctc 2400 

gaggattagc ttcacggggt gacctgagca ttcccggtct cagtgaacaa tgtgtgttag 2460 

tagaccatag agaaaggaat acggacacac tggggttaca ggtaggaaag agagtgtgtc 2520 

cattcaagtc agagaaggtg gtggtggagg acacggttcc tataatacca aaggagaaac 2580 

atgcaaaaga agaggactct agtatagact atgatctaaa cctcccagac acagtcaccc 2640 

acgaagatta cgtgaccaca agattgtgat acttgaagga ggaagcgttt accatacaca 2700 

tacgtatttt ccgtagtgct ctgggtgggg gaaaatgttt aaattgtatt agcaaatgct 2760 

aacttacact ttatagcgtt tatcagctgt ggcatattac ctgtaacatg tttaaataag 2820 

gcaaaggcaa tcaaaaacct ttttgttttg tagcctgctt ttgctttcac aatt 2874 



<210> 958 

<211> 1139 

<212> DNA 

<213> Homo sapiens 



<400> 958 

tttttttttt aattattgag acggagcctt gcgctgtcac cgaggctgga gtgcactggc 60 

actgtcctgg ctcactgcaa cctccgcccc ccgggttcaa gcgattctcc tgcctcagcc 120 

tcccaagcag ccgggatcac aggcatgtgc caccatgccc agctaatttt tgtattttta 180 

gtagaggtga ggtttcagca tgttggccag gctggtcttg aactcctgac cttgtcatcc 240 

tcccaccttg gcctcccaaa gtgctgggct tacaggcgtg agccaccacg gccggctgtt 300 

atgctcatca tggcacttaa gagatgctta acaaaccttt cctacaatgt tcctcagatt 360 

ttcagagctt atttgatcta gcatctggtt cctaaattct gagtcacatc agaagccaaa 420 

cttgaatgct tttggaaaga gctagcctca taccacttca gttgggaagg ggagtactga 480 

ggtgtacctt ggcaggacag tggaatgatt gctggttctt ctagtttgct ctataccaag 540 

aactgctata acatgtttct aaaccagggc tatgcaaagc actagagttc ctgaccagca 600 

atgcaaacca gtggcataca aattcaaaat actgtatcca ggccctgact ccagcccaaa 660 

ccaaggctgg agggcatcca gggggatgtg gttccccacg gggtagcatc ttggttatgt 720 

gagatcacca agacaccaag cctgttttat gagctgaatc ctcagcttgt tgctggattt 780 

gtggctgata aaaaatacag gcagggccca gtggctcacg cctgcaatcc caacaccctg 840 

ggaggccgag gcaggcagac cacctgaggc caggagtttg aaaccagcct ggccaacatg 900 

gtgaaatcct gtatgtactt aaaaatacaa aaattaccca ggcatattgg tgagtgcctg 960 

tcatcccagc tactcggaag gctgaagcag gagaatcgct tgaatccagg aggctgcagg 1020 

ttgcagtgag ccgagaaggc gccactgcac cccagcctgg gagacgaaat ctcactctgt 1080 

cagtcccacc tccatcaaaa aaatagagcg cagctatgtt ggagttcgaa ttgcccgct 1139 



<210> 959 
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<211> 476 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (476) 
<223> n = a,t,c or g 



<400> 959 

nattgagacc atcgagaact gtcgcggaan nctgcantca ttatcttatt atgttgctgg 60 

tatgatctgc taatatcttc tgaaggattt ttcatttacg ttcatgaata atattagtct 120 

ataattgtat ttgccatgtc tttgtccagt tttggtatta ctctatacat atgtattata 180 

tatgacatat atactagttt ataaattggg aagtattctc ctctcctttt tccttatatg 240 

cttcgaagaa ttctccagtg aaaactctgg gcctggaatt ttctttgtgg aaagagtttt 300 

gatactgaat ttaatttctt taatataaat tgtgttagca ttaagtagca tttttcaagg 360 

attttgtcca tttctctaag ttgataaatc tgttggcata naattgttca taataatcta 420 

ctgttctttt aatatctgta ggatctgaat ggaaaaccct tttttcatgc ttgaag 476 



<210> 960 

<211> 3586 

<212> DNA 

<213> Homo sapiens 



<400> 960 

tttttttttt ttgccaagat ccaaagaaaa aattttattt acaatagaga attttatttg 60 

aaacatgcat ttcttgtttt tttaaaaaca aatcagcaaa tgcagatcaa gtttacactc 120 

cttaaggcca agagtccccc tatgcacgct gtacatgttc catattaaat cccaaaagct 180 

gactcacccc tggggaactt gtgttacaaa ggggcaaggc ccaaggtcag caatggtgtc 240 

ttttatttgg aggaatcaga caatctccct ggatacagga actctgaggg tcaacttgct 300 

atgaattata ctagggggaa atgcaaaccc aataggccag gaaattctgg ataggtctcc 360 

cttaggtacc tggcatacaa tcaaatcaat tttatttagg aaagggaaat acagtaggtg 420 

catacgaaaa agtgaaaaca gaacctggtc catggaactg gaggaacagc agtgtgccga 480 

cggtcatatt gcacgcaaca gttaagtcca aaacattcgg ttcagagtta gcttttcccc 540 

attttggcaa tcagttcgtc acaaatcttg gtgagttctt ctatttcttt attcttctgc 600 

tccagcgtcc tttccagggc gtccaactcg gcagctgctc ctttccgcaa ggctggcctg 660 

gtgggcggct tgctcctgct gggccttgcc tcgaacctga gcaatcttca gcattggccc 720 

tgtccagttt ctcctccagc gtgcaccttc agggcctggt acctctgctc ctccttcttc 780 

acccgggaca ggtactcctg cgcacatctc ttcaacacct cttcattctt gcggaagcct 840 

tctaggacct ccttcatctt ctcatatctt ctgaagaggt cggccagaga ctttctccac 900 

ggagttcagg tcggccaggg gcttgctcct tctccagaac cagctgctgc accgtctggt 960 

ggggagactg acttctctct ctgttcgtcc tctatcatct gagcgatggt cttctcatac 1020 

tcggccacta ttttcctcat ttccatcact tcccgcctgc tttcttcata tttatctttc 1080 

cattctgaga cctctctctc cttggttatg atctctgctc tggcgatctg gagggcagag 1140 

tccaggtcgg gctgctggaa cagaaggcct gcaggtttct ccacctcagc ggtcccgatg 1200 

cgggagtaca aggctgtttt ggagatggag acgtctgttg ggtgagcagc ctctctctgg 1260 

agtttctgag cgaatagtgg ggggttcttt tctgctaagt cgggctccag atagtcaagt 132 0 

gcaccacaga gagagacggg gtgagctagc ctgctgagga gggcgtcagc agaggcaaag 1380 

gagccctcgg gagctgtaat ttcaatcgct tctgaagggg tgcccaagcc catggcctcc 1440 

agctccttct gggaggattt ctctggcacc tgcaagtgtg actcttggtt aggggccagt 1500 

cctcgtggga caggatgctg gtttttcgca gcagtgttca caagggcttc agtctcttca 1560 

aaacttgacc ctgaacacgg cgtcggggac tctgacatgc ggacgggaga tgacttgaca 1620 

gggctctcct gagaagtgtc aaacataagg tacaaggcct gcttcttcgg ggcatcgtcg 1680 

tcctgaggta aggaggagcc aattttctcc atatattcaa tttcatagga gtttctgtaa 1740 

tccaactcct cagtgggtga actgaatttg gtctcgttta caaaggtgga caggtccgag 1800 
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ggctgcgggt agtcctgttt gtcagcctct aggtccactg tcatgcacgt ccacttctgg i860 

ttggtgaccg ccagcttttc ctcatctgtg gcgtggacca ccgcagagat cactggtggt 1920 

gtttctggtg tagcagctgg ggtggggtcc tgggaaggtg gatcagagag aggagaccgt 198 0 

tttggcgact ttttcaccct aaatgtgtca gtctttaggg gcgtcttctt cttcttggcg 2040 

ggcttgttta gcccatcccc gtccactcca ttggcttcca tagcactggc tgggatctca 2100 

aaggaggctg gggatttaga aggtgagctg ggggtcttag aggatgtctt aaaggggtca 2160 

acggactcat cacaggtgtc tgggtcaaag ttgtatgatt gttggggcag tttgggagac 2220 

tcctgcattt ttgaggtgga agaaaaaggg ttaaaattgg ggtcatccca cttgtcaata 22 80 

tcaaaggtgt aagtaccttt agcaatgggg atgtcattgg gttcagcagg ggatctggga 2340 

ggtgaggcag gagtgttgtc aagtttctcg ggtgtctttt tcatctttgg cctcctcagg 24 0 0 

ggcattttgg caactggctt tttgcctatc tttttggtag gaggggggtt ttcctgctgg 2460 

ttgtcccaac tactcttgtc ctcagaatag tcaaactcca gccttacgga gtgccctttg 252 0 

gctggagagt cctcttgccc cccgctatcc gatggggtta cctcccctgc ctccggggcc 2580 

gtggtaagag gcagcgtttt cctcccgaca gggggtgagt tctgcactct gccacctcca 264 0 

gaagccgggg ggacaacccc ttctacactc tctgagtcca gagggcaggc agctttgggc 2700 

cccgcagcgg gctcaagggg cgtctcctcc aataaggctg ggctaggacc ttccgtcttg 2760 

gcagattccg ttttcgtctc agatgctaga ttctccccac tggggacaag gctctcttca 2820 

tctggctcct gttgcgtctc cttcactggg ggggtctctg tgggtttctt ggtggtctgt 2880 

ttctttttta aggaaggcgg cctcggtttt ttagttcgct taagggtact agaagcactg 294 0 

ctggaacccg tgctatatgc atctggggca agggccacgg cctcgggatt gcctgaggaa 3000 

gaagcaccat caaagtcact ggcttgcagg ctgagcgacc gggacagtgt agacttagag 3060 

atggggacgg aatccgtgga cttcctccgt gtgttcactt tgccctcctg attcttagcg 3120 

tctgaggcac gaggctccaa ggtctgaaag gtatccacaa gctcaatgtt gtcaaagtcc 3180 

aagttgtaag tcccactgct ggctatcggc ttgtcttcat cgaagacggc agagaaggag 324 0 

tgtgacgggg gacggaaggg acttccttcc accgagtcgc tccgtgggcc atcagggaca 33 00 

gggactgtct cagaaccaca tcctggttct tccgggggtg gctgtgtgct gaccttcggg 3360 

ttctgggatg acttcggggg gtggtggggg tggagctggc ggagctttga caggggtcgt 3420 

tgactccggg gtctcaaatg cctcttcaga atcggaactc attgcctcgg aagcctccag 3480 

gttcaggtcg ctggctgggg ctggctgcag ggactgcgac cctcccatcc tcgctgtgcc 3540 

ctggcgtgca agctagccgc gagcggggcc agcgtcctgg cgcgat 3586 



<210> 961 

<211> 679 

<212> DNA 

<213> Homo sapiens 



<400> 961 

agatttgcaa aatattgtga tagtatctat gtcttattgc tcaagatcta aactcttatg 60 

tttgggagta ggggcttgct gtgtatgtgt gtattttttt ttaacatctt ggcctcacag 120 

tgtaaagtga taagctcagg aggaatgttg tgctgcagaa cgcctacatt actagattac 180 

ttacggcaac actttcttta atgaggatct ctgtgaaacc atcttttttt ccacttacag 240 

tttcaataag aggagatcag ttatgaaatt aagtaggaga gaacaataga gagagagaga 300 

gttcagcatt cctcttcaag ctagctaata tttttaaaat gtcgacactg ttccaggaac 360 

tctgcttttt aggccaaaga ttctgccctg gtcttcgtcc tctccacacc cccaggatct 420 

tgggggctga cacatcaaca gggtttgaga aagacacccc atccgtcaca cgccctgaca 480 

cccccccggg agacaccccc aggggcgccc cgccccgccg gccctggttc tttttttaaa 540 

gaaaaactcc ccccagcccc tcattttccc aggccctcta cccccccccg tccccccccc 600 

cttatgaaat gcccccctct tcgcccctaa atgccttacc cactgccagc cacctctgcc 660 

ccctcccctt gtcgccccc 679 



<210> 962 

<211> 782 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_feature 
<222> (1) . . . (782) 
<223> n = a,t,c or g 



<400> 962 

cagaaaagag gattaagcaa ttttccctgt ctccttttct ctgcattgct ggagcctcat 60 

cgccctgtct cctcttagcc aggcacaagg gctagcttgt cttgggtacc agccattcat 120 

gtcctgattt gcagggtgtc ctagtggtga tgctcatctt cactgtgctg gagctcttat 180 

tagctgcata cagttctgtc ttttggtgga aacagctcta ctccaacaac cctggggtga 240 

gtatgctgac atgtcgcctg atacctgctg tgtctcaggt ccaggctaca ataatccaac 300 

ctcaaaaagt ggcaaaaaga agaatcaatt attgttcatg aggtgcatgt ggaaggccac 360 

ttttataatt aaaaaaatga gtttaacagt gaaaccccat ctctactaaa aafeatgaaaa 420 

actagccagg tgcagtggca cacgcctgta gtcccagcta gttgggaggc tgaggcagga 480 

gaattgcttg aacccaggaa gtggaggttg cagtgagctg agatcacacc actgcactgc 540 

agcctgggtg acagagtgag actcagtctc aaaanaaaaa aagagtttgt ataaatgggc 600 

tccttctgga ggacactctg gtcatctngg gat cage tng gtgtctactg gggnagcaga 660 

ccagttagga gaattgetta aatatgaaag cttagttggt ttttagaaat tcacataggc 720 

ccanccccnt catgtaaagg naccaegggn ttgggttnaa tttacnttgg aaaattattg 780 

tc 782 



<210> 963 

<211> 1734 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (1734) 
<223> n = a, t, c or g 



<400> 963 

ggcacgagct caaggtcttt gccctgggcc tgcgagggta cctgtcctac cccagcaacg 60 

tgtttgacgg gctcctcacc gttgtcctgc tggaggcegg agatggtggg cctgctgtcg 120 

ctgtgggaca tgacccgcat gctgaacatg ctcatcgtgt tccgcttcct gegtatcate 180 

cccagcatga agecgatgge cgtggtggcc agtaccgtcc tgggcctggt gcagaacatg 240 

cgtgcttttg gegggatect ggtggtggtc tactaegtat ttgecatcat tgggatcaac 3 00 

ttgtttagag gcgtcattgt ggctcttcct ggaaacagca gcctggcccc tgccaatggc 360 

tcggcgccct gtgggagctt cgagcagctg gagtactggg ccaacaactt cgatgacttt 420 

ncggctgccc tggtcactct gtggaacttg atggtggtga acaactggca ggtgtttctg 480 

gatgeatate ggcgctactc aggcccgtgg tccaagatct attttgtatt gtggtggctg 540 

gtgtcgtctg tcatctgggt caacctgttt ctggccctga ttctggagaa cttccttcac 600 

aagtgggacc cccgcagcca cctgcagccc cttgctggga ccccagaggc cacctaccag 660 

atgactgtgg agctcctgtt cagggatatt ctggaggagc ccggggagga tgagctcaca 720 

gagaggctga gccagcaccc gcacctgtgg ctgtgcaggt gaegtceggg ctgccgtccc 780 

ageaggggeg gcaggagaga gaggctggee tacacaggtg cccgtcatgg aagaggegge 840 

catgctgtgg ccagccaggc aggaagagac ctttcctctg acggaccact aagctgggga 900 

caggaaccaa gtcctttgcg tgtggcccaa caaccatcta cagaacagct gctggtgctt 960 

cagggaggcg ccgtgccctc cgctttcttt tatagctget tcagtgagaa ttccctcgtc 1020 

gactccacag ggacctttca gacaaaaatg caagaagcag cggcctcccc tgtcccctgc 1080 

agettcegtg gtgcctttgc tgccggcagc ccttggggac cacaggcctg accagggcct 1140 

gcacaggtta accgtcagac ttceggggea ttcaggtggg gatgctggtg gtttgacatg 1200 

gagagaacct tgactgtgfct ttattatttc atggcttgta tgagtgtgac tgggtgtgtt 1260 

tctttagggt tetgattgee agttattttc atcaataagt ettgeaaaga atgggattgt 1320 
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cattcttcac ttcagcacag ttctagtcct gcttctctgg agtagggttg ttgagtaagg 1380 

ttgcttgggt tgtgcattgc acaagggcac atggctgtaa ggtgtatcct ggcggggggc 1440 

tgtctacctg cagtgagggg caccttttct gttttgctca aaggcatgta taaaccaatg 1500 

ggcgacctta tttcctgtgt cttcaggcgt gtgacagggg gcctggggtg gtgaggtggg 1560 

gccagcgatc aatgtgtgga aagccttgtt gtcacctgaa gcacgccagg tacagattga 1620 

ccaatggttt tctcacttca ggggccaacc cacgccccct ttctgctgaa gtttgggtgc 1680 

catctactgg tgggatggga cttggttgac tacatttaag gtaaggcgga ccca 1734 



<210> 964 

<211> 1098 

<212> DNA 

<213> Homo sapiens 



<400> 964 

tgagagtctt gctttgcccc ctaggttgga gtgcagcagc acaatcttgg cttactgcaa 60 

cctccgcctc ccaggttcaa gtgattcttg tgcctcagcc tctcaagtag ctgggattac 12 0 

aggcatgggc catcatgcct ggctaatttt tatattttta atggagacat ggtttcacta 180 

tgttggccag gttggtcttg aactcctgac cttgtgatct gcctgccttg gcctcctaaa 240 

gtgctgggat tacaagcatg agccactgca tccagactct ccttgttgcc ttatttattt 300 

gagacgcagt ctcgctctgt cgcccaggct ggagtgcagt ggcttgatct cggctcactg 360 

actccagcct gggtgacaga actgaaaaaa aataacataa aacatagata cagaaaacca 420 

caaaggacaa acacagcata ttgaatcatc acaaggcagc caccccttca tagccacacc 480 

tggcccctgg ccaccactga cctgtgctcc atcgcgcaga attccgttgt ctcaggaatg 540 

ttcgatgaat ggaatcctgt gtggcctgag atgagtgtct ttcatgccac gtaacaatct 600 

tgaggcccgt gaaagctgtt ggtatgtcaa cagttagctg cttctcattg ctgagtggcg 6 60 

attggtcctg tcatggttta ttcagccatg tggtggatgg ctacttgtct tctaagccac 720 

ttgccttctg attgctggac tgactctctc gccctctctt ggtgcagccc tcgggaggct 780 

cagtcacact ctccgagagc acagccatca tctcccacga catcacaggc ctggtcacat 840 

gagatgctgc cctctacctg gcagaatggg ccatcgagaa cccggcagcc ttctctcata 900 

ggtgacctcg gggcgcacgg caggacaccg aggcaggctc accctggtgc agtcacagac 960 

atggtcccct ttcctcccgc caggactgtc ctagagcttg gcagtggcgc cagcctcaca 1020 

ggcctggcca tctgcaagat gtgccgcctc caggcataca tcttcagcga ctgtcacagc 1080 

caggtcctcg acccggga 1098 



<210> 965 

<211> 422 

<212> DNA 

<213> Homo sapiens 



<400> 965 

ctcgctgaga aagtacttgc tgggaaatct acgattgagg actactttcc tgaatgatgc 60 

tcgctgcact actcctgagg aggctactcc cgagcccgga gaggactcca cgcgtgaccc 120 

gggccaagga cttcattcga gaggagtttc tgtggatcag cactgccagt ggagatgggc 180 

gtcactactg ctaccctcat agcacctgcg ctgaggacac tgagaacatc cgccgtgtgt 240 

tcaacgactg ccgagacatc attcagcgca tgcaccttcg tcagtacgag ctgctctaaa 300 

aagggaaccc ccagatttag ttaaagcctt aggcacaatt agttaaaagt gaaacgtaat 360 

tgtacaagca gttaatcacc caccataggg catgagtaac aaagcaacct ttcccttacc 420 
eg .422 



<210> 966 
<211> 617 
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<212> DNA 

<213> Homo sapiens 



<400> 966 

tgtgaaccca cctcgactga gtcctgctgc tccttctacc ctaacgagat gggtgttggt 60 

ctctttctag tccacttgct ccccaaatcc tcgcaggctt ctctgtgttc aggaagacaa 120 

gcagtctctc agaaagagac acacccaccc cacaaaaaaa tccttggaat ttgtatgtgc 180 

agctcaccag ccgtgctcct gtgtgcatta gtcgtggggt gtcctgttgg gttccctcat 240 

gaggctgatc ctggcagcat gcagagggcc tcatccttag ggctt caeca ggcgtcagta 300 

gtctcggcag gatggttggg acaggegagg cacggtgctc acctgggctg ctctcttctc 360 

cccagtggtg tccatgggct ctggagacca tcagttcaac ctegcagaga tcctgtcaca 420 

gaactacagt gttagggggg agtgcgagga ggectcgagg tgcccagaca ageccaagga 480 

ggagctggag aaggacttca tcttccaggt acttggccca ggtggatcct gcccctgtgg 540 

tgggtggagc ccctccgggg taaagectte atgagttttt gtgggaggtt caagaatcca 600 

cattttggta aagtggc 617 



<210> 967 
<211> 1446 
<212> DNA 

<213> Homo sapiens 



<400> 967 

ccgggtcgac gatttegtea ggagaageca aacttggtcc cccggctcgc ggagtgcctg 60 

cgagcggtgc teatggeget ctatgagctc ttctctcacc eggtcgageg cagttaccgc 120 

geggggctet gctccaaagc cgcgctgttc ctgctgctgg ccgctgcgct cacgtacatc 180 

ccgccgctgc tggtggcctt ccggagccac gggttttggc tgaageggag cagctacgag 240 

gagcagcega ccgtgcgctt ccaacaccag gtgetgeteg tggccctgct cggacccgaa 3 00 

agegaegggt tcctcgcctg gagcaegtte cccgccttca accggcagca aggggatege 360 

ctgcgcgtcc cgctcgtttc gtggaggaga taatgcctgt tgtgtacagc aagacagtgg 420 

gtcattgtgt atgtacagaa gtgatgtgga ttcctcccag actcattagt gaccagggct 480 

gctgggcctg tttgggtttc ctagactaga gaagaagaca ggaaccagga tgggaagacg 540 

gacatgttac attttaagct ggagcttccc ctgcagtcca eggagcaegt tctcggtgtg 600 

cagctcatcc tgactttctc ctatcgatta cacaggatgg cgaccctcgt gatgeagage 660 

atggcgtttc tccagtcctc ctttcctgtc ccgggatccc agttatacgt gaaeggagae 720 

ctgaggctgc agcagaagca gccgctgagc tgtggtggcc tagatgeccg atacaaegta 780 

agagegctte tcattgtcca gctcctttgt ttctctgtgt tactgttcat taagttcttt 840 

aaagagggga atgaaaagta gaaatgtcag gccaggcgca gtggctcatg cctgtaatcc 900 

cagcactttg ggaggeggag gtgggtggat cacttgaggt caggagtttg agaccagcct 960 

ggccaacatg gtgaaaccct gtctctacta caaaatacaa aaaaattagc tgggcatggt 1020 

gatgggegee tgtaatccca gctacttggg aggctgaggc aggagaatcg cttgaaccca 1080 

ggaggcagaa gttgcagtga gecaagatea tgccactgca ctccagcctg ggcaacaggg 1140 

taggactcca tccacacaca cacacacaca caaaattgaa aagtgaagac attttaatgg 1200 

agatttaata gtgcttccag actaatgaac taatggagtt ttggctccac tcatgagtgt 1260 

atttgaaatg taagtaacca gctacaaaga ataatgtcac ttcatttgat tatgactacc 1320 

aatcaagaga aggaggaata catttctgag gagtgatact taaaccattt gagcttaaat 1380 

gagtacctga ttttgeagee attaaaaatg tgttcattaa ctatgtgggg aattattgga 1440 

aaattt 1446 



<210> 968 

<211> 1495 

<212> DNA 

<213> Homo sapiens 
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<400> 968 

agtttggaaa aaccgcgccc tgggaagccc cggagccgcc gcagccgcag aggaagggag 60 

accccgggcg ccgcagaccc gaaagtgaac ccccttcgga gagatatctg ccctcgaccc 120 

ccaggcctgg acgagaggag gtggaatatt accagtcaga ggcggaagga ctcctggaat 180 

gccacaaatg caaatacttg tgcactggga gagcctgctg ccaaatgctg gaggttctcc 240 

tgaacttgct gatcctggcc tgcagctctg tgtcttacag ttccacaggg ggctacacgg 300 

gcatcaccag cttggggggc atttactaca atcagttcgg aggggcttac agtggctttg 360 

atggtgctga cggggagaag gcccagcaac tggatgtcca gttctaccag ctaaagctgc 420 

ccatggtcac tgtggcaatg gcctgtagtg gagccctcac agccctctgc tgcctcttcg 480 

ttgccatggg tgtcctgcgg gtcccgtggc attgtccact gttgctggtg accgaaggct 540 

tgttggacat gctcatcgcg ggggggtaca tcccggcctt gtacttctac ttccactacc 600 

tctctgctgc ctatggctct cctgtgtgta aagagaggca ggcgctgtac caaagcaaag 660 

gctacagcgg tttcggctgc agtttccacg gagcagatat aggagctgga atctttgctg 720 

ccctgggcat tgtggtcttt gccctggggg cggtcctggc cataaagggc taccgaaaag 780 

ttaggaagct aaaagagaag ccagcagaaa tgtttgaatt ttaagggttt ctaaaacgct 840 

ctgacagatg caagtggtgg tggaaggtag tctgagccac tgcctttccc aagaatccct 900 

tgttgtggaa gtttccaatg ctggaaaagc agcgagccag cgttggtgtg gtgggcggag 960 

ctcccagtcg catggagcgg tgttcatgga tgcaacagac cctggcttct ggagtcctct 1020 

gtgagtgagg gaccaatcaa aattattttt caaaaagcaa aaaaatggcc ggcctcggcg 108 0 

gctcacacct gtaaccccag cactttggga ggctgaggtg ggtggatcac ttgaggtcag 114 0 

gagctcgaga ccagcttggc caacatggtg agcccccgtc tctactaaaa tacaaaaaaa 1200 

ttagccgggc gtgggggcgg gcgcctgtaa tcccagctac ttgggaggct gaggcaggag 1260 

aatcgcttga atctgggagg cggagattgc agtgagccga gatcccgcca ctgcactcca 132 0 

gcccaggtga cagagcgaga ctccatctca aaaaaaaaaa aagggggggc ccgttaaaaa 138 0 

gaaccaagtt tataggccgg gggggggaag aggaattttt tttttttggg gcccccaaaa 1440 

taaatttccg ggccggggtt taaaaaacgc ggggagggaa aaaccccggg cttcc 1495 



<210> 969 

<211> 999 

<212> DNA 

<213> Homo sapiens 



<400> 969 

atccactatt ccgtgtggtg gaattcgcaa gctataagct ctgcaagtgg tgaccccgac 60 

gtgatcgcct tgaagttacg cttgaaggag gaaaactcat caattttcgg ggaatcccgt 120 

tcatcatctc cggatccctc tcagtggcag ccgagaagaa ccacaccagt tgcctggtga 180 

ggagcagcct gggcaccaac atcctcagcg tcatggcggc ctttgctggg acagccattc 240 

tgctcatgga ttttggtgtt accaaccggg atgtggacag gggctatctg gccgtgctta 300 

ctatcttcac tgtcctggag ttcttcacag cggtcattgc catgcacttc gggtgccaag 360 

ccatccatgc ccaggccagt gcacctgtga tcttcctgcc aaacgccttc agcgcagact 420 

tcaacatccc cagcccggca gcctctgcgc cccctgccta tgacaatgtg gcatatgccc 480 

aaggagtcgt ctgagtagca gatgtggcac ctgcgggtgg agtccagcct tttccctctg 540 

ggcccagcct ctccccaccc ccaccttgtt catcaggggc cagccccatc ccagctgccc 600 

tccctcacca catctacaca tactccggca tctgagtgaa gtgtccccag ggacatctct 660 

cccacacttt ccccagtgct ttctttctaa aagacaccgg gctgacgtca ggggtgtgtg 720 

tccttcagct ccctgagccc tgtcaccctt ccaggacacc caccttgtgc atctaagcat 780 

ttctctgctc attggggaaa tcctggcctc attggagact caggttcgag gcctgccctg 840 

accctcgggc ctcgggaagg tcagagagcc cggaatcctc cagaatggaa gagtcttgac 900 

tctggctttc cacaaaaagg ggcccataac aagggcccaa ggggctctca acaaaggggg 96 0 

gtaaggggcc cgtgggccca aaaagtcctc gctgggccc 999 



<210> 970 
<211> 865 
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<212> DNA 

<213> Homo sapiens 



<400> 970 

agttaacagg tacacatgat acatatttca aatggtttga aagtgaatac aatgaaagca 60 

agcaggaaga cttgattgga agcaattttt tcttggtttg tttcaagcag tattttttca 120 

tgttgactgc actgccaaaa tcatttgtgt tcaaggtggt gggtgaatgg tggtggcttt 180 

ttatttgctt ggttttggct tttgctgatg gaaaaagaca caagtatagt tatgatgcaa 240 

atgtttttct tcaagttaat tatattactt ggccagatag tttttcacca gtgccctccc 300 

ttcccccaat cctgtgagct gtagccttct gtgcttttgt gttcttataa gaacctcact 360 

ggagctggca gtggtggtgt gtgctggtaa tcccagctac acgggaggat cccttgagcc 420 

caggggttct tggctatcca ggacaacata gcaagacact cttttctcta aaaataaaat 480 

aaaaaagacc ctcactggta ataagcaggt gtacttgtga ctaaaaatat agaaaacaca 540 

gtttaataaa gaatctcaca tagattacaa atagaatgaa gaaatgatgt gttagaaaca 600 

gttatatatg ttaagggcgc ataaaacaca ccattgttac aacattttgg ctacaattgc 660 

agctttctca atctgctggc cttttttaaa taagaaagct ttttaaaaaa atgaaccaaa 720 

cagctcagat ttagcggagg acctgaaaat tttaacctcc cattctacag gcagcgtctg 780 

gaccttttta aacatggcga cgctttaaat tttctggaac tgtttcgccc caaagctccc 840 

gagcctgcca acattacgag ggaac 865 



<210> 971 

<211> 630 

<212> DNA 

<213> Homo sapiens 



<400> 971 

ttccagcgtg gcggaattcc tgaatagctg ggattacaag gcgtgcacca ccacgcctgg 60 

ctaattttgt gtttttagta gagacggggt ttctccatgt tgaggctggg ctcgaactcc 120 

tgacctcagg tgatctgccc gccttggcct cccagagtgc tgggattacc ggcgtgagct 180 

accgtgcccg gccggaacat tggtttttcc catggacact ccaaggtcaa ctgttttctc 240 

cttatggttt ggcatccaca aagcagcagg aatcttccaa gtactggttc aactactgct 300 

tttactaact ccttacccac gttatccttc cccgtctcct ctccctccct actcataccc 360 

ttgatatcac ttactatggg acatttgcag ctctcattca aagccatcct ttagataaga 420 

cctgaacatg cttaaatttg tttcagagga tctgttgagg atctttccac cagggaatcc 480 

agagactgat gtgggcagga gaaggaggac agtttgattc aaatctctaa agactacttg 54 0 

ggaaattatc caggccaaag ttgtcctcct caagggggca aatctcaact gaagagtgcg 600 

taacatttat ttgtattgcc cacctgtatt 630 



<210> 972 

<211> 426 

<212> DNA 

<213> Homo sapiens 



<400> 972 

aattaagttg ctgtctttgt atacagggtc agattgttaa gcgacttgcc catagtcacc 60 

tagtaagcaa gttcagttct ccttttctct acagccattt cacagtaaga attacttaat 120 

tatgtagttt gactttcagg tacagtggag aagaatttac tgtttttgtt ttgctgctct 180 

ccttatagga tgatgtgggc tgctggggca gtagcagcca tgtctagcat cacctttcct 240 

gctgtcagtg cacttgtttc acgaactgct gatgctgatc aacagggtga gttgatagga 300 

actagcgata attatttaaa agtacagaat gttctaatcc tgtgttctgt ctcctatgta 360 

ctgaaacata agtatatctt caggggagag acttttaaaa ttgcttttga tataaacagg 42 0 

aaaagc 426 
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<210> 973 

<211> 542 

<212> DNA 

<213> Homo sapiens 



<400> 973 

aaaatactgc tgcaacgaga cggagttcca ggcggtgatg caggcgaacc tcacggccag 60 

ctccgagggt tacatgcaca acaattacac cgccctgttg ggagtgtgga tctatggatt 120 

tttcgtgttg atgctgctgg ttctggacct tttgtattac tcggcaatga actacgacat 180 

ctgcaaggtc tacctggcac ggtggggcat ccaaggacga tggatgaaac aggacccccg 24 0 

gcggtggggg aaccccgctc gggcccctcg gccgggtcag cgggccccac agccgcagcc 3 00 

tcccccaggc ccgctgccac aagccccaca ggccgtgcac acattgcggg gagatgctca 360 

cagcccaccg ctgatgacct tccagagttc gtctgcctgg gagggtgcca gccaacagca 420 

agaaattcca gaaaatgagg agactgaaaa gggagatgac caaatatctt ctttccttgg 480 

cgtaacatca aataccaagg aggcttctgt gattggaatt cagaagacag ttgatgtcct 540 

9 a 542 



<210> 974 

<211> 2870 

<212> DNA 

<213> Homo sapiens 



<400> 974 

cttcctcttc tccacgcagg cttcaacagg agatttatgg agaatagcag cataattgct 60 

tgctataatg aactgattca aatagaacat ggggaagttc gctcccagtt caaattacgg 120 

gcctgtaatt cagtgtttac agcattagat cactgtcatg aagccataga aataacaagc 180 

gatgaccacg tgattcagta tgtcaaccca gccttcgaaa ggatgatggg ctaccacaaa 240 

ggtgagctcc tgggaaaaga actcgctgat ctgcccaaaa gcgataagaa ccgggcagac 300 

cttctcgaca ccatcaatac atgcatcaag aagggaaagg agtggcaggg ggtttactat 360 

gccagacgga aatccgggga. cagcatccaa cagcacgtga agatcacccc agtgattggc 420 

caaggaggga aaattaggca ttttgtctcg ctcaagaaac tgtgttgtac cactgacaat 480 

aataagcaga ttcacaagat tcatcgtgat tcaggagata attctcagac agagcctcat 540 

tcattcagat ataagaacag gaggaaagag tccattgacg tgaaatcgat atcatctcga 600 

ggcagtgatg caccaagcct gcagaatcgt cgctatccgt ccatggcgag gatccactcc 660 

atgaccatcg aggctcccat cacaaaggtt ataaatataa tcaatgcagc ccaagaaaac 720 

agcccagtca cagtagcgga agccttggac agagttctag agattttacg gaccacagaa 780 

ctgtactccc ctcagctggg taccaaagat gaagatcccc acaccagtga tcttgttgga 840 

ggcctgatga ctgacggctt gagaagactg tcaggaaacg agtatgtgtt tactaagaat 900 

gtgcaccaga gtcacagtca ccttgcaatg ccaataacca tcaatgatgt tcccccttgt 960 

atctctcaat tacttgataa tgaggagagt tgggacttca acatctttga attggaagcc 102 0 

attacgcata aaaggccatt ggtttatctg ggcttaaagg tcttctctcg gtttggagta 1080 

tgtgagtttt taaactgttc tgaaaccact cttcgggcct ggttccaagt gatcgaagcc 1140 

aactaccact cttccaatgc ctaccacaac tccacccatg ctgccgacgt cctgcacgcc 1200 

accgctttct ttcttggaaa ggaaagagta aagggaagcc tcgatcagtt ggatgaggtg 1260 

gcagccctca ttgctgccac agtccatgac gtggatcacc cgggaaggac caactctttc 1320 

ctcctgcaat gcaggcagtg agcttgctgt gctctacaat gacacctgct gttcctggag 1380 

agtcaccaca ccgccctggc cttccagcct cacggtcaag gacaccaaaa tgcaacattt 1440 

tcaagaatat tgacaaggga accattatcg aacgctgcgc caggctatta ttgacatggt 1500 

tttggcaaca gagatgacaa aacactttga acatgtgaat aagtttgtga acagcatcaa 1560 

caagccaatg gcagctgaga ttgaaggcag cgactgtgaa tgcaaccctg ctgggaagaa 1620 

cttccctgaa aaccaaatcc tgatcaaacg catgatgatt aagtgtgctg acgtggccaa 1680 

cccatgccgc cccttggacc tgtgcattga atgggctggg aggatctctg aggagtattt 1740 
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tgcacagact gatgaagaga agagacaggg actacctgtg gtgatgccag tgtttgaccg 1800 

gaatacctgt agcatcccca agtctcagat ctctttcatt gactacttca taacagacat 1860 

gtttgatgct tgggatgcct ttgcacatct accagccctg atgcaacatt tggctgacaa 1920 

ctacaaacac tggaagacac tagatgacct aaagtgcaaa agtttgaggc ttccatctga 1980 

caggctaaag ccaagccaca gagggggcct cttgaccgac aaaggacact gtgaatcaca 2040 

gtagcgtaaa caagaggcct tcctttctaa tgacaatgac aggtattggt gaaggagcta 2100 

atgtttaata tttgaccttg aatccattcc aagtccccca aatttccatt ccttagaaag 2160 

ttatgttccc atgaagaaaa atatatgttc cttttgaata cttaaatgac agaacaaata 2220 

cttgggcaaa ctccctttgc tctgcctgtc atccctgtgt acccttgtca atcccatggg 2280 

ggctggttca ctgtaactag caggccacag ggaaggcaaa gccttgggtg cctgtgagct 2340 

catctcccgg gatgggtgac taagtaggct taggctaggt gatcagctca tcctttacca 2400 

taaaagtcat cattgctgtt tagcttgact gttttcctca agaacatcga tctggaaggg 2460 

attcataagg gagcttatct gggcagattt atctaagaaa aaaaaaaaaa cgacataaaa 2520 

taagtgaagc aactaggacc aaattacaga taaactagtt agcttcacag cctctatggc 2580 

tacatggttc ttctggccga tggtatgaca cctaagttag aacacagcct tggctggtgg 2640 

gtgccctctc tagactggta tcagcagcct gtgtaacccc tttcctgtaa aaggggttca 2700 

tcttaacaaa gtcatccatg atgagggaaa aagtggcatt tcatttttgg ggaatccatg 2760 

agcttccttt atttctggct cacagaggca gccacgaggc actacaccaa gtattatata 2820 

aaagccatta aatttgaatg cccttggaca agcttttctt aaaaaaaaaa 2870 



<210> 975 

<211> 2659 

<212> DNA 

<213> Homo sapiens 



<400> 975 

ggctggcggc ggtagctgtc gcccgcttgg ttgcgtgacc gcggggtccg cgtccgctcc 60 

ctccaccctt cgcccttcgc ccttcgcctc gtcccggcct ccgcggccca gcaacggccg 120 

tcatggtgcc gtcggcgctc cctgcgcggc cccgctgagc ctcggtgcgg cggcgagcgc 180 

ggtcgagatc gccatgccta cccgagtatg ctgctgctgt tccgctttgc gtcctcgcta 240 

caaacgcctg gtggacaaca tattccctga agatccaaaa gatggccttg tgaaaactga 300 

tatggagaaa ttgacatttt atgcagtatc tgctccagag aaactggatc gaattggttc 360 

ttacctggca gaaaggttga gcagggatgt tgtcagacat cgttctgggt atgttttgat 420 

tgctatggag gcactggacc aacttctcat ggcttgccat tctcaaagca ttaagccatt 480 

tgtagaaagc tttcttcata tggtggcaaa gctgctggaa tcgggggaac caaagcttca 540 

agttcttgga acaaattctt ttgtcaaatt tgcaaatatt gaagaagaca caccatccta 600 

tcacagacgt tatgactttt ttgtgtctcg attcagtgcc atgtgccatt cctgtcatag 660 

tgatccagaa atacgaacag agatacgaat tgctggaatt agaggtattc aaggtgtggt 720 

tcgcaaaaca gtcaacgatg aacttcgggc caccatttgg gaacctcagc atatggataa 780 

gattgttcca tccctcctgt ttaacatgca aaagatagaa gaagttgaca gtcgcatagg 84 0 

ccctccttct tctccttctg caactgacaa agaagagaat cctgctgtgc tggctgaaaa 900 

ctgtttcaga gaactgctgg gtcgagcaac ttttgggaat atgaataatg ctgttagacc 960 

agtttttgcg catttagatc atcacaaact gtgggatccc aatgaatttg cagttcactg 1020 

ctttaaaatt ataatgtatt ccattcaggc tcagtattct caccatgtga tccaggagat 108 0 

tctaggacac cttgatgctc gtaaaaaaga tgctccccgg gttcgagcag gtattattca 1140 

ggttctgtta gaggctgttg ccattgctgc taaaggttcc ataggtccga cagtgctgga 1200 

agtcttcaat acccttttga aacatctgcg tctcagcgtt gaattcgaag caaatgattt 1260 

acagggggga tctgtaggca gtgtcaactt aaatacaagt tccaaagaca atgatgagaa 132 0 

gattgtgcag aatgctatca tccaaacaat aggatttttt ggaagtaacc taccagatta 1380 

tcagaggtca gaaatcatga tgttcattat ggggaaagta cctgtctttg gaacatctac 1440 

ccatactttg gatatcagtc aactagggga tttgggaacc aggagaattc agataatgtt 1500 

gctgagatct ttgcttatgg tgacctctgg atataaagcg aagacgattg ttactgcact 1560 

gccagggtct ttcctggatc ctttgttatc accatctctc atggaggact acgaactgag 1620 

acagttggtc ttggaagtaa tgcataatct catggatcgt catgacaata gggcaaagct 1680 

tcgagggatc agaataatac cggatgtagc tgacctaaag ataaaaagag aaaaaatttg 1740 

cagacaagac acaagtttca tgaaaaagaa tgggcaacag ctgtatcggc acatatattt 1800 
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gggttgtaaa gaggaagaca acgttcagaa aaactatgaa ctactttata cttctcttgc 1860 

tcttataact attgaactgg ctaatgaaga agtagttatt gatctcattc gactggccat 1920 

tgctttacag gacagtgcaa ttatcaatga ggataatttg ccaatgttcc atcgttgtgg 1980 

aatcatggca ctggttgcag catacctcaa ctttgtaagt cagatgatag ctgtccctgc 2040 

attttgccag catgttagca aggttattga aattcgaact atggaagccc cttattttct 2100 

accagagcat atcttcagag ataagtgcat gcttccaaaa tctttagaga agcatgaaaa 2160 

agatttgtac tttctgacca acaagattgc agagtcgcta ggtgggaagt gggatatagt 2220 

gttgagagat tgtcagttcc gtatgttacc acaagtaaca gatgaagatc gactttctag 2280 

aagaaaaagc attgtggaca ccgtatccat tcaggtggat attttatcca acaatgttcc 2340 

ttctgatgat gtggttagta acactgaaga aatcactttt gaagcattga agaaagcaat 24 00 

tgataccagt ggaatggaag aacaggaaaa ggaaaagagg cgtcttgtga tagagaaatt 2460 

tcagaaagca ccttttgaag aaatagcagc acagtgtgaa tccaaagcaa atttgcttca 2520 

tgatagactt gcccaaatat tggaactcac catacgtcct cctcccagtc catcaggaac 2580 

actgaccatt acttctgggc atgcccaata ccaatctgtc ccagtctatg agatgaagtt 2640 

tccagatctg tgtgtgtac 2659 



<210> 976 

<211> 1505 

<212> DNA 

<213> Homo sapiens 



<400> 976 

cctaaaagct ggagacacag atgtccagag tgattggaga atgtcctggg ggaatgaagt 60 

tccttccaca aacacagctc agttcttagc aacaaactgt ttgtttttct acttgctcca 120 

tctgcagcct acgctgccct ggcctcctgc agacagatag tggggttacc tggcaaggcc 18 0 

tggtgagagc cagtgaacct aagctttgac tgggtggcct cgtctttctg gggaggaggg 24 0 

aatgtacatt cagggagtag ccttttgcgg aaaaattctc tagggctaca gacagtcatg 3 00 

tgtgacttct ctctgctgtg aaaactccca gagtctcttt agggattttc cctaaggtgt 360 

accaccaggc acacctcagt cttcttgacc cagagcctga aaactgtttt cactgggttc 420 

caccagtccc agcaaaatcc tctttgtatt tattttgcta agttattggt ggttttgctt 4 80 

acatctcatg attgatataa taccaaagtt ctatagcctt ctcttgcagt atttggattt 54 0 

gcttgaaacc gggaaaactg ttcccattag gcttgttaat gtcagagtga cactattatg 600 

aatctttctc tccctttcct ctgcctgttt cttctctctt tctccttcaa acttgctctg 660 

cagctaagga aggtgagtct actttccctg aggctttggg gtcagagtat atgttgtttg 720 

gagaaagagg gcaatcagga ctcttctggg acccagatga gttcttcact agcccttctg 780 

aaccccttgc tccataattg gtcttttatc ctggctctga atgaccctgc aggtcatcat 840 

ggttttcttt ttttattggt tttttttttt tctgagacag agtctcactc tgtcacccag 900 

gctggagtgc agtggcgcga tctcagctca ctgcaacctc tgcctcccgg atttaagcga 960 

ttcttctgcc tcagcctccc gagtagctgg gactacaggt gtgccaccac gcctggctga 1020 

tttttgtatt tttagtagag atggggtttc accatactgg ctaggctggt ctcgaattcc 1080 

tgacctcagg tgatccaccc acctcggctt cccaaagtgc taggattata ggcttgagct 1140 

actgtgcccg gcccatggtg tttttcttta gggctcttcc tacagccttg agaagtagat 1200 

aggcatcaga gtatggtact ataggaatca gaaaaattca aaacaaatgt ggattaagtg 1260 

tttaggctct atgtggctca cgcagccaga atccttaagt ctgtgtgttt ctgtgtctca 1320 

agactgggct cacattctgg ctttgtccat aacaatgctc tgggatttca gggagttccc 1380 

tcatttgtaa aatgaggggg tcagagcagg tgatatccat gtttcttccc tttctgatat 1440 

tgttgtctgt ggcatattct ttgtatggcg aatttaataa attatattaa tgtgtaaaaa 1500 

aaaaa 1505 



<210> 977 

<211> 1576 

<212> DNA 

<213> Homo sapiens 
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<400> 977 
ggcacgaggg agaacctgaa ggtgtacatc 
atcagcgtaa gcgccatggc catagctttc 
gagattaaat ccccagaaat ggcagaggat 
ttggacttgt gtgtatcaga gaatgaaacc 
ccggaaagta caatgaccag cgggcaggcc 
gaggactcgg gcccggtgaa tatctcagtc 
cccttcggag ggtattcccg caacgtcacc 
attggacttt caggcaggga agcccacgag 
gcgtggagct cagatgactg cgccctccac 
tgcatgaccc tcacggccag ccctggggtg 
gttcctgaca cgtacagcaa cgccacgctc 
gccaacacaa aatacgccca agattacaat 
aaagtctatc atgctttaaa tcccaagctt 
ttaataaatt tgcatctcat gcacaccagt 
ttttgctatg ctgttatcaa gggcagacct 
tgtcccgaga aggtggcttt ggctgaagcc 
gactgagaga accataatcc ttgcctgctg 
tacattatct tgcgatgttg ggttattcca 
tttgtacata tttataaaaa tctattcaga 
tgggtacagc cagagccctt caaccccacc 
ttccacgtgt ctctagagaa ggattcctgg 
aggtcacagg agcattgcgt cgctgatggg 
ccaatatgta gagaacattt gaaacagtct 
gccaccaatc cattttgtgg attttatgtg 
taataccttt ttctccattt tgcttgcagg 
tttgtttttt tgtttatttg ttttccttta 
tactaaaaaa aaaaaa 



agcagtcggc ctcccctggt ggtcttcatg 60 

ctgaccctgg gctacttctt caaaatcaag 120 

tggaatactt ttctgctacg gttcaatgat 180 

ctcaagcatc tcacaaacga caccacaact 240 

cgagcttcca cccagtcccc ccaggccctg 300 

tcaatcaccc taaccctgga cccactgaaa 360 

catctgtact caaccatctt agggcatcag 420 

gagataaaca tcaccttcac cctgcctaca 480 

ggtcactgtg agcaggtggt attcacagcc 540 

ttccccgtca ctgtacagcc accgcactgt 600 

tggtacaaga tcttcacaac tgccagagat 660 

cctttctggt gttataaggg ggccattgga 720 

acagtgattg ttccagatga tgaccgttca 780 

tacttcctct ttgtgatggt gataacaatg 840 

agcaaattgc gtcagagcaa tcctgaattt 900 

taattccaca gctccttgtt ttttgagaga 960 

aacccagcct gggcctggat gctctgtgaa 1020 

gccaaagaca tttcaagtgc ctgtaactga 1080 

aattggtcca ataatgcacg tgctttgccc 1140 

ttggacttga ggacctacct gatgggacgt 1200 

atctagctgg tcacgacgat gttttcacca 1260 

gttgaagttt ggtttggttc ttgtttcagc 1320 

gcacctttga tacggtattg catttccaaa 1380 

tctgtggctt aataatcata gtaacaacaa 1440 

aaacatacct taagtttttt ttgttttgtt 1500 

tgaagaaaaa ataaaatagt cacattttaa 1560 

1576 



<210> 978 

<211> 1694 

<212> DNA 

<213> Homo sapiens 



<400> 978 
cggtatgcgt ccgaattccc gggtcgacga 
cctgccattt cccttccact cctcctttct 
gaagattcaa acaaccaacc ctgatttcct 
ctctgcacct cctttctgtc ccccggcaga 
ggtggcgcga ccagctgctg ttcatgagca 
tgatgttata cgctcttctc tgggaggctg 
tcggcttcta taacttctgc ctgtggaatg 
tccctgagct ggaagccctg ggggtgcctc 
tgtacgggtc cctggtcctc accctctttg 
acagtgatga gagagcgtgg cggctggcag 
tggcaggcgg cctgggcctc ttcctctcct 
cggggcctgg gtttctagct ctgggcagcg 
ccatggctgt gttccctctg agggctgaga 
ggcttacgtg attgcaaggg ttcagttcca 
ccatctcatt ttacagctaa cgctgatctc 
aggtggggcc cctgtgtcaa agaggccgag 
cttcttagta caagattgtc tgtccttcag 
ccatgcagct cattgtcaca ccaattcctg 
tctagcttca ggagggtggg gagggagtga 
atttgccaaa tgccaaaatg aaacctagca 



tttcgtggca ccagctcagg actgcatctg 60 

ggagtctgac attagaaagc cagcgagaag 120 

gcttctcctt ttcatgagtg ttcctgtggt 180 

gggcagtaga gatggccggc ccaaggcctc 240 

tcatagtcct cgtgattgtg gtcatctgcc 3 00 

gcaacctcac tgacctgccc aacctgagaa 360 

aggacaccag caccctacag tgtcaccagt 420 

gggttggcct gggcctggcc aggcttggcg 480 

ccccccagcc tctcctccta gcccagtgca 540 

tgggcttcct ggctgtgtcc tctgtgctgc 600 

atgtgtggaa gtgggtcagg ctctccctcc 660 

cccaggcctt actcatcctc ttgcttatag 720 

gggctgagag caagcttgag agctgctaaa 780 

accatggtca gaggtggcac atctgctcag 840 

cagctccagc gatggaaccc actacagagg 900 

gggcagcaag ggcagccagg gcacctgtga 960 

gacttccaag gctcccaaag actccctaaa 1020 

ctttaattaa tggatctgag caaatcttcc 1080 

ttgctgtcat ggggccagac ttccaggctg 1140 

aagaacttac ggcaacaaac gaggacatta 1200 
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aaagagcgag cacctcagtg tctctgggga catggttaag gagcttccac tcagcccacc 1260 

atagtgagtg ggccgccata agccatcact ggaactccaa ccccagaggt ccaggagtga 1320 

tctctgagtg actcaacaaa gacaggacac atggggtaca aagacaaggc ttgactgctt 1380 

caaagcttcc ctggacctga agccagacag ggcagaggcg tccgctgaca aatcactccc 1440 

atgatgagac cctggaggac tccaaatcct cgctgtgaac aggactggac ggttgcgcac 1500 

aaacaaacgc tgccaccctc cacttcccaa cccagaactt ggaaagacat tagcacaact 1560 

tacgcattgg ggaattgtgt gtattttcta gcacttgtgt attggaaaac ctgtatggca 1620 

gtgatttatt catatattcc tgtccaaagc cacactgaaa acagaggcag agacatgtaa 1680 

aaaaaaaaaa aagg 1694 



<210> 979 
<211> 2203 
<212> DNA 

<213> Homo sapiens 



<400> 979 

cccacgcgtc cggtgaccgt gacgtagaag gtggagaccg cttcaccctg atcagggagt 60 

atcggctgcg ggtgcgcaag gcgtccagga gtgacctggg gctgtggaga gcgacccgtg 120 

gccttgtgtt tcagagttta ccacctagga tgacttcagt gactagatca gagatcatag 180 

atgaaaaagg accagtgatg tctaagactc atgatcatca attggaatca agtctcagtc 240 

ctgtggaagt gtttgctaaa acatctgcct ccctggagat gaatcaaggc gtttcagagg 300 

aaagaattca ccttggctct agccctaaaa aagggggaaa ttgtgatctc agccaccagg 360 

aaagacttca gtcgaagtcc cttcatttgt ctcctcaaga acaatctgcc agttatcaag 420 

acaggaggca atcctggcgg cgagcaagta tgaaagaaac gaaccggcgg aagtcgctgc 48 0 

atcccattca ccagggcatc acagagctca gccggtctat cagtgtcgat ttagcagaaa 540 

gcaaacggct tggctgtctc ctgctttcca gtttccagtt ctctattcag aaacttgaac 600 

ctttcctaag ggacactaag ggcttcagtc ttgaaagttt tagagccaaa gcatcttctc 66 0 

tttctgaaga attgaaacat tttgcagacg gactggaaac tgatggaact ctacaaaaat 72 0 

gttttgaaga ttcaaatgga aaagcatcag atttttcttt ggaagcatct gtggctgaga v 780 

tgaaggaata cataacaaag ttttctttag aacgtcagac ttgggatcag ctcttgcttc 840 

actaccagca ggaggctaaa gagatattgt ccagaggatc aactgaggcc aaaattactg 900 

aggtcaaagt ggaacctatg acatatcttg ggtcttctca gaatgaagtt cttaatacaa 960 

aacctgacta ccagaaaata ttacagaacc agagcaaagt ctttgactgt atggagttgg 1020 

tgatggatga actgcaagga tcagtgaaac agctgcaggc ctttatggat gaaagtaccc 1080 

agtgcttcca gaaggtgtca gtacagctcg gaaagagaag catgcaacaa ttagatccct 114 0 

caccagctcg aaaactgttg aagcttcagc tacagaaccc acctgccata catggatctg 1200 

gatctggatc ttgtcagtga ctttatgaga gtttctgcca caaggtgccc aagaggagag 1260 

gaatgggaag agtgccccag cacgtggtga ctgcgtgatt tctgctcgtt gcctttgaag 132 0 

ataactggca ggactgactg tagaacactt tgactttttt caaaaagtga tggaatttgt 138 0 

acatccaaat gaatattgta tagacaattt tcccaggaat gtgcaaaatg cttgaaagtt 1440 

caaacttctt ttttgaaatg atcttcagat ccagtggccc attcttttat ctttatcctg 1500 

tgaaggtgtt tttcaggttt tgaaacaatc caaaaatcat ttaggaccaa gtctaaggaa 1560 

acattttagt ggccaagttg gattccgatt gtaaaggaat gatactaatt ttctagcatg 1620 

gctctgaagg tgattttagg tagaagagtt ttgaggctgg gcgcaatggc tcacgcctgt 1680 

aatcctagca ttttgggtga ctgaggcggg tggattgctt gagcccagaa gttgaagacc 1740 

agcctgagaa ataaggtgaa accctgtcta caaaaaatac aaaaagttag ctgggtgtgg 1800 

tggcgtgtgc ctgtagtgct agctactcag aaggctgagg tgggaggatt gcttgagccc 186 0 

aggaggttga ggctgcagtg agttctaatt gcgccactgc actccagcct gagcgacaga 1920 

gtgagacact gtcttaaaaa aaattaaaaa ttgtaaaaaa atgaaaaaaa aagttttgag 1980 

cattatttgc atcattggga tacatatgtc acttcacaag atgttcaatt tgaaggaaat 2040 

accactcatt ctctatgtcc tgttgtctgt agtgtgcttc agtttttcat atggggttga 2100 

gcctcctaaa. tcgtggagtc agggcaagaa aggagtagtg actggtgatt cattgttgta 2160 

gtggttggga atctgtattg tagagttggg gataattaaa age 22 03 
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<210> 980 
<211> 396 
<212> DNA 
<213> Homo sapiens 



<400> 980 

ggcacgagct cctggacctg ccccctgagc tgctagacgc cccctttgtg cgcctgcagg 60 

ggaaccccct gggtgaggcc tcggctgacg ccccgagttc accattggca gccctcattc 120 

cagaaatgcc caaactgttc ctgacctcac atttggacag tcttgctgtg acccccttag 180 

gctgatgcat gaccctgccc tgtgctatcc aaatgttcat agcagctgtt caggttctta 24 0 

gtgtcactta cctagattta cagcctcact tgaatgagtc actactcaca gtctctttaa 3 00 

tcttcagatt tatctttaat ctcctctttt atcttggact gacatttagc gtaactaagt 360 

gaaaaggtca tagctgagat tcctggttcg ggtgtt 396 



<210> 981 

<211> 763 

<212> DNA 

<213> Homo sapiens 



<400> 981 

ggatttcttc catgcctggc tgagttcttt ccaagaagat gatctcattt gtcttggtga 60 

aaggcttatt tttaaaatgc acattccatt ttccattatt taataggcac ataatgtctt 120 

gcagcttcct tcgaagtgat ttcatgcatg gtgattccat gtgtttctcc agttcctata 180 

tgctcctcaa tgaatctcta tatatttctt tccacactat ggtaataaaa acacattggg 240 

cagtgtgtgg ctgtggtttc atttcagaaa aactttagtc tagaacatca atgccctgtg 300 

acttatgagc aggggctgag agggagactg tatggcagat gatcctgtac tgcctcttcc 360 

aaaaatagtt agacagggga gactctgggg tgtaagcgtg tgtagggtgg gaggggcagg 420 

aatagaaaat aatgttaaat aaacaaaaat catgacattt attaaagatg gcgaaggagg 4 80 

ccaggcgcgg gggttcatgc cfcgtaatccc agcactttgg gaggccgagg cgggcagatc 540 

gcaaggtgaa gagatggaaa ccatcctgcc caacatggtg aaaccccgtc tttcctaaaa 600 

atacaaaaat tagctggaca tggtggcacg aacctgtaat cccagctact tgggaggctg 660 

aggcagggga aatacttgaa cctgggaggg agaggttgaa tgacccaaat tacgccactt 720 

gcctccagct ggcgacggac gagactccat ctcaaaaaaa aaa 763 



<210> 982 

<211> 2172 

<212> DNA 

<213> Homo sapiens 



<400> 982 

tttttttttt ataagtcaaa gcattgttta tttatgacat atttacatat ttacaaaact 60 

gattttactc aatacatcat cctgcgtaat atcataaaat gaacaccata tcctgggaat 120 

aaaaatccat atttcttaat aatttatgta tagcccaact tttagaacat agaatattat 180 

caatttggct tcccaaacta caaagtcctg tttataattt tttctagcca aggaacagag 240 

tagattcaac agcatattaa agtaatttag ttaaccctga gtaattacta acttgcataa 3 00 

ttttgaatgg atgtatataa cacactttca tctgcactta gatacttata ctatcacact 360 

acctttttgt atttatccac ctcaattttc aacttcatta atcfctcagaa gaaagaggaa 420 

taaagaatag gaaagtaata acagaatcat tacgaggaaa ttactagcac tgcctaaaca 480 

ttcagaagtc tgtgacacag tttaggtcta gggttgtctc aaaaacctaa caaaaggagg 540 

atcccgaatt gaataatctg agcaccttgt caactgaggt tgatattaaa ttatttttcc 600 

tgcattcttt gtttcctttc acactaatta aatattgtgt acaagcttat aaaattcaat 660 

aatttgtatt aaaatacaaa atccaataac aaccaggagt tcttcggaag aaaaaaaaaa 720 
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tcaccaaaac aaccccaaca gtggtgaaga actatattaa agatggcttt tcctaagaca 780 

g a ggg a g aa c aaaagcaaat agcactctcc ctccgccaag gctagagcag gaggttcaag 840 

gaaatgggca ggaagagaac agaacactca agctggacga ttagtgaagg aaactgtggc 900 

ctgagactga tgatcagcat atcttatgcc taaacaccac cactaagact acctggctaa 960 

gctgccatgg tgtgttagag atgatgagtt acttttcttg ccccttttac aacagggaaa 1020 

tctaaggaca acaaaataaa caaaaggctg agaaagctga gcatgtgaag tcagtcatgc 1080 

tccgctgctt ttcaaaaact ctgggccaag aacagaacca gagaggccag agcagttcat 1140 

gtatttctct cttccatctg accatctctc atcttcctca cccactcaca cggttccgag 12 00 

caggaggctt accaggtcac caggggcagg aaaatttcta gcttcaacca agccatggac 1260 

tgccactgct ctttggggat tctaggaaaa taatcatcta atgaaatgtc agtatttgtg 1320 

attctatgag aacaattctc aaaacatcaa aaagacattt gtgacttggt aaaataaaaa 13 80 

tcaaagaaaa attaaggtat ttttagaatc tgtaagattt ccttataata ggagggaaag 1440 

tagcagaact attttaagta aggacatgct tcccttcagt ctgtaatgaa agactgttgt 15 00 

tgtcatcatg ccattgccat gataaaatac tactagaaaa ggatagcttt taaaataaag 1560 

tgtagacgca aatggtagag aaagccttct tgtacttgaa ggaaagaaag aaagtattct 1620 

gtccctgtta ctcctggaca aaagtacacc aaggcaacct ataacctctc tgtgctgtct 1680 

ctcatgactt ttaatgacac ggaagtctga tattcactga acagtcatta tacagtgctt 1740 

ggaaagtaac atatatttaa tattcaaatt taatattcat tcttcttatc ctcaggtaaa 18 00 

aaaatagcag aaaccaaata atgacttgaa gtggcattaa cacaaagcaa acctgatacc 1860 

tatgatacct aaagacagtg caggacaaga gcttcaacag cttttataaa actgccagag 1920 

attgtgctaa ttcttttaca tctaaagaac tgtatagaag agtaaaaaaa ttaaattaca 1980 

tttatataag aaactatctt cgaaaaagtt atttgaactt gtatatacaa agtccaacag 2 040 

tattaagaaa aaaatttatt taattatcat ttatataagt ccaaaaatga tataatatat 2100 

tatttgaggg gaaaaggctt cccaccgaaa tagaaataca gtagactaaa taaactagat 2160 

tgaatataaa at 2172 



<210> 983 
<211> 377 
<212> DNA 
<213> Homo sapiens 



<400> 
ggcacgagca 
cacagtgggg 
atgtttggca 
tattgtttat 
taaatgtatc 
ttcgttttaa 
ttattttata 



983 

catttgccag 
gtgtgcaaac 
cttttttttt 
tgtacaatta 
atgttgttcc 
cctggatgtt 
ttatgtt 



agcctggagt 
cctaaagaac 
ggagccctga 
ctgtactttg 
caataataca 
tattttttac 



ctgcgaaggc 


cgggacccgg 


ttccccggcc 


60 


tgtgttgcta 


attcgtgatg 


aatcaacatc 


120 


atcttacatg 


ttgttttctt 


tacagaccgc 


180 


ccatcgaact 


ttaatatttt 


ccagtatgca 


240 


tatttgttct 


tatgtatttt 


ttgttatata 


300 


ttttcttttt 


tctttttcag 


gctctgtttt 


360 








377 



<210> 984 

<211> 1813 

<212> DNA 

<213> Homo sapiens 



<400> 984 

tcagtccagt ttgtttgaag tcaatctttt catcagaggc agcttaaaga tgctttcagt 60 

tagttttgtc ttactttcag atttctctac ataaatctag atactcatta agtagcctta 120 

tgacaaacag tatgagatac ttatgacaaa ctcgctctgt cacccaggct ggagtgcagt 180 

agcatgatcg acagagtgag tttgtcaaaa gtatctcata cttataaaca gtatgagata 240 

ggaggattaa aatattattt taaagaaacc actgtttccc cctaaaatgt cataagagca 3 00 

ctgaagaact tgaaatattt ttttcagagt ttctcacaca ctttaaaagt ctaacttttt 360 

tgtgtgtaag catttagctt gccagcatat ttctttttgg ctccttaaat tgcggttgtg 420 
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tttgcagtat tgtcactttt gctctcactg ttatgttgaa taataattag catataattg 480 

tctacagaag caagagcaat ctggaaggaa caaaaatgtt ttctgtgatt aacagtgaag 540 

accttgtaaa tgcagatgtg tgataaagca tttagtcagt cccccaaaca gtcatgccaa 600 

ctgtgaagga atgtcccaca aaacatttcc attccctgag gaaaaacatt ttctttccta 66 0 

catgtatctc tggtatttag aattgtcact aataaccttt tcaagtgatt ttggctattc 720 

tctaatgaag atatggtcca tttgtttttc ttcctgcaat gtggtgtgca gagatgctgc 780 

atatcctttt tatgggattg cgtgtgaatt tgaaccatga gacattccta ataatttgtt 840 

gtgagatata ccaagcatgg atgataagtg tgtttttagt ggtgtgttgt ttttttaaag 900 

aggtgattca agtaccgttg ctaagctgtc aacataccaa gctgttgaaa aaattgacca 960 

tttctttcag aagtaattct cagcctgtgg aataatagca ggtgaagact tcatagaagg 1020 

cgacagattg atagggaggc tattgaagca gtttttctga agcctgcatt ttgagttagt 1080 

ttatagtgct aatagattct atataactgt gagagtttgg tagtaaacca gtagggattg 1140 

ttttctctcc taaaaatttg cacactactt cattgtctac caacttttta catattggaa 1200 

aatagaaatt gcaaatacat acatgtatgg aaacatattc agattgggaa aaacaatgga 1260 

cattagtttt taaaaagtta cgtggaagca agatttctat atttgttttt ttaaaggaag 1320 

cagtcattct ttctactaaa tcccatttca agctagttct ctgaaaattt tgccatttat 1380 

ctacagaaat ttgattataa abatgttccy ttttcaaaga aactttattc tagaacaaaa 1440 

tagtctatat ggtacttgat ctacatttaa gtggaaaaat tagcagtatt tgaaagctca 1500 

gtttatgtca ttgtcttaac ttcagataca aataactgaa cagaaagttt taacctttaa 1560 

tatctcatgt tctgtttttt tattcagtat tttcctttat gttaattcaa ttatatactt 1620 

ctgaatggca ccttactttt tggaaacaaa ttcttctgtt atttacaaaa ataataattt 1680 

ttaaaaaaca tttaaaaaaa atccaaagct gctctcgata atagtcaaca tttgcatata 174 0 

tatggaattt cttacttttt ttctcccaaa ctctatttaa taaacttatt ttaatgtttg 1800 

tgtaaaaaaa aaa 1813 



<210> 985 

<211> 379 

<212> DNA 

<213> Homo sapiens 



<400> 985 

gtatttttgg ggtctcacta tgtggcttgg gctgtatcga acttctggac tcaactgatt 60 

ctcccacttt ggtctcccaa aatgctggga atacaggcat gagacaccgt gcctggcctg 120 

tatttttcaa tagtcatatt taataaaatt tttaaaggca taattcaatt aataaatgta 180 

agatgatgag ggacctgata cagtttcacc tttcatgttt cctatgacat ctcttcagaa 240 

gcgtttgttg agccactgta tgcagtgcac aatgctgcta ggcatttgtg gacaatgcaa 300 

agatgatgac atcttggcct cctgggtgat ccaggaattt acagcaatgc aatccaggtc 360 

caggaattta caatccagg 3 79 



<210> 986 

<211> 876 

<212> DNA 

<213> Homo sapiens 



<400> 986 

tttcgtcggg ccatggagcc cccctgggga ggcggcacca gggagcctgg gcgcccgggg 60 

ctccgccgcg accccatcgg gtagaccaca gaagctccgg gacccttccg gcacctctgg 120 

acagcccagg atgctgttgg ccaccctcct cctcctcctc cttggaggcg ctctggccca 180 

tccagaccgg attatttttc caaatcatgc ttgtgaggac cccccagcag tgctcttaga 240 

agtgcagggc accttacaga ggcccctggt ccgggacagc cgcacctccc ctgccaactg 3 00 

cacctggctc atcctgggca gcaaggaacg gactgtcacc atcaggttcc agaagctaca 360 

cctggcctgt ggctcagagc gcttaaccct acgctcccct ctccagccac tgatctccct 420 

gtgtgaggca cctcccagcc ctctgcagct gcccgggggc aacgt caeca tcacttacag 480 



582 



WO 01/54477 



PCT/US01/02687 



ctatgctggg ggccagagca cccatgggcc agggcttcct gctctactac aggcaagccc 540 

ctctccatgg tgcctctgca gattggctga tgtgcttgca cgaagaggtt caatgcctga 600 

accaccgctg tgtatctgct gaccaacgcg tggtaggggt tgatgcctgt ggcgatggct 660 

ctgatgaagc aaggtgcagc tcaaacccct tccctggcct gaccccaaga cccggcccct 720 

ccctgccttg caatgtcacc tttgaggact ttctatgggg gcttctctct cctggataac 780 

acacctaagc ctaagctccc acccccagtc ctgccttggg tgctgaaccc catgatggcc 840 

ggggactggc gtgccctaca agcctggact tggctt 876 



<210> 987 

<211> 1884 

<212> DNA 

<213> Homo sapiens 



<400> 987 

tttcggagcc aggggcaggg aaaaggcgtg ggggatccgg ctgctggggg gcggagggaa 60 

aaaaaaggtc tggacttagt caccagagac tatggcgcag atatcctccg ccactaccac 120 

cacagtgatt gtattccata caaaacagtt taggtggaaa ggatcacatt aaatacttaa 180 

tttctgcgat tctttccctc tcaaagagtc acagttttca ggccttttaa tgaaaaagaa 240 

agttaggcag tagaataaaa atttaaatag ctaaaattaa gttttaaaaa aactcttgat 300 

atttaaatct ctttaaagat ataaattctt ttgaataaaa atgtaaaggg gagagtgggt 360 

acatatctga acattaaact ttaggcactt tctgggagtt gatacccaat actgtaaaag 420 

tgggctgaag agttaccact aggtaaacac attaagctaa aaaatcaata accactaact 480 

ctagtttcag atgcacttct atagtttctc aagggtcatt agtataccaa agtcactaag 540 

aaaaactatg acagaatgcc taaagtatct tatgtgtgcc tcaatgtcca aacaaatctg 600 

gcttaaaatt tccaactcaa gccatttaat agggtatgta tgtttccaat taaatgaaat 660 

aaaattaaga gaattaaaag tgatagggaa aggtggtaca gaaaatctaa aaagtctaaa 720 

ttagctagct tattttgata aaacatacaa aataacaaat tcacatctct taaaatatct 780 

taatcagaag tcaagacagt tgtccagaaa atgtcacatt attcattgtt atctactttt 840 

tatttataaa cagtggaacc aaagccacta cttgagttat acttaaattt ttttgccctg 900 

ctttatccac ccaaatttgt tttcaaaact atactcaacc aaaacctatt tggcatttat 960 

tgtcactaag atgtagcaaa gaaaagagtt tgccaaattt taatcaagat tagataagat 1020 

tttaatacaa catactctgc tcatttgaaa taaaccagta tcttccacgg tttcttcaaa 1080 

atatgcggac atctcacagg aatactgtaa atttcagtgc aaaggatgcc accccaggag 1140 

gacactgttg gacttgggct tgcgttaaag ggtacacatg gaaaactgct ttaaattaaa 1200 

tatctacaaa aaaggaaagc caaaaggact tgttttgggt tgaggaacaa taggagtcca 1260 

cataagtctt caattctagg agcttcaaaa tgaagaaaag ggctgagatg tgttgtcctt 1320 

catgttcctg ttcatccaag ttgcttccct ttgaagaact aaagaaacac ttacactcca 1380 

taatgtattc cttttgggag gattccccat aaagtttaag ttcaacatct cagcataagg 1440 

atgtatgcta tagagtagct aaaatccgta aaaaggagac caccaagacg caaaatgtct 1500 

gtccagtgcc cagtgtgagg gcttcaaatg gtatcatttc cttccctgct gctcggtaaa 1560 

ctccagcaat agctgcacca tatttgtgat gtctgagggt gaagagggcc agtaatccag 1620 

cagggacatg aaagaagaga gaagacacca gtgcccacag gaatacacca taccacatct 1680 

ctgggaagga gcagagggaa gtagagttgg ggcacagggt cccgttgccc acccgcggca 1740 

caaccttcag gctcaggatc tgctgcagga gcccggccga cccgccgctg ccgccgctcc 1800 

cctcgcgctc catcccgtcg ccattcacca cagagaaatg agggacgagc gcccgaagtg 1860 

cggtagcggc cggcgccgac tcac 1884 



<210> 988 
<211> 935 
<212> DNA 
<213> Homo sapiens 



<400> 988 
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ccaggaacta ggaggttctc actgcccgag cagaggccct acacccaccg aggcatgggg 60 

ctccctgggc tgttctgctt ggccgtgctg gctgccagca gcttctccaa ggcacgggag 120 

gaagaaatta cccctgtggt ctccattgcc tacaaagtcc tggaagtttt ccccaaaggc 180 

cgctgggtgc tcataacctg ctgtgcaccc cagccaccac cgcccatcac ctattccctc 24 0 

tgtggaacca agaacatcaa ggtggccaag aaggtggtga agacccacga gccggcctcc 300 

ttcaacctca acgtcacact caagtccagt ccagacctgc tcacctactt ctgccgggcg 360 

tcctccacct caggtgccca tgtggacagt gccaggctac agatgcactg ggagctgtgg 420 

tccagacaga ggggcaggcc ccagggtgga gatgatctgc caggcgtcct cgggcagccc 480 

acctatcacc aacagcctga tcgggaagga tgggcaggtc cacctgcagc agagaccatg 540 

ccacaggagg cctgccaact ttctccttcc tgccgagcca gacatcggac ttggttctgg 600 

tgccaggctt gcaaacaacg ccaatgttcc agcacagcgc cctcacagtg gttgccccag 660 

gtggtgaccc agaagatgga ggactggcag ggtccccctg gagagcccca tccttgcctt 720 

gccgctctac aggagcaccc gccgtctgag tgaagaggag ttttgggggg ttcaggatag 780 

ggaatgggga ggtcagagga cgcaaagcag cagccatgta gattgaatcg tccagagagc 840 

caagcacggc agaggacttc aggccatcag cgtgcactgt tcgtatttgg ggttcatgca 900 

aaatgagtgt gttttagctg ctcttgccac aaaaa 93 5 



<210> 989 

<211> 2528 

<212> DNA 

<213> Homo sapiens 



<400> 989 

ggttggaaga ttattttgag ataagtgttc agttctgggc tgggcagtcg tgccgggcac 60 

gggaaattca ggttctttaa gggaaaggcc tgatgtgcta agacgaaatc tataccgtgt 120 

gtagccgctt atgagaatat gaaactaagg agagccacag gtaagtatac gtctatgaat 180 

gcgaattaaa acgggtgaca atataaagag agattggtgt cacaaatggt ggagtgactt 240 

ttgtatttca gcagacctca gtgagaaatg gtcaccacca ctccctagat gtgtgacctt 300 

gagtgagttg cttaacctct ctgatcctgt tacctcatct gcaactgggg atgagaatat 360 

atatcatagc atgccctggg agaagctgtt cctgaccacc tgggctatgg tgattttgac 420 

ttcctctgtg tcagaagtac ccccgtctca tgcctgccat agttgtcttt ttgttttgtt 480 

ttgtgatttc agatggactc accctgtcac ccaggttgga ctgcactggc ctcaacctcc 540 

tgagttcaag tgatcgtccc acctcagcct ccccagtagc tgggaccata gctgtgcagc 600 

atcatgcctg gctaattttt taagtttttt gttgagatgg tggtctcgcc ctgttgctca 660 

ggctggcctc aaactcctgg gctgaagcag tcctcccacc tcagcctccc aaagtgcttg 720 

gattagaggc gtgagccacc attcctggct ccttggacaa tattttattc ctcagattaa 78 0 

gacacgtcct tgggatgggg ctgcattgga taattcaccg aaggcaccgc tgaatggagt 840 

gggccctcag taaatacctg gaggaatgtg acctggccag tgaggttatt ttcttttgta 900 

ggtgaaaggt gtagcagtca ctcggcctac acccacagca tcgaccttgt gaacccagcg 96 0 

acctgactgc cttgggagaa ttgaagcgaa tgagagtggg gagtgtgaga ggtgcgtttg 1020 

gtgcagcatt tctggcatgg gaacagaact ggccaggagg aagtgacgtc tgggttctgc 1080 

ccgcacacat tcctcgccac cttcttggtg tctgagaacc tccagcttca cctccttttc 114 0 

tggacccgag ggcctggcgg agcttccagc tgggaccaga cctccatgga tccactccag 1200 

aaacggaatc cagcatcgcc ttccaaatct tccccgatga cagctgcaga gacttcccag 1260 

gaaggtccag cgccctctca gccttcgtac tcagaacagc cgatgatggg cctcagtaac 1320 

ctgagccccg gtcctggccc cagccaggcc gtgcctctcc cagaggggct gctccgccag 1380 

cggtacagag aggagaagac cctggaagag cggcggtggg agaggctgga gttccttcag 1440 

aggaagaaag cattcctgcg gcatgtgagg aggagacacc gcgatcacat ggccccctat 1500 

gctgttggga gggaagccag aatctcccca ttaggtgaca gaagtcagaa tcgattccga 1560 

tgtgaatgtc gatactgcca gagccacagg ccgaatcttt ctgggatccc tggggagagt 1620 

aacagggccc cacatccctc ctcctgggag acgctggtgc agggcctcag tggcttgact 1680 

ctcagcctag gcaccaacca gcccgggcct ctgcctgaag cggcactcca gccacaggag 1740 

acagaggaga agcgccagcg agagaggcag caggagagca aaataatgtt tcagaggctg 1800 

ctcaagcagt ggttagagga aaactgagac gtgcaccccc atgggatgga gacccgaagg 1860 

gactcagacg gagccgccgt gttggcagcg cctgggtgtg ggcccatttt ggggaccaaa 1920 

cagcaagctg tggtcggatg agtgccagga cctgtgtacc gggacacgtg ggagtcctcc 1980 
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cagcatgatg cttgactgac ccgaggaagg tcctcatgtt tcgtgcctgt cattctcgga 2040 

tggctgtgag gcattccttg gcaagggacg ctgcgtacca gcggtcctca ccgcatctca 2100 

catggctcct gtgatgcatg ttgtcgcttt cccacccggg atctccatct ctcttccctt 2160 

cctgctgtca gtaagagatc acatgtctgt gtagtgtgaa tgccttgtcg ctgtcctgtg 2220 

cttttgcacc attgagttga ctgcctctga gaagcagcac taggcctgtt gaaatgcaat 2280 

gtgctgccct gagatccagt ttcaagaatg ggcaggtaaa cgcagtgtgg gaaaggaatg 2340 

tggaatgaga acttggtggt tcaccgctgt actatttgtg taaatgttta cgtatgtgat 2400 

aagctacatg tatgtaaatg ttgcaatacc cctaacagtc gagtagtagt ctcccttaca 2460 

ggaatttttg acggggttcc tcatcatcaa taccaaataa atatatgtag gaatggaaaa 2520 



aaaaaaat 



2528 



<210> 990 
<211> 703 
<212> DNA 

<213> Homo sapiens 
<400> 990 

ggcacgaggc attatggtgg cagatagacc cctcatgtca tgtggctgct tgttacgctc 60 

agtcctcgtc tcctgctttc tccctctcat ttcactctgg agggtcccca gatagatcag 120 

gctcactctg aattgcaggt ccttcctctt gttcgcccct ctgctgtgcc tttactccag 180 

agagcatcat ggctaagatc cagatgtctg catttgccca agacagtcct ggtttgaatt 240 

tgtgaaccca tatgactatt aatagtgtcc ccttccagtc tcagaggtgt cctgtattgg 300 

atgataaatg acatggccac ccttcccaca gctcgctctc tcgcttcctt caggtcttgc 360 

ctgaattgcc atattttact tcagcactcc cctcctatcc tctctaccta atatttctcc 420 

attgtgccac ctggcatgct agatttttaa attttggact ttttttattg taaggtccat 480 

gactgtcagg atttttggtt tgctcatgac tgtattcccc gagcttaaaa cagttcctgg 540 

aggatgggcc aagggctcac gccttggatc ccagcacttt gggaagccaa ggggggcgga 6 00 

atcacccggg gggcggagcc tcaaacccac ccccacgaac atggagaaaa ccgccctccc 660 

ctcctttgct tccacacacc atccccggct caggtggccg cac 703 



<210> 991 
<211> 335 
<212> DNA 

<213> Homo sapiens 



<400> 991 

cacggactgg cctctcatgg gaagatgtct ttctttgggc attttgagac agggcctttg 60 

ctgtccatgc tggagcgtgg tggcggagtc agggctcact gcatccttag ggggctcagg 120 

ccatcctgcc acctcatgct ctaaagaagc tggaaccaca ggtgagtgca tgcaccacac 180 

ccagctagga attcaaacct tgaggaccta ttatatgcca gattctgttg aattatcaga 240 

gaccatgtct ggctgtaact ggctcccaac ccaacaaaca caaagttggg ctaacattct 300 

tagagtatat ttaacactaa aatacagatt ttcag 335 



<210> 992 
<211> 447 
<212> DNA 

<213> Homo sapiens 



<400> 992 

atcatcagtt tgggccgcta tccagccaca gtcaccccag cccacgtaac catcctgccg 60 
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tctcaaacgc ccctcactcg cttggcatca tgcctctgcc acctccttga caccaaaact 120 

gtcacaggtg tccctcagct aaataccgac gcccctttag atcctgtcca cgccaggcat 180 

agacgcccct ctcgggaccc ctcaactctt ggcaacaaca ctccttcaga cccctccagc 240 

caggcctcga cgacccccag gacccaacat ggcccagacg ccccctcccc cttacctgcg 300 

ggggttcagc cctggctgac aaggggttgg gcagcgcctg gaggagcagg agcgccatgc 360 

cacccaggag ccttctcctc tccatccccc tcctgctcct gatcctccgc cacggcgccg 42 0 

ccacctccct cctcctcctc ccacccc 447 



<210> 993 

<211> 1038 

<212> DNA 

<213> Homo, sapiens 



<400> 993 

tggctcagga gagcatttat aaacttctcc tccaaccaca atatttactt gaggatccag 60 

tccagcccca tcaattccta gggttacatg ctcccttttt ttccagcgag gatgaagggg 120 

gttggttatt actagttcta aggggttaca ctgaccactg gtacaggaag ggccactttt 180 

ccttttctga aggtggacag gatccttttc attttttgtc caagtagcct aagtgacaca 240 

agaccagtat ccacgttcat ttccacacag ccctaattca tcacaaatgt acttattttc 300 

tgccatatag cctctttcct aattaagaga cccacatcct attcttaact tattactatt 360 

aatgacagca caggcatcaa attttaaggt gacttctttg ggcacccctt tttcttctgt 420 

tttggctaac actttactca tatagtttat gagcccccac cagtcctcag tccttagtct 480 

tattttaaaa actgtggtca tgggaggctc agatgggtca taacacatca ggttggtcat 540 

ttcctgggct atataccttg tatagaataa cattatacaa acaagttctt tttagagttc 600 

cagtatactt ataataacca taaaataata ggactgtagc aaccttttgt cctatctcag 660 

tgacttgatg tatacactgg gaacagtcct cagtctgagg aaggtcagtt gaagtcctta 720 

ctgtacaagt ccaaatttta aggaaaatga gtcctgcgat gagttttctc atgcttcggc 780 

catgcgtggg gccagtcagc ctccgggtgt gactggagca gggcttgtcg tcttcttcag 840 

agtcactttg caggggttat ctaggcttgg tctcacctcc caggtctcag gtgctgcagg 900 

ttttacctgg ctgtgttgga tccaggctgg gattccctct atctttacgg ctgtgggagt 960 

ggtcaagatg atggtctggg gtccttttca ccgtggccgc aaggagccta tgttccaatc 1020 

cttgatccac acctgatc 1038 



<210> 994 

<211> 1459 

<212> DNA 

<213> Homo sapiens 



<400> 994 

gcggtggaat tcgctggcca gctcgctctc tattcctgtg atgtctcctc aactagcagg 60 

ctgccctggg cttattcatg tatcacaggg ttctagagtg gcaagagaac aagtgtcagt 120 

gcacactctt taagtctttg cttggatggc gtttgctagt gtcctgttgg ccagagcaag 180 

tccagctgta gtgagagcgt gcctaagcag atgcgcgtat ggggtgggga gtgattgtcc 240 

tcacttggtc acacttgctg ctctaatact cttctgggtt taaggcaaat gcagatttca 300 

gtttatctta aacatgtatt ctgctcatgt attctggtac tttccttaga aggtatggca 360 

aattcacatt tgaataaata ctcacgaaaa tggtgatcca gcccccctgc tctgcccctt 420 

gttagctgtg ggaaactttg gacagatgct gaacatttct gccattgtgt ttctgtttct 480 

tccttttcga agtattgagt ggggtgggag ttagcatggc taaaggatca ttagtttatc 540 

gtcagatctt tgttttgaag gaatatactg agtgtactac cttcatttcc cccagttctg 600 

agcccatggt tccataatcc cactcatact ggtgtctgat gcatagcggc tcactcacag 660 

agacaacaga ttccaaagtg cttttacagt tctaacattc tgtacctcgt gatctactga 720 

gcttagtttg tcaccagaag ggggcaccat taggcaagtt ttttgtttct gtttaaaatt 780 

atattctttt aatcttgttc ttttacatgg ctcagtcttc aaaaatctca gttgaagtac 840 
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tgtgttttta tctttcacaa gtttatcctg taattaaaat tctgtcacat ttgtggcatc 900 

tcaaaatgta aatgataatg cagcaagtga ccagccatta gatttgtttc ctgtggctgc 960 

cataacaaat caccacaagc caggaggctt caaacaacgc aagtgtcttc tctcacagtt 1020 

ctggaggcca caagtctgag agcgaggcat gagcagggcc ctccctctga aagctctgag 1080 

aaaggatctg tcttcacctc tctcagctcc gggtggctgc tagcaatcct tggtttgtag 1140 

atgtgtcact ccagtttctg cctccattgt cacgtagctg tcctcacatt cacatggcct 1200 

tttttttttt tttgaaaaaa ggtctacttt ttttccccag cccaaagggc cgggggggaa 1260 

ttggggttaa ttggaccctt gtccccctgg gtggggggaa ttttttgccc cacccccccc 1320 

aaacaaaggg gcccccctgc attccccggt aattttttga aattttaaaa aagaacaggg 1380 

gttcccaatg ggggcagggg gggggttaat cccggggcat taaaaacccc cccccaaccc 1440 

cccccaaagg gggggataa 1459 



<210> 995 

<211> 650 

<212> DNA 

<213> Homo sapiens 



<400> 995 

gacagaaaca gtgcttgctt tcatgtggct tttcattgcc tcaaaatgta tcttcctctt 60 

aattgttcct aattttatct ttgttttctg gagaaaagtt ttttcacatg acaggctaaa 120 

tattgcctat tcgtttgaac tttcctcaaa gtacatcttt attttattta tctaaagaat 180 

aagttactta aagttcatag aagttgctta acttagtagt gcattatcag ggaatgaatt 240 

ctcagataga tgtctcatct ttgaaagtgt aattgccctt tgagagtatc atattaaatt 3 00 

ctaattcata aaactggaat ataccacctc tgcaccgtag caatgtgaac ataattctag 360 

tgcagagttg tgctgagaat cttgttcaga gacaaaagtc aaaataagga ggccgggcgt 420 

ggtggctcac gcttgtaatc ccagcacttt gggaggcaga cgcgggcaga tcacttgagg 480 

tcagaatttc gagaccagct tgggcaacat ggtgaaaccc cgtctctacg aaaaatacaa 540 

aaattagttg ggcgtggtgc tgggtgtctg taatctcagc tacttgggag gctgaggcag 600 

gagaatcgct tgaacccagg ggtcggaggt tgcagtgagc caagattatg 650 



<210> 996 
<211> 742 
<212> DNA 
<213> Homo sapiens 



<400> 996 

ctgtggtgga attcgtgggg ctggtgggtt ctggagtatg gtagaagtgg tctcacttct 60 

tcatctttat gctgtagcct gtgccagaaa agggcccttt ccaaacacaa aggacctttc 120 

cggttggacg ccgtcctctg ggagagagga gctctggaaa gggaaacggg cggctgcggc 180 

cactagaaac ccgctggtcc tcacaggtct tggcagccca agtgcacggc tctgacagcg 240 

atgagaagta caggatcccc tgacaccgtc tagggacatc gggctgaacc aggggtgcag 300 

agtgctggag gaggggcctt tggacatcac caactaaagg cttgattcgg agtgtggcca 360 

ggcaccacgg ccagcccagc aggacacagg atgccggagg agaagaaggc agcgggcctg 420 

ccaatcatgg tgccctgctt cagagtgagg cagttgggag ggccttccgg aagacatgga 480 

ggaaagtcag ggcagccgac gaagctggaa gcccagacgt ggagtcggct gccctgggtt 540 

ccactcacag tgccacatac cagctgtgtg gctccaagca agttcagctc tgatctgggg 600 

acaactgccc tctgtgggag agctggtccc acgactatta atgcgggcgc aaggggacgg 660 

ccacttacca ggcggcctct ttcagcacta cccaagccac ctgccttccc tcgtactggc 720 

tgacgcccgc acgacctgcc ac 742 



<210> 997 
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<211> 745 
<212> DNA 
<213> Homo sapiens 



<400> 997 

cctggcgtat ttcgtgcatt cctcatgcca gtcagagcac ctggtgcttc ttatgtgtat 60 

gttagagtgt ggcatccctt ttcccagaca catggtggac tcacataacc tgtccaaggt 120 

aggagagtct catgccctgt tgctaattgt ttctggtaca ggaggtctca aaccttaagt 180 

ttgacactga tatttagtgg attcatgttt tagcactctt ctttcccctt ttactaacca 240 

tactggctgt gtagtgtagc accctcgagc tttaaaatca gcctgatgtt agttcccaca 300 

ttcttccttt tatctctcct agaccagagc tgtctgtcca tatgtgttag ccaggattac 360 

ttctcttcaa tagtggtcca aatcagacaa attgggtcac tatgtttaaa caaatcactg 420 

taaagtacaa tttttagata ccagaggaca ttttaaaata tgactatttt atgggttcat 48 0 

gatgagatac cataaaaata atgctccagg taaaccgttc cctggaaata aagatggatc 540 

aaagcaggat ctcaaataag aacaagaata cattaaaaaa tggttcttgg ggccaggcac 600 

ggtggctcac gcctgtaatc ccagcacttt gggaggccaa ggcaggggga tcacctaagg 660 

tcaggagttc gagaccagtc tggccaacca tggtaaaacc ccgttcttac taaaaatacc 720 

taaattagct gcgcgtgggg ccccg 745 



<210> 998 

<211> 1040 

<212> DNA 

<213> Homo sapiens 



<400> 998 

cgtcgtggaa ttcgtcacca gggatgccaa ctctggcaaa gtggatattg tcactatcaa 60 

tgacctcaac tacatggtct ccatgttcca gtatgattcc gctcatggca agttccacgg 12 0 

caccatcaag gctgagaacg ggaagcctgc catcaatgac aatcccatca ccatctcgca 180 

ggagtgagat cccacccaaa tcaagtgggg tcatgccagc actgattata ttgtggcggc 240 

caccagcatc tttgccagca tggagaaggc tggggatcac ctagatgggg gagccaaaag 300 

ggtcatcatc actgccccct ctgctgatgg ccccatgtgt gtgatgagtg aaagctatga 36 0 

gaagtactgc ctgcagtaag agcttgctac tattaatatc atcattttag taatcatact 420 

ctgaatcttg gcaaaaaaga aaagacggtt ctgaaaatca agtctgtctg tttctgccag 480 

aatactcatg agacagtttg gtcctaaagc agcaattagg agtaaagaac caaaacagtg 540 

tgatcatcca aaaagtcagc ttctggctta gctccatcag gatcccaatt ctctacggag 600 

tcgagaatta tgaaaactaa agctatttac agcttttaac aattgagtaa aggatactgt 660 

taccagaatt gggagcatat ttggtgctct ctacctgggt tctccagaat ttggaaacta 720 

tttagtcact gaaaactaag ctgtgttttc ttaaaaccct gcaaactgaa gccagacaac 780 

ttgaacttca gaagaaaata acagcaacct atttacgtac ataagccact ttcatacctg 840 

cctactaatg tatggacttc agagtaatgt ggcttatatc gatttttcta ggattgttct 900 

tttgtttgtt gttgtttttt ctcccttcct ccctgctatt ttctcttcac agaatgtgag 960 

acttcacaac ctactaaaaa tgagcttttg ggacttaccc atctaggaat aaaccatcat 1020 

agctatgaga aatcagatga 1040 



<210> 999 

<211> 2528 

<212> DNA 

<213> Homo sapiens 



<400> 999 

ggttggaaga ttattttgag ataagtgttc agttctgggc tgggcagtcg tgccgggcac 60 
gggaaattca ggttctttaa gggaaaggcc tgatgtgcta agacgaaatc tataccgtgt 120 
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gtagccgctt atgagaatat gaaactaagg agagccacag gtaagtatac gtctatgaat 180 

gcgaattaaa acgggtgaca atataaagag agattggtgt cacaaatggt ggagtgactt 240 

ttgtatttca gcagacctca gtgagaaatg gtcaccacca ctccctagat gtgtgacctt 300 

gagtgagttg cttaacctct ctgatcctgt tacctcatct gcaactgggg atgagaatat 360 

atatcatagc atgccctggg agaagctgtt cctgaccacc tgggctatgg tgattttgac 420 

ttcctctgtg tcagaagtac ccccgtctca tgcctgccat agttgtcttt ttgttttgtt 480 

ttgtgatttc agatggactc accctgtcac ccaggttgga ctgcactggc ctcaacctcc 540 

tgagttcaag tgatcgtccc acctcagcct ccccagtagc tgggaccata gctgtgcagc 600 

atcatgcctg gctaattttt taagtttttt gttgagatgg tggtctcgcc ctgttgctca 660 

ggctggcctc aaactcctgg gctgaagcag tcctcccacc tcagcctccc aaagtgcttg 720 

gattagaggc gtgagccacc attcctggct ccttggacaa tattttattc ctcagattaa 780 

gacacgtcct tgggatgggg ctgcattgga taattcaccg aaggcaccgc tgaatggagt 840 

gggccctcag taaatacctg gaggaatgtg acctggccag tgaggttatt ttcttttgta 900 

ggtgaaaggt gtagcagtca ctcggcctac acccacagca tcgaccttgt gaacccagcg 960 

acctgactgc cttgggagaa ttgaagcgaa tgagagtggg gagtgtgaga ggtgcgtttg 1020 

gtgcagcatt tctggcatgg gaacagaact ggccaggagg aagtgacgtc tgggttctgc 1080 

ccgcacacat tcctcgccac cttcttggtg tctgagaacc tccagcttca cctccttttc 1140 

tggacccgag ggcctggcgg agcttccagc tgggaccaga cctccatgga tccactccag 1200 

aaacggaatc cagcatcgcc ttccaaatct tccccgatga cagctgcaga gacttcccag 1260 

gaaggtccag cgccctctca gccttcgtac tcagaacagc cgatgatggg cctcagtaac 1320 

ctgagccccg gtcctggccc cagccaggcc gtgcctctcc cagaggggct gctccgccag 1380 

cggtacagag aggagaagac cctggaagag cggcggtggg agaggctgga gttccttcag 1440 

aggaagaaag cattcctgcg gcatgtgagg aggagacacc gcgatcacat ggccccctat 1500 

gctgttggga gggaagccag aatctcccca ttaggtgaca gaagtcagaa tcgattccga 1560 

tgtgaatgtc gatactgcca gagccacagg ccgaatcttt ctgggatccc tggggagagt 162 0 

aacagggccc cacatccctc ctcctgggag acgctggtgc agggcctcag tggcttgact 1680 

ctcagcctag gcaccaacca gcccgggcct ctgcctgaag cggcactcca gccacaggag 1740 

acagaggaga agcgccagcg agagaggcag caggagagca aaataatgtt tcagaggctg 1800 

ctcaagcagt ggttagagga aaactgagac gtgcaccccc atgggatgga gacccgaagg 1860 

gactcagacg gagccgccgt gttggcagcg cctgggtgtg ggcccatttt ggggaccaaa 1920 

cagcaagctg tggtcggatg agtgccagga cctgtgtacc gggacacgtg ggagtcctcc 1980 

cagcatgatg cttgactgac ccgaggaagg tcctcatgtt tcgtgcctgt cattctcgga 2040 

tggctgtgag gcattccttg gcaagggacg ctgcgtacca gcggtcctca ccgcatctca 2100 

catggctcct gtgatgcatg ttgtcgcttt cccacccggg atctccatct ctcttccctt 2160 

cctgctgtca gtaagagatc acatgtctgt gtagtgtgaa tgccttgtcg ctgtcctgtg 2220 

cttttgcacc attgagttga ctgcctctga gaagcagcac taggcctgtt gaaatgcaat 2280 

gtgctgccct gagatccagt ttcaagaatg ggcaggtaaa cgcagtgtgg gaaaggaatg 2340 

tggaatgaga acttggtggt tcaccgctgt actatttgtg taaatgttta cgtatgtgat 2400 

aagctacatg tatgtaaatg ttgcaatacc cctaacagtc gagtagtagt ctcccttaca 2460 

ggaatttttg acggggttcc tcatcatcaa taccaaataa atatatgtag gaatggaaaa 2520 

aaaaaaat 2528 



<210> 1000 

<211> 399 

<212> DNA 

<213> Homo sapiens 



<400> 1000 

ccatgtgcga gaactgtgcc tggccgatgc ctccagcaaa caccaaggcc cagtctggaa 60 

gccaggagca accagggaag gtgagagcat aggcagccag gccgcagaaa ggcaggacat 120 

aaaacatgta catcagcatc tgcaccttag ggtaggccac agggtcccgc aggtatggct 180 

catactggta gatatagaca aagcaggcat ctgtggggca atcaagcacc accaggcccc 240 

ggaacagagt gaagaagcca gcaaggatga gatatatgac aagggccagg tcagccggac 300 

gctgcaggag tccctttctt tgttcctctt gcaccatgtt ggcggtgcag cgggttagcg 360 

cccggggctg gctgaagacc ttcatgccag cccagcatg 399 
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<210> 1001 

<211> 1058 

<212> DNA 

<213> Homo sapiens 



<400> 1001 

tttcgtgatg aggatgggag agcctggcga gctgaaaccc gagctcccgc tcagctgggg 60 

ctcggggagg tccctgtaaa acccgcctgc ccccggcctc cctgggtccc tcctctccct 120 

ccccagtaga cgctcgggca ccagccgcgg caaggatgga gctgggttgc tggacgcagt 180 

tggggctcac ttttcttcag ctccttctca tctcgtcctt gccaagagag tacacagtca 240 

ttaatgaagc ctgccctgga gcagagtgga atatcatgtg tcgggagtgc tgtgaatatg 300 

atcagattga gtgcgtctgc cccggaaaga gggaagtcgt gggttatacc atcccttgct 360 

gcaggaatga ggagaatgag tgtgactcct gcctgatcca cccaggttgt accatctttg 420 

aaaactgcaa gagctgccga aatggctcat gggggggtac cttggatgac ttctatgtga 480 

aggggttcta ctgtgcagag tgccgagcag gctggtacgg aggagactgc atgcgatgtg 540 

gccaggttct gcgagcccca aagggtcaga ttttgttgga aagctatccc ctaaatgctc 600 

actgtgaatg gaccattcat gctaaacctg ggtttgtcat ccaactaaga tttgtcatgt 660 

tgagcctgga gtttgactac atgtgccagt atgactatgt tgagggttgt ' gatggagaca 720 

accgcgatgg ccacatcatc aagcgtgtct gtggcaacga gcgggcagct cctattcaca 780 

acataaggat cctcacttca cgtccttttc cactcccagg gctgtccaaa attttgacgg 840 

gtttccatgc ccctttttga gggagacaac cacgctggtc ctcataccct cggttccatt 900 

aacggaccca ggctcctttt acagagcgtg gtcttttcaa tgcggccccc gctctccgcg 960 

cccattactt ggcagaacgc tctctcaaaa attcttgttg aggcttcggg gtcgtcccag 1020 

acgaccctac atgtctacac tcactccctt ctagtccc 1058 



<210> 1002 

<211> 586 

<212> DNA 

<213> Homo sapiens 



<400> 1002 

ggttttacca tgttttccag gctggtctcg gactcctgac ctcgggtgat ccgcctgcct 60 

caggttccca gagtgctggg attataggca tgagccatgg cacccggcca gtagcttcaa 120 

ttttttgfcat ttagtgggga tgaaaaaaat cttatttaac tagagtatat actatggtat 180 

ttgcttgggg tttagcagtg aacaagacat ctctggtccc catcttcatg gaccttagtc 240 

tggcagggaa gatttacatt aaacaaagga tgagaatgga agagaacttg cttggtgata 300 

atgaggtcaa agaagagaaa gatcaagctg ttaaatggca aactttgagg tggtgaggag 360 

gactgatatg ggtgtaaagt cttaatgaag gagggaaaag tgactgaaga ggtagacagt 420 

tgagaaatag ttggtaaaag gtgatagtgt tgatttgagc tcaggtgaac aagcattttt 480 

ataaggggct agaggaagaa tggtccagaa atggctttga ggaatgatga aaacaccaac 540 

atcaatactg gactcttaag gtgtatgggc tgtgtagatc tcattc 586 



<210> 1003 

<211> 401 

<212> DNA 

<213> Homo sapiens 



<400> 1003 

ctcccagccg ccgcccgggc ccgcgcgctt ctccgccgcg cttcgctcgt ctcctctcga 60 
ccccacaccg ccggtcgaca tgatccgctg cggcctggcc tgcgagcgct gccgctggtt 120 
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cctgaccctg ctcctactca gcgccatcgc cttcgacatc atcgcgctgg ccggccgcgg 180 

ctggctgcag tcgagcgacc gcgtccagac gtcctcgctg tggaggagat gtttccttcc 240 

acaggggcgg cggcggcggc agcgggtcct aagaggacgg ctgccacagc ctcatggagt 3 00 

acgcgtgggg tcgagcagcg ctgccatgct tttctggggc gtcagcatcc tggagatctg 360 

tttcatcctc tccttcttcg tcctgtgtgt accccagata c 401 



<210> 1004 
<211> 666 
<212> DNA 

<213> Homo sapiens 



<400> 1004 

accttggcac gaggcctcgt gccactgctg gataacaaca tgaatatcaa tttagcttat 60 

ttcggttttg gaaatttctt taaaaggggg gaactgctgg caacatggtg tggcagcccc 120 

ccttatgcag ccccagaagt ctttgaaggg cagcagtatg aaggaccaca gctggacatc 180 

tggagtatgg gagttgttct ttatgtcctt gtctgtggag ctctgccctt tgatggaccg 240 

actcttccaa ttttgaggca gagggttctt ggaaggaaga ttccggattc cgtatttcat 300 

gtcagaagat tgcgagcacc ttatccgaag gatgttggtc ctagacccat ccaaacggct 360 

aaccatagcc caaatcaagg agcataaatg gatgctcata gaagttcctg tccagagacc 420 

tgttctctat ccacaagagc aagaaaatga gccatccatc ggggagttta atgagcaggt 480 

tctgcgactg atgcacagcc ttggaataga tcagcagaaa accattgagg taaagtgatc 54 0 

agagatttcg gggttctact gcacttagct acttgaaatt tcatgctcac acctgtcatc 600 

ctggtctttt agcacatgta tctccagcgc ctaggcgtac tgttcagtgt tccctataga 660 

tgacat " 666 



<210> 1005 

<211> 1968 

<212> DNA 

<213> Homo sapiens 



<400> 1005 

tttttttttt ttcatttgag acggagtctc gctctgtcac ccaggctgga atgcagtggc 60 

acgatcttgg ctcactgcaa cctctgcttc ccgggttcaa gcagtttcct gcttcagact 120 

tccaagtagc tgggattaca gacatgccac catgccaggc taattttttt aatattttta 180 

gtagagatgg ggttt caeca ttttggccat tctagtcttg aactcctgac ctcaggtgat 240 

ctgcccgcct tggcctccca aagtgctgac attacaggee tgagccactg cgcccagcca 300 

ataccatgag ttttaagect cacatcgtca ettgetgtea ctgccagtgc ctgttttatt 360 

catattgetg gacaacagac atatgccacc aattgtatga ttaataaagt ctttttctgg 420 

ccattttgtc cattataaag gaaataaact aattgttaac ttgeatagat tacttcttag 480 

tttcctatgc taccaccact gecaagggag aaaaaaatac atcattttgt aatgtcttta 540 

gtatttcttt ataactagtg ttaaggtttt gttaatttta ttgtatacat ttgtaacatt 600 

tattaggagc cttttaggtt ccaaaacaaa caaaaggcat aaaaaagtct agcttagaac 660 

cacttttcac ttgetttcat ttttaatttt attcacttaa cagctaacat ctttcttgtt 720 

tcttgttttt tccattatat ggttatcgat tcaactcttg ctatattcct taaatttgta 780 

tgtatcatca gaagaaagag atgaacaatt tagtgtagat attttattct ggagaataat 840 

attcaattaa attatttcta cagcaggcca gtaacaacta gattatttgt cctttctcag 900 

tataatttta aagagcattt tgttttattg tcacaatttg gtaccactag tcccaggtaa 960 

ccattgggcc aaaggatcag ttgagaaaca gttaaggatg aattagcata agttatggaa 1020 

cagtgttaga aaacaactca aaagtatatt ctttattaat gaggtggtca ttattacatt 1080 

tgtgtcaatg aagggcagtg tagttatttt aaaatgacta atattttctc cccaaataca 1140 
gaataattca gatgggcaac caagttttca agagactget gtaggtgaag tctgtctagc - 1200 

caaggcagaa cacttacagg agtccctaac tgtgccaccc ttggaatggg ttagtgtaca 1260 

ggctcagaat attgtggatt acagtttttc agagaaaact accacagatg tagacaaaaa 1320 
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tgatctctga aagcattgcc agcagccagg tatgttcctt agatttccac ttaggtttgg 1380 

cattttggca gataagctaa tcttgtataa agcatcacat tttactatgc ttagtgttcc 1440 

tgggttgtat ttatctacat tattagaggg aatttttatt ttaaaaaaat tgtcattcat 1500 

gagaagaatg ggagttcatg ccacatagta ttttaccaat ttatataaag tgggaaaagt 1560 

ctttaatact tcatgatcac ttgaattaaa gtttttgtat ctctggaaag tagaatagtg 1620 

ctttcatttg aatgaaaagt gtttatagat tcagaaagag agatgatatc tttgtatctt 1680 

gatttatata cagaccattt cagaggaagt taaatgtctt acaaatccaa tactttctaa 1740 

tgctctaaca gtgttggcta tttaaaagaa catgtggcaa gttctatatg aatattcttg 1800 

gtcatctcga ctaattctga ggcaatgatg gacagagatg ctacttctta tttaactcta 1860 

ggcatgttga cttttcaaag cggtttcctt atttctaaac agagatgatg atcaatgagt 1920 

tactaattct ttagaggaaa aaatgcataa tttgagtgtg gaagtgat 1968 



<210> 1006 

<211> 380 

<212> DNA 

<213> Homo sapiens 



<400> 1006 

tctcggagcc cccagcccgg gcaggagtgt ggaaagtgcc gaaaccgtgc tgaaaatgca 60 

gagaggccag gacccgatgg ctgcgcgcac ctgctgctcc ttgtcgcaac atctgctgac 120 

tcccgaccac ccggaaaacc aggaccagaa cctgcaggcg aaccatattt acctatacgg 180 

aggctgatga gagctcgccg acgtcatggg cataggtgac cgctgtgaga. acaagataac 240 

gcctacacca ctggtcacat gttccacatt gattttggcc gcttcctggg ccgtgcccag 300 

atgtttggca acatcaagcg ggaccgtgcc ccctttgtct tcacctcgga catggcgtat 360 

gtcatcaacg ggggtgacaa 380 



<210> 1007 

<211> 752 

<212> DNA 

<213> Homo sapiens 



<400> 1007 

gtctcactcc attgcccagg ctggagtgtt caagtgattc tcctgcctca gcctcccgag 60 

tagctggaat tacaggcgcc caccatcaca cctggcaaat ttgtgtattt ttagtagagg 120 

tggggtctcg ccatgttgcc caggctggtc tggaactcct gacctcaggg gatcctcccg 180 

tctcagcctc ccaaagtgct gggattacag acgtgagcca ccgtgcccgg cctgccttcc 240 

ttctttgttt cccacacctt catctctgca tcctgcctct tgaagtcttc atcttcatca 300 

gagtcacatt cggggaactg gtagatgtgg atctcctctt ccttcaactg atcccggatc 360 

tcaggggaaa cagatataga gacagtgtga aacgggccac aatgacagac atttcatgac 420 

cagagacagt gagacacaga gatactgggt ggtcagagac agagagaaag acatgaaaga 480 

cagagatggg gagagatgga catacaggaa gacaaaaaca aaatctcaga gacatagatg 540 

gtgagaaaca caagattcta agatggggca gacattaaga gaccaggaga agcctgggca 600 

atatagctag atcccatctc tacaacaaat atacacatat attttgaaac aaggtttcac 660 

tctatcaccc aggctggagt ccagtggctc catcttggtt cactgcagcc tcaacctctc 720 

aggcccaggc gatcctcccc cctcctgcct cc 752 



<210> 1008 

<211> 1145 

<212> DNA 

<213> Homo sapiens 
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<400> 1008 

caatgatatg ctcttctaca ctcttaaaaa ttatagacaa ccccaaataa cttttattta 60 

gtggttttaa caatatttac catgtctgaa atatgataaa cattaaaatt agtattttgg 120 

aaaaatgcca tattagaaac tgatgattta aaagtaacaa caatgaatcc attacatgtg 180 

aacatactgt ttttttgttt gtttgtttgt ttgttttgag acggagtttc actcttttgc 240 

ccaggctgga gtgcagtggt gcgattgcag ctcactgtag tcttcgcctc ccaggctcaa 3 00 

gtgattctca tgcctcagcc tcctgagtag ctgggattac aggtgctcac caccacaccc 360 

ggctaatttt tgtagagatg gggtttcacc gtattggcca ggctggtctt gaactccaga 420 

cttcaagtga tccacccacc ttggcctccc aaagtgctgg gattacgggc atgagccact 480 

gcaccaggcc aacatacttt ttataaaaac agctgtcttc tctaaaacaa caaaaaaatg 540 

tagataatag tagtatcatt ttatagtttt gcaactctct ttaatgtttg gcttaataaa 600 

agatagttgg attctcgtat ctgtttttgt attcagtctg ttgtggatgg tgatttgatt 660 

gaagtaaatg aaggaaatcc agctacatac agatttggag ttggaaaaaa tagtatttta 720 

ataacctttt tagatcatgg tggatactct tcttttgttt ggcctcaaaa ttagaacaaa 780 

ggcagtttct gaaaataatt gtatgtggtg aaaaattaat gaatcttata tggaccatac 840 

ttttaattta gaatattggt ctaaaaaaaa aaaagggggc cctttaaaaa caaatttagt 900 

acgggcgtgg atgttaactt ttttggggcc agattgttcg ggcgggtgta caggggaagg 960 

ggaaaacggg tggggctagg acgtgttgaa caaatgacgt gctcgtgctg gcgaccgacc 1020 

tcttgtacga gaggtaatgc gattgggaac gagtgatggg tgcgtcgatt ggtcgaggcg .1080 

tgcgatgcat gcaatggggc gcttaggcgt tgggtaggat gggtgggacg gatcgaacgt 1140 

tctcg 1145 



<210> 1009 

<211> 737 

<212> DNA 

<213> Homo sapiens 



<400> 1009 

actgtatatc taaattgcag tgtcacccct cccatgctcc acatttcttc agcctttcac 60 

tgctatgctt ttcttccact ttttgctctg acacataatt tcattttctt attttattta 120 

ttatctctct cccccaaact agaatgtaaa ttccaggaag gcagagattt ctatctattt 180 

ttttttgtct tccccatatt ctggcatgtc tggcatagaa aaggcattta gtaaacattt 240 

gttaaatgaa ttgactatct tttctctgca aacttgttcc tcaaattctg ccaaacctaa 300 

attgaaacaa gcaggtattg tattttggta caagtcctgg ggctgtggat taaatccaag 360 

agcattgatc catatttttc aggggaatct cacattataa ataatgcggc atcgcttggg 420 

taaaaacttt tgtgaaagac taaatatgac atgagtctgt ttaaggaagg cgttaaatac 480 

gctcagacta cctctggcga attagattta tatttacatg cccctgttga taaggcctta 540 

tcacaccacg agcaccttca cttaataaca gtgttaagcg gggcggtatt tcttttccac 600 

tcacaccggc cagcgccatg cctttctatg tctcacgcac aagcatccct ctacgtcatc 660 

cacgcccgcc tccacactcc ccccgctccg caccgttccc acatagtcgc caccgccatg 720 

tccccgctcc cgccccc 737 



<210> 1010 

<211> 79 

<212> PRT 

<213> Homo sapiens 



<400> 1010 

Met Pro Val Trp Leu Gly Gly Thr Phe Ala Pro Leu Cys Leu Ala Cys 

15 10 15 

Arg lie Ser Asp Asp Phe Gly Glu Cys Cys Cys Ala Pro Tyr Leu Pro 
20 25 30 
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Gly Gly Leu His Ser He Arg Thr Gly Met Arg Glu Arg Tyr His He 

35 40 45 

Gin Gly Ser Val Gly His Asp Trp Ala Ala Leu Thr Phe Trp Leu Pro 

50 55 60 

Cys Ala Leu Cys Gin Met Ala Arg Glu Leu Lys lie Arg Glu * 

65 70 75 78 



<210> 1011 

<211> 83 

<212> PRT 

<213> Homo sapiens 



<400> 1011 



Met 


Ser 


Leu 


Pro 


Trp 


Thr 


Phe 


Thr Val Leu He Leu 


Ala 


Pro 


Ser 


Leu 


1 








5 






10 






15 




Ser 


Gly 


Ser 


Leu 


Ser 


Gly Lys 


Ser Ser Thr Cys Ala 


Pro 


Ala 


Pro 


Ser 








20 








25 




30 






Ala 


Pro 


Gly 
35 


Ser 


Arg 


Ser 


Ser 


Gly Pro Arg Arg Asn 
40 


His 
45 


His 


Trp 


He 


Ser Arg 


Tyr 


Thr 


Glu 


Ala 


Glu 


Pro Leu Trp Lys Ala 


Gin Asp 


He 


Ser 




50 










55 


60 










Thr 


Phe 


Cys 


Pro 


Ser 


Val 


Ala 


Val Thr Phe Arg Gly 


Asn 


Ser 


Val 


Asn 


65 










70 




75 








80 


Phe 


Ala 
82 


* 





















<210> 1012 

<211> 131 

<212> PRT 

<213> Homo sapiens 





<400> 1012 










Met 


Ala 


Ser 


Glu 


Val 


Val Cys 


Gly Leu He Phe Arg 


Leu Leu Leu Pro 


1 








5 




10 


15 


He 


Cys 


Leu 


Ala 


Val 


Ala Cys 


Ala Phe Arg Tyr Asn 


Gly Leu Ser Phe 








20 






25 


30 


Val 


Tyr 


Leu 


He 


Tyr 


Leu Leu 


Leu He Pro Leu Phe 


Ser Glu Pro Thr 






35 








40 


45 


Lys 


Thr 


Thr 


Met 


Gin 


Gly His 


Thr Gly Arg Leu Leu 


Lys Ser Leu Cys 




50 








55 


60 




Phe 


He 


Ser 


Leu 


Ser 


Phe Leu 


Leu Leu His He He 


Phe His He Thr 


65 










70 


75 


80 


Leu 


Val 


Ser 


Leu 


Glu 


Ala Gin 


His Arg lie Ala Pro 


Gly Tyr Asn Cys 










85 




90 


95 


Ser 


Thr 


Trp 


Glu 


Lys 


Thr Phe 


Arg Gin lie Gly Phe 


Glu Ser Leu Lys 








100 






105 


110 


Gly Ala 


Asp 


Ala 


Gly 


Asn Gly 


lie Arg Val Leu Val 


Pro Asp He Gly 






115 








120 


125 


Met 


Val 


He 














130 


131 













594 



WO 01/54477 



PCT7US01/02687 



<210> 1013 

<211> 231 

<212> PRT 

<213> Homo sapiens 



<400> 1013 



Met 


lie 


Gly 


Thr 


He 


Phe 


Leu 


Trp 


He 


Phe 


Trp 


Pro 


Ser 


Phe Asn 


Ala 


1 








5 










10 








15 




Ala 


Leu 


Thr 


Ala 


Leu 


Gly 


Ala 


Gly 


Gin 


His 


Arg 


Thr 


Ala 


Leu Asn 


Thr 








20 










25 










30 




Tyr 


Tyr 


Ser 


Leu 


Ala 


Ala 


Ser 


Thr 


Leu 


Gly 


Thr 


Phe 


Ala 


Leu Ser 


Ala 






35 










40 










45 






Leu 


Val 


Gly 


Glu 


Asp 


Gly 


Arg 


Leu 


Asp 


Met 


Val 


His 


He 


Gin Asn 


Ala 




50 










55 










60 








Ala 


Leu 


Ala 


Gly 


Gly 


Val 


Val 


Val 


Gly 


Thr 


Ser 


Ser 


Glu 


Met Met 


Leu 


65 










70 










75 








80 


Thr 


Pro 


Phe 


Gly 


Ala 


Leu 


Ala 


Ala 


Gly 


Phe 


Leu 


Ala 


Glv 


Thr Val 


Ser 










85 










90 








95 




Thr 


Leu 


Gly 


Tyr 


Lys 


Phe 


Phe 


Thr 


Pro 


He 


Leu 


Glu 


Ser 


Lys Phe 


Lys 








100 










105 










110 




Val 


Gin 


Asp 


Thr 


Cys 


Gly 


Val 


His 


Asn 


Leu 


His 


Gly 


Met 


Pro Gly 


Val 






115 










120 










125 






Leu 


Gly 


Ala 


Leu 


Leu 


Gly 


Val 


Leu 


Val 


Ala 


Gly 


Leu 


Ala 


Thr His 


Glu 




130 










135 










140 








Ala 


Tyr 


Gly 


Asp 


Glv 


Leu 


Glu 


Ser 


Val 


Phe 


Pro 


Leu 


He 






145 










150 










155 








i fin 


Gin 


Arg 


Ser 


Ala 


Thr 


Ser 


Gin 


Ala 


Met 


His 


Gin 


Leu 


Phe 


Gly Leu 


Phe 










165 










170 








175 




Val 


Thr 


Leu 


Met 


Phe 


Ala 


Ser 


Val 


Gly 


Gly 


Gly 


Leu 


Gly 


Gly He 


He 








180 










185 










190 




Leu 


Val 


Leu 


Cys 


Leu 


Leu 


Asp 


Pro 


Cys 


Ala 


Leu 


Trp 


His 


Trp Val 


Ala 






195 










200 










205 






Pro 


Ser 


Ser 


Met 


Val 


Gly 


Gly 


Arq 


Glu 


Ala 


Ser 


Gin 


He 


Leu Pro 


Tvr 




210 










215 










220 








His 


His 


Gin 


Gly 


Ser 


Cys 


* 


















225 










230 






















<210> 1014 


























<211> 60 


























<212> PRT 


























<213> Homo 


sapiens 






















<400> 1014 
























Met 


Cys 


Glu 


He 


Ala 


Asp 


Leu 


Trp 


He 


Gly 


Leu 


Leu 


Trp 


Leu Phe 


Phe 


1 








5 










10 








15 




Val 


He 


Tyr Cys 


Phe 


Ser 


Phe 


Asn 


Ser 


Leu 


Thr 


Thr 


Val 


Cys Arg 


Ala 








20 










25 










30 




Ala 


Val 


Val 


Phe 


Trp 


Arg 


Ser 


Ala 


Pro 


Asp 


Pro 


Gly 


Ala 


Leu Gly 


Phe 






35 










40 










45 






Phe 


Ser 


He 


Trp 


Lys 


Tyr 


His 


Gin 


Leu 


Arg 


Leu 


* 










50 










55 








59 











<210> 1015 
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<211> 112 
<212> PRT 
<213> Homo sapiens 





<400> 1015 






Met 


Met 


Thr 


Val 


Tyr Pro Leu 


Leu 


l 








5 




Leu Gly 


His 


He 


Phe Gly Asp 


He 








20 






He 


Leu 


Asn 


Leu 


He He Val 


Gly 






35 






40 


Tyr 


Pro 


Asn 


He 


Gly Gly He 


He 




50 






55 




Leu Ala 


Phe 


Val 


Phe He Tyr 


Pro 


65 








70 




His 


Gin 


Glu 


Glu 


Arg Leu Thr 


Trp 










85 




He 


He 


He 


Leu 


Gly Val Ala Asn 








100 







Gly Tyr Leu Ala Arg Val Gin Leu 

10 15 
Tyr Pro Ser He Phe His Val Leu 

25 30 
Ala Gly Val He Met Ala Cys Phe 
45 

Arg Tyr Ser Gly Ala Ala Cys Gly 
60 

Ser Leu He Tyr He He Ser Leu 
75 80 
Pro Lys Leu He Phe His Val Phe 

90 95 
Leu He Val Gin Phe Phe Met * 
105 110 111 



<210> 1016 
<211> 68 
<212> PRT 

<213> Homo sapiens 



<400> 1016 

Met Ala Lys Tyr Ala Ser Met Thr Phe Lys Leu Phe Ser Leu Cys Val 

15 10 15 

Cys Met Tyr He His Ala Cys Thr His Thr His He Ser His Thr Asp 

20 25 30 

lie Asp He Lys Gin Phe Tyr Ala Gin Glu Tyr Gin Gly Gin Pro Lys 

35 .40 45 

Asp Lys Thr Asn Arg Ser Val He Tyr Cys Val Phe Asn Phe Ser Thr 

50 55 60 

Tyr Phe Tyr * 
65 67 



<210> 1017 

<211> 51 

<212> PRT 

<213> Homo sapiens 



<400> 1017 

Met Arg Leu Leu Phe Ser Cys Arg Gly Arg Gly Met Phe Leu Phe Arg 

15 10 15 

Arg Arg Met Leu Pro Ser Arg Asp Arg Tyr Tyr Lys Asp Val Glu Leu 

20 25 30 

He Phe Asn Tyr Leu Gly Phe Leu He Val Ser Gly Leu Leu Asp Leu 

35 40 45 

He Phe * 
50 
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<210> 1018 
<211> 127 
<212> PRT 

<213> Homo sapiens 



<400> 1018 



Met 


Leu 


Arg 


Phe 


Tyr 


Leu 


He 


Ala 


Gly 


Gly 


He 


Pro 


Leu He He 


Cys 


1 








5 










10 






15 




Gly 


He 


Thr 


Ala 


Ala 


Val 


Asn 


lie 


His 


Asn 


Tyr 


Arg 


Asp His Ser 


Pro 








20 










25 








30 




Tyr 


Cys 


Trp 


Leu 


Val 


Trp 


Arg 


Pro 


Ser 


Leu 


Gly 


Ala 


Phe Tyr He 


Pro 






35 










40 










45 




Val 


Ala 


Leu 


He 


Leu 


Leu 


He 


Thr 


Trp 


He 


Tyr 


Phe 


Leu Cys Ala 


Gly 




50 










55 










60 






Leu. 


Arg 


Leu 


Arg 


Gly 


Pro 


Leu 


Ala 


Gin 


Asn 


Pro 


Lys 


Ala Gly Asn 


Ser 


65 










70 










75 






80 


Arg 


Ala 


Ser 


Leu 


Glu 


Ala 


Gly 


Glu 


Glu 


Leu 


Arg 


Gly 


Ser Thr Arg 


Leu 










85 










90 






95 




Arg 


Gly 


Ser 


Gly 


Pro 


Leu 


Leu 


Ser 


Asp 


Ser 


G iy 


Ser 


Leu Leu Ala 


Thr 








100 










105 








110 




Gly 


Ser 


Ala 


Arg 


Val 


Gly 


Thr 


Pro 


Gly 


Pro 


Pro 


Glu 


Asp Gly Asp 








115 










120 










125 127 






<210> 1019 
























<211> 188 
























<212> PRT 
























<213> Homo 


sapiens 




















<400> 1019 






















Met 


Gly 


Ser 


Ser 


Arg 


Leu 


Ala 


Ala 


Leu 


Leu 


Leu 


Pro 


Leu Leu Leu 


He 


1 








5 










10 






15 




val 


He 


Asp 


Leu 


Ser 


Asp 


Ser 


Ala 


Gly 


lie 


Gly 


Phe 


Arg His Leu 


Pro 








20 










25 








30 




His 


Trp 


Asn 


Thr 


Arg 


Cys 


Pro 


Leu 


Ala 


Ser 


His 


Thr 


Asp Asp Ser 


Phe 






35 










40 










45 




Thr 


Gly 


Ser 


Ser 


Ala 


Tyr 


He 


Pro 


Cys 


Arg 


Thr 


Trp 


Trp Ala Leu 


Phe 




50 










55 










60 






Ser 


Thr 


Lys 


Pro 


Trp 


Cys 


Val 


Arg 


Val 


Trp 


His 


Cys 


Ser Arg Cys 


Leu 


65 










70 










75 






80 


Cys 


Gin 


His 


Leu 


Leu 


Ser 


Gly 


Gly 


Ser 


Gly 


Leu 


Gin 


Arg Gly Leu 


Phe 










85 










90 






95 




His 


Leu 


Leu 


Val 


Gin 


Lys 


Ser 


Lys 


Lys 


Ser 


Ser 


Thr 


Phe Lys Phe 


Tyr 








100 










105 








110 




Arg 


Arg 


His 


Lys 


Met 


Pro 


Ala 


Pro 


Ala 


Gin 


Arg 


Lys 


Leu Leu Pro 


Arg 






115 










120 










125 




Arg 


His 


Leu 


Ser 


Glu 


Lys 


Ser 


His 


His 


He 


Ser 


He 


Pro Ser Pro 


Asp 




130 










135 










140 






lie 


Ser 


His 


Lys 


Gly 


Leu 


Arg 


Ser 


Lys 


Arg 


Thr 


Pro 


Pro Phe Gly 


Ser 


145 










150 










155 






160 


Arg 


Asp 


Met 


Gly 


Lys 


Ala 


Phe 


Pro 


Lys 


Trp 


Asp 


Ser 


Pro Thr Pro 


Gly 










165 










170 






175 




Gly 


Asp 


Arg 


Pro 


Ser 


Ser 


Phe 


Glu 


Leu 


Leu 


Pro 


* 












180 










185 




187 
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<210> 1020 

<211> 65 

<212> PRT 

<213> Homo sapiens 





<400> 1020 












Met 


He 


Leu 


Leu 


Cys 


Pro 


Gly Leu Thr 


Asp Leu Ser Val Phe Leu 


Phe 


1 








5 






10 15 




Ser 


Leu 


Thr 


He 


Gly 


His 


Phe Ser Arg 


Val Arg Gly Gin Thr He 


Thr 








20 






25 


30 




Ala 


Cys 


Pro 


Ser 


Ser 


Arg 


He Pro Ala 


Glv Phe Gin Asd He Val 


Gin 






35 








40 


45 




Gly 


Ser 


Ala 


Asn 


Ser 


Gly 


Pro Arg Ala 


Leu Ala Arcr Cvs Pro fv<; 


Leu 


* 


50 










55 


fin 


oft 




<210> : 


L021 














<2H> : 


L36 














<212> PRT 














<213> Homo 


sapiens 










<400> : 


L021 












Met 


Pro 


Gly 


Phe 


Lys 


Phe 


Cys Ser Ser 


Leu Arg Phe Leu Tyr Leu 


He 


1 








5 






10 15 




Asn 


Phe 


Pro 


lie 


Gly 


Lys 


Phe Val Cys 


Leu Ala He Leu Leu Pro 


His 








20 






25 


o u 




Phe 


Pro 


Leu 


Leu 


Ser 


Cys 


v-jrO tr±.\j ucu 


V3X11 nia lieu Hsp IrllfcJ 


Pro 






35 








40 


45 




Gly 


Lys 


Glu 


Ser 


Arg 


Tyr 


Ser Gly Ser 


Cys Trp Leu Pro Ser Tyr 


Ser 




50 










55 


60 




Leu 


Ser 


Val 


Ala 


Gly 


Ser 


Pro Leu Gly 


His Leu Pro Asn Thr Tyr 


Met 


65 










70 




75 




His 


Thr 


Pro 


Arg 


Thr 


Phe 


Ser Leu Leu 


Pro He Pro His Pro Ser 


Val 










85 






90 95 




Asn 


Trp 


Asp 


Ser 


Phe 


Lys 


Pro Phe Ser 


He Arg Glu Ala Leu Ala 


Thr 








100 






105 


110 




Val 


Glu 


Ser 


Leu 


Gly 


Arg 


Gin Ala Phe 


Pro Asn Thr Pro Thr Thr 


Trp 






115 








120 


125 




Ala 


Phe 


Thr 


Leu 


His 


Leu 


Ser * 








130 










135 








<210> 1022 














<211> 186 














<212> PRT 














<213> Homo 


sapiens 










<400> 1022 












Met 


Ala Gly 


Pro 


Arg 


Pro 


Arg Trp Arg 


Asp Gin Leu Leu Phe Met 


Ser 
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15 10 15 

lie lie Val Leu Val lie Val Val lie Cys Leu Met Leu Tyr Ala Leu 

20 25 30 

Leu Trp Glu Ala Gly Asn Leu Thr Asp Leu Pro Asn Leu Arg lie Gly 

35 40 45 

Phe Tyr Asn Phe Cys Leu Trp Asn Glu Asp Thr Ser Thr Leu Gin Cys 

50 55 60 

His Gin Phe Pro Glu Leu Glu Ala Leu Gly Val Pro Arg Val Gly Leu 
65 70 75 80 

Gly Leu Ala Arg Leu Gly Val Tyr Gly Ser Leu Val Leu Thr Leu Phe 

85 90 95 

Ala Pro Gin Pro Leu Leu Leu Ala Gin Cys Asn Ser Asp Glu Arg Ala 

100 105 110 

Trp Arg Leu Ala Val Gly Phe Leu Ala Val Ser Ser Val Leu Leu Ala 

115 120 125 

Gly Gly Leu Gly Leu Phe Leu Ser Tyr Val Trp Lys Trp Val Arg Leu 

130 135 140 

Ser Leu Pro Gly Pro Gly Phe Leu Ala Leu Gly Ser Ala Gin Ala Leu 
145 150 155 160 

Leu He Leu Leu Leu He Ala Met Ala Val Phe Pro Leu Arg Ala Glu 

165 170 175 

Arg Ala Glu Ser Lys Leu Glu Ser Cys * 
180 185 



<210> 1023 
<211> 186 
.<212> PRT 
<213> Homo sapiens 



<400> 1023 

Met Ala Gly Pro Arg Pro Arg Trp Arg Asp Gin Leu Leu Phe Met Ser 

15 10 15 

He He Val Leu Val He Val Val He Cys Leu Met Leu Tyr Ala Leu 

20 25 30 

Leu Trp Glu Ala Gly Asn Leu Thr Asp Leu Pro Asn Leu Arg He Gly 

35 40 45 

Phe Tyr Asn Phe Cys Leu Trp Asn Glu Asp Thr Ser Thr Leu Gin Cys 

50 55 60 

His Gin Phe Pro Glu Leu Glu Ala Leu Gly Val Pro Arg Val Gly Leu 
65 70 75 " 80 

Gly Leu Ala Arg Leu Gly Val Tyr Gly Ser Leu Val Leu Thr Leu Phe 

85 90 95 

Ala Pro Gin Pro Leu Leu Leu Ala Gin Cys Asn Ser Asp Glu Arg Ala 

100 105 *" 110 

Trp Arg Leu Ala Val Gly Phe Leu Ala Val Ser Ser Val Leu Leu Ala 

115 120 125 

Gly Gly Leu Gly Leu Phe Leu Ser Tyr Val Trp Lys Trp Val Arg Leu 

130 135 140 

Ser Leu Pro Gly Pro Gly Phe Leu Ala Leu Gly Ser Ala Gin Ala Leu 
145 150 155 160 

Leu He Leu Leu Leu He Ala Met Ala Val Phe Pro Leu Arg Ala Glu 

165 170 175 

Arg Ala Glu Ser Lys Leu Glu Ser Cys * 
180 185 
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<210> 1024 

<211> 73 

<212> PRT 

<213> Homo sapiens 



<400> 1024 










Met Val Cys Leu 


Val 


Gly Phe 


Leu 


1 


5 








Phe Arg Gin Ser 


Leu 


Ala 


Leu 


Ser 


20 










lie Leu Ala His 


Cys 


Asn 


Leu 


Arg 


35 








40 


Thr Ser Ala Ser 


Arg 


Val 


Ala 


Gly 


50 






55 




Arg Val He Phe 


Phe 


Val 


Phe 


Leu 


65 




70 




72 



Glu Leu He Leu Tyr Val Tyr Arg 

10 15 
His Arg Met Glu Cys Asn Gly Thr 

25 30 
Leu Pro Gly Ser Ser Asp Ser Pro 
45 

He Thr Gly Thr Arg His His Ala 
60 

* 



<210> 1025 
<211> 67 
<212> PRT 

<213> Homo sapiens 



<400> 1025 
Met Phe Tyr Lys Leu Val Leu Trp 

1 5 
Gly Asn Leu Leu Cys Leu Ala Cys 
20 

Ser Lys Asn Phe Pro Thr Leu Gin 
35 40 
Phe He Tyr Lys Thr Phe Val Trp 

50 55 
Ser Leu * 
65 66 



Phe Trp Trp Cys Leu Thr Thr Arg 

10 15 
He Phe Ala Thr Leu Ser Leu Glu 

25 30 
Ala Thr Leu Leu He Arg Gin His 
45 

Pro Thr Val Cys His Asp Leu Cys 
60 



<210> 1026 
<211> 67 
<212> PRT 

<213> Homo sapiens 



<400> 1026 

Met Gin Ala Gly Ser Ala Leu Trp His Leu Trp Ala Glu Gly Arg Cys 

15 10 15 

Trp Leu Trp Ala Gly Phe Gly Asn Phe Gly Glu Arg Pro His Leu Lys 

20 25 30 

Thr His Thr Asp Tyr Pro Gly Pro Thr Glu Ala Ser Cys He Gin Pro 

35 40 45 

Tyr Phe Pro Ser Arg He Met Leu Ser Ala Thr Pro Leu Glu Gly Tyr 

50 55 60 

Val Phe * 
65 66 
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<210> 1027 

<211> 59 

<212> PRT 

<213> Homo sapiens 



<400> 1027 



Met 


Leu Cys Val 


Trp 


He 


Lys Val 


Leu Phe 


Leu Leu 


He 


Ala Glu 


Ser 


1 




5 






10 






15 




Asn 


Thr Trp Leu 


Leu 


Ser 


Pro Arg 


Thr Lys 


Asp Val 


Leu 


Lys Ser 


Glu 




20 








25 






30 




Pro 


Thr Gin He 


Tyr 


Pro 


His Thr 


Ser Arg 


Lys Gin 


Phe 


Lys Lys 


Pro 




35 






40 






45 






Gin 


Glu Ser Lys 


His 


Ser 


Phe He 


Gly Tyr 


* 










50 






55 


58 











<210> 1028 

<211> 46 

<212> PRT 

<213> Homo sapiens 



<400> 1028 

Met Phe Gin Val Gly Gly Arg Val Phe Lys Arg Cys He Phe Ser Phe 

15 10 15 

Cys Cys Cys His Phe He Gly Leu Gly Leu Gly Val Cys Phe Ser Ser 

20 25 30 

Leu Asn Gly Thr Arg Met Phe Ala Asp Ser Tyr Ser Val * 
35 40 " 45 



<210> 1029 

<211> 61 

<212> PRT 

<213> Homo sapiens 



<400> 1029 



Met Ala Phe Arg 


Thr 


Cys 


Phe 


Leu 


Ser Cys 


Leu 


Thr 


Val 


Val Lys Val 


1 


5 








10 








15 


Cys Ser Lys Ala 


Ser 


Pro 


Ser 


Phe 


Ser Thr 


Gin 


Gin 


Pro 


Cys .Val Thr 


20 










25 








30 


Thr Lys Val Glu 


Leu 


Ser 


Leu 


He 


Cys Cys 


Cys 


Phe 


Ser 


Ser Lys Leu 


35 








40 








45 




Pro Asn Lys Ala 


Lys 


Asn 


Thr 


Leu 


Val Phe 


Tyr 


Ser 


* 




50 






55 








60 







<210> 1030 

<211> 50 

<212> PRT 

<213> Homo sapiens 
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<400> 1030 



Met 


Trp Leu Arg Lys 


Cys 


Leu 


Leu 


Gly Leu 


Ser 


Leu 


He 


Ser Phe 


Arg 


1 






5 










10 








15 




Val 


Cys 


Gly Pro Leu 


lie 


Ala 


Leu 


Trp Val 


Val 


Ser 


Asp 


Ser Ser 


He 








20 








25 










30 




Arg 


Arg 


Leu 


Asn Pro 


Leu 


Val 


Val 


Phe 


Leu 


Cys 


Val 


Cys 


Ala Glu 


Leu 






35 








40 










45 






Gly 


★ 


























49 






























<2io> : 


1031 
























<2ii> : 


152 
























<2i2> : 


PRT 
























<213> Homo sapiens 






















<400> : 


1031 






















Met 


He 


Val 


Tyr Trp 


Val 


Leu 


Met 


Ser 


Asn 


Phe 


Leu 


Phe 


Asn Thr 


Gly 


1 






5 










10 








15 




Lys 


Phe 


He 


Phe Asn 


Phe 


He 


His 


His 


He 


Asn 


Asp 


Thr 


Asp Thr 


lie 








20 








25 










30 




Leu 


Ser 


Thr 


Asn Asn 


Ser 


Asn 


Pro 


Val 


He 


Cys 


Pro 


Ser 


Ala Gly Ser 






35 








40 










45 






Gly 


Gly 


His 


Pro Asp 


Asn 


Ser 


Ser 


Met 


He 


Phe 


Tyr 


Ala 


Asn Asp Thr 




50 








55 










60 








Gly 


Ala 


Gin 


Gin Phe 


Glu 


Lys 


Trp 


Trp Asp 


Lys 


Ser 


Arg 


Thr Val 


Pro 


65 








70 










75 








80 


Phe 


Tyr 


Leu 


Val Gly 


Leu 


Leu 


Leu 


Pro 


Leu 


Leu 


Asn 


Phe 


Lys Ser 


Pro 








85 










90 








95 




Ser 


Phe 


Phe 


Ser Lys 


Phe 


Asn 


He 


Leu Gly 


He 


Asn 


Asn 


Gin Val 


He 








100 








105 










110 




Leu 


Pro 


Gly 


Val Thr 


Glu 


Met 


Pro 


Gly Tyr 


Cys 


Pro 


Phe 


Leu Leu 


Pro 






115 








120 










125 






Val 


Ser 


Thr 


Glu Cys 


Cys 


Ala 


Val 


Ala 


Thr 


Ser 


Tyr 


Thr 


Cys Phe 


Glu 




130 








135 










140 








Glu 


Lys 


Asn 


He Gly 


Gin 


Cys 


Cys 
















145 








150 




152 


















<210> : 


1032 
























<2ii> : 


1764 
























<2i2> : 


PRT 
























<213> Homo sapiens 






















<400> 1032 






















Met 


Pro 


Ser Arg Leu Lys 


Ala 


Leu 


Gly Thr 


Leu 


Val 


Ser 


His Val 


Thr 


1 






5 










10 








15 




Leu 


Arg Leu Leu Lys 


Pro 


Glu 


Cys 


Val 


Leu 


Asp 


Lys 


Ser 


Trp Cys 


Gin 








20 








25 










30 




Glu 


Glu 


Leu 


Ser Val 


Ala 


Val 


Lys 


Arg Ala 


Val 


Met 


Leu 


Leu His 


Thr 






35 








40 










45 






His 


Thr 


He 


Thr Ser Arg 


Val 


Gly 


Lys Gly 


Glu 


Pro 


Gly 


Ala Ala 


Pro 




50 








55 










60 








Leu 


Ser 


Ala 


Pro Ala 


Phe 


Ser 


Leu 


Val 


Phe 


Pro 


Phe 


Leu 


Lys Met Val 
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65 










70 










75 








80 


Leu 


Thr 


Glu 


Met 


Pro 


His 


His 


Ser 


Glu 


Glu 


Glu 


Glu Glu 


Trp Met 


Ala 










85 










90 








95 




Gin 


He 


Leu 


Gin 


He 


Leu 


Thr 


Val 


Gin 


Ala 


Gin 


Leu Arg 


Ala 


Ser 


Pro 








100 










105 








110 






Asn 


Thr 


Pro 


Pro 


Gly 


Arg 


Val 


Asp 


Glu 


Asn 


Gly 


Pro Glu 


Leu 


Leu 


Pro 






115 










120 








125 








Arg 


Val 


Ala 


Met 


Leu 


Arg 


Leu 


Leu 


Thr 


Trp 


Val 


He Gly 


Thr Gly 


Ser 




130 










135 










140 








Pro 


Arg 


Leu 


Gin 


Val 


Leu 


Ala 


Ser 


Asp 


Thr 


Leu 


Thr Thr 


Leu Cys 


Ala 


145 










150 










155 








160 


Ser 


Ser 


Ser 


Gly 


Asp 


Asp 


Gly 


Cys 


Ala 


Phe 


Ala 


Glu Gin 


Glu 


Glu 


Val 










165 










170 








175 




Asp 


Val 


Leu 


Leu 


Cys 


Ala 


Leu 


Gin 


Ser 


Pro 


Cys 


Ala Ser 


Val 


Arg 


Glu 








180 










185 








190 






Thr 


Val 


Leu 


Arg 


Gly 


Leu 


Met 


Glu 


Leu 


His 


Met 


Val Leu 


Pro 


Ala 


Pro 






195 










200 








205 








Asp 


Thr 


Asp 


Glu 


Lys 


Asn 


Gly 


Leu 


Asn 


Leu 


Leu 


Arg Arg 


Leu Trp 


Val 




210 










215 










220 








Val 


Lys 


Phe 


Asp 


Lys 


Glu 


Glu 


Glu 


He 


Arg 


Lys 


Leu Ala 


Glu Arg 


Leu 


225 










230 










235 








240 


Trp 


Ser 


Met 


Met 


Gly 


Leu 


Asp 


Leu 


Gin 


Pro 


Asp 


Leu Cys 


Ser 


Leu 


Leu 










245 










250 








255 




He 


Asp 


Asp 


Val 


He 


Tyr 


His 


Glu 


Ala 


Ala 


Val 


Arg Gin 


Ala Gly 


Ala 








260 










265 








270 






Glu 


Ala 


Leu 


Ser 


Gin 


Ala 


Val 


Ala 


Arg 


Tyr 


Gin 


Arg Gin 


Ala 


Ala 


Glu 






275 










280 








285 








Val 


Met 


Gly 


Arg 


Leu 


Met 


Glu 


He 


Tyr 


Gin 


Glu 


Lys Leu 


Tyr Arg 


Pro 




290 










295 










300 








Pro 


Pro 


Val 


Leu 


Asp 


Ala 


Leu 


Gly 


Arg 


Val 


He 


Ser Glu 


Ser 


Pro 


Pro 


305 










310 










315 








320 


Asp 


Gin 


Trp 


Glu 


Ala 


Arg 


Cys 


Gly 


Leu 


Ala 


Leu 


Ala Leu 


Asn 


Lys 


Leu 










325 










330 








335 




Ser 


Gin 


Tyr 


Leu 


Asp 


Ser 


Ser 


Gin 


Val 


Lys 


Pro 


Leu Phe 


Gin 


Phe 


Phe 








340 










345 








350 






Val 


Pro 


Asp 


Ala 


Leu 


Asn 


Asp 


Arg 


His 


Pro 


Asp 


Val Arg 


Lys 


Cys 


Met 






355 










360 








365 








Leu 


Asp 


Ala 


Ala 


Leu 


Ala 


Thr 


Leu 


Asn 


Thr 


His 


Gly Lys 


Glu 


Asn 


Val 




370 










375 










380 








Asn 


Ser 


Leu 


Leu 


Pro 


Val 


Phe 


Glu 


Glu 


Phe 


Leu 


Lys Asn 


Ala 


Pro 


Asn 


385 










390 










395 








400 


Asp 


Ala 


Ser 


Tyr 


Asp 


Ala 


Val 


Arg 


Gin 


Ser 


Val 


Val Val 


Leu 


Met 


Gly 










405 










410 








415 




Ser 


Leu 


Ala 


Lys 


His 


Leu 


Asp 


Lys 


Ser 


Asp 


Pro 


Lys Val 


Lys 


Pro 


He 








420 










425 








430 






Val 


Ala 


Lys 


Leu 


He 


Ala 


Ala 


Leu 


Ser 


Thr 


Pro 


Ser Gin 


Gin 


Val 


Gin 






435 










440 








445 








Glu 


Ser 


Val 


Ala 


Ser 


Cys 


Leu 


Pro 


Pro 


Leu 


Val 


Pro Ala 


He 


Lys 


Glu 




450 










455 










460 








Asp 


Ala 


Gly 


Gly 


Met 


He 


Gin 


Arg 


Leu 


Met 


Gin 


Gin Leu 


Leu 


Glu 


Ser 


465 










470 










475 








480 


Asp 


Lys 


Tyr 


Ala 


Glu 


Arg 


Lys 


Gly 


Ala 


Ala 


Tyr 


Gly Leu 


Ala Gly 


Leu 










485 










490 








495 




Val 


Lys 


Gly 


Leu 


Gly 


He 


Leu 


Ser 


Leu 


Lys 


Gin 


Gin Glu 


Met 


Met 


Ala 








500 










505 








510 






Ala 


Leu 


Thr 


Asp 


Ala 


He 


Gin 


Asp 


Lys 


Lys 


Asn 


Phe Arg 


Arg Arg 


Glu 






515 










520 








525 








Gly 


Ala 


Leu 


Phe 


Ala 


Phe 


Glu 


Met 


Leu 


Cys 


Thr 


Met Leu 


Gly Lys 


Leu 



530 535 540 
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Phe 


Glu 


Pro 


Tyr 


Val 


Val 


His 


Val 


Leu 


Pro 


His 


Leu 


Leu 


Leu 


Cys 


Phe 


545 










550 










555 










560 


Gly 


Asp 


Gly 


Asn 


Gin 


Tyr 


Val 


Arg 


Glu 


Ala 


Ala 


Asp 


Asp 


Cys 


Ala 


Lys 










565 










570 










575 




Ala 


Val 


Met 


Ser 


Asn 


Leu 


Ser 


Ala 


His 


Gly 


Val 


Lys 


Leu 


Val 


Leu 


Pro 








580 










585 










590 






Ser 


Leu 


Leu 


Ala 


Ala 


Leu 


Glu 


Glu 


Glu 


Ser 


Trp 


Arg 


Thr 


Lys 


Ala 


Gly 






595 










600 










605 








Ser 


Val 


Glu 


Leu 


Leu 


Gly 


Ala 


Met 


Ala 


Tyr 


Cys 


Ala 


Pro 


Lys 


Gin 


Leu 




610 










615 










620 










Ser 


Ser 


Cys 


Leu 


Pro 


Asn 


He 


Val 


Pro 


Lys 


Leu 


Thr 


Glu 


Val 


Leu 


Thr 


625 










630 










635 










640 


Asp 


Ser 


His 


Val 


Lys 


Val 


Gin 


Lys 


Ala 


Gly 


Gin 


Gin 


Ala 


Leu 


Arg 


Gin 










645 










650 










655 




He 


Gly 


Ser 


Val 


He 


Arg 


Asn 


Pro 


Glu 


He 


Leu 


Ala 


He 


Ala 


Pro 


Val 








660 










665 










670 






Leu 


Leu 


Asp 


Ala 


Leu 


Thr 


Asp 


Pro 


Ser 


Arg 


Lys 


Thr 


Gin 


Lys 


Cys 


Leu 






675 










680 










685 








Gin 


Thr 


Leu 


Leu 


Asp 


Thr 


Lys 


Phe 


Val 


His 


Phe 


He 


Asp 


Ala 


Pro 


Ser 




690 










695 










700 










Leu 


Ala 


Leu 


He 


Met 


Pro 


He 


Val 


Gin 


Arg 


Ala 


Phe 


Gin 


Asp 


Arg 


Ser 


705 










710 










715 










720 


Thr 


Asp 


Thr 


Arg 


Lys 


Met 


Ala 


Ala 


Gin 


He 


He 


Gly 


Asn 


Met 


Tyr 


Ser 










725 










730 










735 




Leu 


Thr 


Asp 


Gin 


Lys 


Asp 


Leu 


Ala 


Pro 


Tyr 


Leu 


Pro 


Ser 


Val 


Thr 


Pro 








740 










745 










750 






Gly 


Leu 


Lys 


Ala 


Ser 


Leu 


Leu 


Asp 


Pro 


Val 


Pro 


Glu 


Val 


Arg 


Thr 


Val 






755 










760 










765 








Ser 


Ala 


Lys 


Ala 


Leu 


Gly 


Ala 


Met 


Val 


Lys 


Gly 


Met 


Gly 


Glu 


Ser 


Cys 




770 










775 










780 










Phe 


Glu 


Asp 


Leu 


Leu 


Pro 


Trp 


Leu 


Met 


Glu 


Thr 


Leu 


Thr 


Tyr 


Glu 


Gin 


785 










790 










795 








800 


Ser 


Ser 


Val 


Asp 


Arg 


Ser 


Gly 


Ala 


Ala 


Gin 


Gly 


Leu 


Ala 


Glu 


Val 


Met 










805 










810 










815 




Ala 


Gly 


Leu 


Gly 


Val 


Glu 


Lys 


Leu 


Glu 


Lys 


Leu 


Met 


Pro 


Glu 


He 


Val 








820 










825 










830 






Ala 


Thr 


Ala 


Ser 


Lys 


Val 


Asp 


He 


Ala 


Pro 


His 


Val 


Arg 


Asp 


Gly 


Tyr 






835 










840 










845 








He 


Met 


Met 


Phe 


Asn 


Tyr 


Leu 


Pro 


He 


Thr 


Phe 


Gly 


Asp 


Lys 


Phe 


Thr 




850 










855 










860 










Pro 


Tyr 


Val 


Gly 


Pro 


He 


He 


Pro 


Cys 


He 


Leu 


Lys 


Ala 


Leu 


Ala 


Asp 


865 










870 










875 










880 


Glu 


Asn 


Glu 


Phe 


Val 


Arg 


Asp 


Thr 


Ala 


Leu 


Arg 


Ala 


Gly 


Gin 


Arg 


Val 










885 










890 










895 




He 


Ser 


Met 


Tyr 


Ala 


Glu 


Thr 


Ala 


He 


Ala 


Leu 


Leu 


Leu 


Pro 


Gin 


Leu 








900 










905 










910 






Glu 


Gin 


Gly 


Leu 


Phe 


Asp 


Asp 


Leu 


Trp 


Arg 


He 


Arg 


Phe 


Ser 


Ser 


Val 






915 










920 










925 








Gin 


Leu 


Leu 


Gly 


Asp 


Leu 


Leu 


Phe 


His 


He 


Ser 


Gly 


Val 


Thr 


Gly 


Lys 




930 










935 










940 










Met 


Thr 


Thr 


Glu 


Thr 


Ala 


Ser 


Glu 


Asp 


Asp 


Asn 


Phe 


Gly 


Thr 


Ala 


Gin 


945 










950 










955 










960 


Ser 


Asn 


Lys 


Ala 


He 


He 


Thr 


Ala 


Leu 


Gly 


Val 


Glu 


Arg 


Arg 


Asn 


Arg 










965 










970 










975 




Val 


Leu 


Ala 


Gly 


Leu 


Tyr 


Met 


Gly 


Arg 


Ser 


Asp 


Thr 


Gin 


Leu 


Val 


Val 








980 










985 










990 






Arg 


Gin 


Ala 


Ser 


Leu 


His 


Val 


Trp 


Lys 


He 


Val 


Val 


Ser 


Asn 


Thr 


Pro 



995 1000 1005 



Arg Thr Leu Arg Glu He Leu Pro Thr Leu Phe Gly Leu Leu Leu Gly 
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1010 1015 1020 

Phe Leu Ala Ser Thr Cys Ala Asp Lys Arg Thr lie Ala Ala Arg Thr 
1025 1030 1035 1040 

Leu Gly Asp Leu Val Arg Lys Leu Gly Glu Lys lie Leu Pro Glu lie 

1045 1050 1055 

He Pro He Leu Glu Glu Gly Leu Arg Ser Gin Lys Ser Asp Glu Arg 

1060 1065 1070 

Gin Gly Val Cys He Gly Leu Ser Glu He Met Lys Ser Thr Ser Arg 

1075 1080 1085 

Asp Ala Val Leu Tyr Phe Ser Glu Ser Leu Val Pro Thr Ala Arg Lys 

1090 1095 1100 

Ala Leu Cys Asp Pro Leu Glu Glu Val Arg Glu Ala Ala Ala Lys Thr 
1105 1110 1115 1120 

Phe Glu Gin Leu His Ser Thr He Gly His Gin Ala Leu Glu Asp He 

1125 1130 1135 

Leu Pro Phe Leu Leu Lys Gin Leu Asp Asp Glu Glu Val Ser Glu Phe 

1140 1145 1150 

Ala Leu Asp Gly Leu Lys Gin Val Met Ala He Lys Ser Arg Val Val 

1155 1160 1165 

Leu Pro Tyr Leu Val Pro Lys Leu Thr Thr Pro Pro Val Asn Thr Arg 

1170 1175 1180 

Val Leu Ala Phe Leu Ser Ser Val Ala Gly Asp Ala Leu Thr Arg His 
1185 1190 1195 1200 

Leu Gly Val He Leu Pro Ala Val Met Leu Ala Leu Lys Glu Lys Leu 

1205 1210 1215 

Gly Thr Pro Asp Glu Gin Leu Glu Met Ala Asn Cys Gin Ala Val He 

1220 1225 1230 

Leu Ser Val Glu Asp Asp Thr Gly His Arg He He He Glu Asp Leu 

1235 1240 1245 

Leu Glu Ala Thr Arg Ser Pro Glu Val Gly Met Arg Gin Ala Ala Ala 

1250 1255 1260 

He He Leu Asn He Tyr Cys Ser Arg Ser Lys Ala Asp Tyr Thr Ser 
1265 1270 1275 ~ 1280 

His Leu Arg Ser Leu Val Ser Gly Leu He Arg Leu Phe Asn Asp Ser 

1285 1290 1295 

Ser Pro Val Val Leu Glu Glu Ser Trp Asp Ala Leu Asn Ala He Thr 

1300 1305 1310 

Lys Lys Leu Asp Ala Gly Asn Gin Leu Ala Leu lie Glu Glu Leu His 

1315 1320 1325 

Lys Glu He Arg Leu He Gly Asn Glu Ser Lys Gly Glu His Val Pro 

1330 1335 1340 

Gly Phe Cys Leu Pro Lys Lys Gly Val Thr Ser He Leu Pro Val Leu 
1345 1350 1355 1360 

Arg Glu Gly Val Leu Thr Gly Ser Pro Glu Gin Lys Glu Glu Ala Ala 

1365 1370 1375 

Lys Ala Leu Gly Leu Val He Arg Leu Thr Ser Ala Asp Ala Leu Arg 

1380 1385 1390 

Pro Ser Val Val Ser He Thr Gly Pro Leu He Arg He Leu Gly Asp 

1395 1400' 1405 

Arg Phe Ser Trp Asn Val Lys Ala Ala Leu Leu Glu Thr Leu Ser Leu 

1410 1415 1420 

Leu Leu Ala Lys Val Gly He Ala Leu Lys Pro Phe Leu Pro Gin Leu 
1425 1430 1435 1440 

Gin Thr Thr Phe Thr Lys Ala Leu Gin Asp Ser Asn Arg Gly Val Arg 

1445 1450 1455 

Leu Lys Ala Ala Asp Ala Leu Gly Lys Leu He Ser He His He Lys 

1460 1465 1470 

Val Asp Pro Leu Phe Thr Glu Leu Leu Asn Gly He Arg Ala Met Glu 
1475 1480 1485 
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Asp Pro Gly Val Arg Asp Thr Met Leu Gin Ala Leu Arg Phe Val lie 

1490 1495 1500 

Gin Gly Ala Gly Ala Lys Val Asp Ala Val lie Arg Lys Asn lie Val 
1505 1510 1515 " 1520 

Ser Leu Leu Leu Ser Met Leu Gly His Asp Glu Asp Asn Thr Arg lie 

1525 1530 1535 

Ser Ser Ala Gly Cys Leu Gly Glu Leu Cys Ala Phe Leu Thr Glu Glu 

1540 1545 1550 

Glu Leu Ser Ala Val Leu Gin Gin Cys Leu Leu Ala Asp Val Ser Gly 

1555 1560 1565 

lie Asp Trp Met Val Arg His Gly Arg Ser Leu Ala Leu Ser Val Ala 

1570 1575 1580 

Val Asn Val Ala Pro Gly Arg Leu Cys Ala Gly Arg Tyr Ser Ser Asp 
1585 1590 1595 1600 

Val Gin Glu Met lie Leu Ser Ser Ala Thr Ala Asp Arg lie Pro lie 

1605 1610 1615 

Ala Val Ser Gly Val Arg Gly Met Gly Phe Leu Met Arg His His lie 

1620 1625 1630 

Glu Thr Gly Gly Gly Gin Leu Pro Ala Lys Leu Ser Ser Leu Phe Val 

1635 1640 1645 

Lys Cys Leu Gin Asn Pro Ser Ser Asp lie Arg Leu Val Ala Glu Lys 

1650 1655 1660 

Met lie Trp Trp Ala Asn Lys Asp Pro Leu Pro Pro Leu Asp Pro Gin 
1665 1670 1675 1680 

Ala lie Lys Pro lie Leu Lys Ala Leu Leu Asp Asn Thr Lys Asp Lys 

1685 1690 1695 

Asn Thr Val Val Arg Ala Tyr Ser Asp Gin Ala lie Val Asn Leu Leu 

1700 1705 1710 

Lys Met Arg Gin Gly Glu Glu Val Phe Gin Ser Leu Ser Lys lie Leu 

1715 1720 1725 

Asp Val Ala Ser Leu Glu Val Leu Asn Glu Val Asn Arg Arg Ser Leu 

1730 1735 1740 

Lys Lys Leu Ala Ser Gin Ala Asp Ser Thr Glu Gin Val Asp Asp Thr 
1745 1750 1755 1760 

lie Leu Thr * 
1763 



<210> 1033 

<211> 151 

<212> PRT 

<213> Homo sapiens 





<400> 1033 














Met 


Asn 


Arg 


Arg 


Ala 


Ser Gin Met Leu 


Leu 


Met Phe Leu Leu 


Ala 


He 


l 








5 




10 




15 




Cys 


Leu 


Leu 


Ala 


He 


He Phe Val Pro 


Gin 


Glu Met Gin Met 


Leu 


Arg 








20 




25 




30 




Glu 


Val 


Leu 


Ala 


Thr 


Leu Gly Leu Grly Ala 


Ser Ala Leu Ala 


Asn 


Thr 






35 






40 




45 






Leu 


Ala 


Phe 


Ala 


His 


Gly Asn Glu Val 


He 


Pro Thr He He 


Arg 


Ala 




50 








55 




60 




Arg 


Ala 


Met 


Gly 


He 


Asn Ala Thr Phe 


Ala 


Asn He Ala Gly Ala 


Leu 


65 










70 




75 




80 


Ala 


Pro 


Leu 


Met 


Met 


He Leu Ser Val 


Tyr 


Ser Pro Pro Leu 


Pro 


Trp 










85 




90 




95 




lie 


lie 


Tyr 


Gly 


Val 


Phe Pro Phe He 


Ser 


Gly Phe Ala Phe 


Leu 


Leu 
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100 105 110 

Leu Pro Glu Thr Arg Asn Lys Pro Leu Phe Asp Thr lie Gin Asp Glu 

115 120 125 

Lys Asn Glu Arg Lys Asp Pro Arg Glu Pro Lys Gin Glu Asp Pro Arg 

130 135 140 

Val Glu Val Thr Gin Phe * 
145 150 



<210> 1034 

<211> 149 

<212> PRT 

<213> Homo sapiens 



<400> 1034 

Met Ala Leu Leu Leu Pro Arg Trp Phe Arg Glu Ala Pro Val Leu Phe 

1 5 10 15 

Ser Thr Gly Trp Ser Pro Leu Asp Val Leu Leu His Ser Leu Leu Thr 

20 25 30 

Gin Pro lie Phe Leu Ala Gly Leu Ser Gly Phe Leu Leu Glu Asn Thr 

35 40 45 

lie Pro Gly Thr Gin Leu Glu Arg Gly Leu Gly Gin Gly Leu Pro Ser 

50 55 60 

Pro Phe Thr Ala Gin Glu Ala Arg Met Pro Gin Lys Pro Arg Glu Lys 
65 70 75 80 

Ala Ala Gin Val Tyr Arg Leu Pro Phe Pro He Gin Asn Leu Cys Pro 

85 90 95 

Cys He Pro Gin Pro Leu His Cys Leu Cys Pro Leu Pro Glu Asp Pro 

100 105 110 

Gly Asp Glu Glu Gly Gly Ser Ser Glu Pro Glu Glu Met Ala Asp Leu 

115 120 125 

Leu. Pro Gly Ser Gly Glu Pro Cys Pro Glu Ser Thr Arg Glu Gly Val 

130 135 140 

Arg Ser Gin Lys * 
145 148 



<210> 1035 
<211> 88 
<212> PRT 

<213> Homo sapiens 



<400> 1035 
Met Gly He Ala Leu Leu Gin He 

1 5 
Leu Val Ser Asp He Lys Ala Val 
20 

Asp Asp Phe Glu Asn His Trp Leu 
35 40 
Ser Thr Ala Gly Pro Gin Gin Asn 

50 55 
Ala Pro Pro Ser Arg His Val Phe 

65 70 
Glu Pro Thr Phe Lys Asn Trp * 
85 87 



Phe Gly He Cys Leu Ala Gin Asn 

10 15 
Lys Ala Asn Trp Ser Lys Trp Asn 

25 30 
Thr Pro Thr He Ser Glu Val Leu 
45 

Ser Leu Thr Gly Ala Pro Gly Pro 
60 

Phe Gly Leu Gly Gly Leu Tyr Pro 
75 80 
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<210> 1036 

<211> 96 

<212> PRT 

<213> Homo sapiens 



<400> 1036 
Met Val Val Leu lie Pro Val Ser 

1 5 
Asp Phe Tyr Asn Ser lie Val Asn 
20 

Glu Ala Leu Tyr Leu Gly Trp Thr 
35 40 
Gly Ala Leu Phe Cys Cys Val Phe 

50 ^ 55 

Tyr Arg Tyr Ser lie Pro Ser His 

65 70 
Thr Gly Lys Lys Ser Pro Ser Val 
85 



Trp Val Ala Asn Ala lie lie Arg 

10 15 
Val Ala Gin Lys Arg Glu Leu Gly 

25 30 
Thr Ala Leu Val Leu He Val Gly 
45 

Cys Cys Asn Glu Lys Ser Ser Ser 
60 

Arg Thr Thr Gin Lys Ser Tyr His 
75 80 
Tyr Ser Arg Ser Gin Tyr Val * 
90 95 



<210> 1037 
<211> 139 
<212> PRT 

<213> Homo sapiens 



<400> 1037 

Met Ala Leu Ser Trp Met Thr He Val Val Pro Leu Leu Thr Phe Glu 

15 10 15 

He Leu Leu Val His Lys Leu Asp Gly His Asn Ala Phe Ser Cys He 

20 25 30 

Pro He Phe Val Pro Leu Trp Leu Ser Leu He Thr Leu Met Ala Thr 

35 40 45 

Thr Phe Gly Gin Lys Gly Gly Asn His Trp Trp Phe Gly He Arg Lys 

50 55 60 

Asp Phe Cys Gin Phe Leu Leu Glu He Phe Pro Phe Leu Arg Glu Tyr 
65 70 75 80 

Gly Asn He Ser Tyr Asp Leu His His Glu Asp Asn Glu Glu Thr Glu 

85 90 95 

Glu Thr Pro Val Pro Glu Pro Pro Lys He Ala Pro Met Phe Arg Lys 

100 105 110 

Lys Ala Arg Val Val He Thr Gin Ser Pro Gly Lys Tyr Val Leu Pro 

115 120 125 

Pro Pro Lys Leu Asn He Glu Met Pro Asp * 
130 135 138 



<210> 1038 

<211> 64 

<212> PRT 

<213> Homo sapiens 
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<400> 1038 



Met 


Val 


Leu 


Ser 


Gly 


He 


His 


Trp 


Tyr 


Ser 


Val Leu 


Leu 


Leu 


Ala 


Val 


1 








5 










10 








15 




Glu 


Phe 


Cys 


Arg 


Tyr 


Cys 


Pro 


Leu 


Arg 


Tyr 


Arg Cys 


Ser 


Thr 


Phe 


Ser 








20 










25 








30 






Ser 


Trp Ala Arg 


Val 


Ser 


Ser 


Thr 


Pro 


Gin 


Ala Ser 


Ser 


Pro 


Val 


Ala 






35 










40 








45 








Leu 


Thr 


Met 


Leu 


Ser 


Ser 


Arg 


Gly 


Arg 


Ser 


Glu Gly 


Gly Ala 


Leu 


* 




50 










55 








60 






63 






<210> 1039 


























<211> 286 


























<212> PRT 


























<213> Homo 


sapiens 






















<400> 1039 
























Met 


Met 


Leu 


Gly 


Pro 


Val 


Thr 


Leu 


His 


Leu 


Val Gly 


His 


'Leu 


Leu 


Ala 


1 








5 










10 








15 




Phe 


Leu 


Asp 


Leu 


Leu 


Cys 


Pro 


Arg 


Gly 


Pro 


He His 


Ser 


He 


Leu 


Pro 








20 










25 








30 






Met 


Thr 


Phe 


Glu 


Ala 


Val 


Lys 


Gin 


Asp 


His 


Gly Phe 


Met 


Leu 


Tyr 


Arg 






35 










40 








45 








Thr 


Tyr 


Met 


Thr 


His 


Thr 


He 


Phe 


Glu 


Pro 


Thr Pro 


Phe 


Trp 


Val 


Pro 




50 










55 








60 








Asn 


AS 11 


Gly 


Val 


His 


Asp 


Arg 


Ala 


Tyr 


Val 


Met Val 


ASP 


Gly 


Val 


Phe 


65 










70 










75 








80 


Gin 


Gly 


Val 


Val 


Glu 


Arg 


Asn 


Met 


Arg 


Asp 


Lys Leu 


Phe 


Leu 


Thr 


Gly 










85 










90 








95 




Lys 


Leu 


Gly 


Ser 


Lys 


Leu 


Asp 


He 


Leu 


Val 


Glu Asn 


Met 


Gly 


Arg 


Leu 








100 










105 








110 






Ser 


Phe 


Gly 


Ser 


Asn 


Ser 


Ser 


Asp 


Phe 


Lys 


Gly Leu 


Leu 


Lys 


Pro 


Pro 






115 










120 








125 








lie 


Leu 


Gly 


Gin 


Thr 


He 


Leu 


Thr 


Gin 


Trp 


Met Met 


Phe 


Pro 


Leu 


Lys 




130 










135 








140 








He 


Asp 


Asn 


Leu 


Val 


Lys 


Trp 


Trp 


Phe 


Pro 


Leu Gin 


Leu 


Pro 


Lys 


Trp 


145 










150 










155 








160 


Pro 


Tyr 


Pro 


Gin 


Ala 


Pro 


Ser 


Gly 


Pro 


Thr 


Phe Tyr 


Ser 


Lys 


Thr 


Phe 










165 










170 








175 




Pro 


He 


Leu 


Gly 


Ser 


Val 


Gly 


Asp 


Thr 


Phe 


Leu Tyr 


Leu 


Pro 


Gly 


Trp 








180 










18-5 








190 






Thr 


Lys 


Gly 


Gin 


Val 


Trp 


He 


Asn 


Gly 


Phe 


Asn Leu 


Gly 


Arg 


Tyr 


Trp 






195 










200 








205 








Thr 


Lys 


Gin 


Gly 


Pro 


Gin 


Gin 


Thr 


Leu 


Tyr 


Val Pro 


Arg 


Phe 


Leu 


Leu 




210 










215 








220 










Phe 


Pro 


Arg 


Gly 


Ala 


Leu 


Asn 


Lys 


lie 


Thr 


Leu Leu 


Glu 


Leu 


Glu 


Asp 


225 










230 










235 








240 


Val 


Pro 


Leu 


Gin 


Pro 


Gin 


Val 


Gin 


Phe 


Leu 


Asp Lys 


Pro 


He 


Leu 


Asn 










245 










250 








255 




Ser 


Thr 


Ser 


Thr 


Leu 


His 


Arg 


Thr 


His 


He 


Asn Ser 


Leu 


Ser 


Ala 


Asp 








260 










265 








270 






Thr 


Leu 


Ser 


Ala 


Ser 


Glu 


Pro 


Met 


Glu 


Leu 


Ser Gly 


His 


* 










275 










280 








285 
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<211> 96 

<212> PRT 

<213> Homo sapiens 



<400> 1040 



Met 


His Ala His 


Ser 


Ala Ser 


Leu 


Trp 


Val 


Ala 


Phe 


Phe 


Tyr Arg 


Ser 


1 




5 








10 










15 




Pro 


Phe Leu Phe 


Phe 


Thr Thr 


Gly 


Pro 


Pro 


Pro 


Pro 


Thr 


Ser 


Ser 


Ser 




20 








25 










30 






Pro 


Ala Gly Leu 


Pro 


Leu Leu 


Glu 


Ser 


Thr 


Val 


Asp 


Ala 


Ser Arg 


Pro 




35 






40 










45 








Asn 


Trp Leu Pro 


Leu 


Leu Leu 


Ser 


Pro 


Pro 


Leu 


Pro 


Phe 


Leu 


Ser 


He 




50 




55 










60 










Glu 


Cys Thr Leu 


Tyr 


Asn Phe 


Ser 


Gly 


He 


Val 


He 


Glu 


Asn Lys 


He 


65 






70 








75 










80 


Phe 


Thr He He 


Thr 


Gly Phe 


Phe 


Gin 


Val 


Thr 


Ser 


Cys 


Arg 


Leu 


★ 






85 








90 










95 






<210> 1041 


























<211> 64 


























<212> PRT 


























<213> Homo 


sapiens 






















<400> 1041 
























Met 


Ser Asp He 


Ser 


Pro Leu 


Leu 


Tyr 


Glu 


He 


Trp 


Leu 


Gly Asp 


Thr 


1 




5 








10 










15 




Ser 


Ala Gly Phe 


Phe 


Thr Phe 


Cys 


Val 


Thr 


Val 


Leu 


His 


Val 


Leu 


Leu 




20 








25 










30 






Leu 


Leu Ser Ser 


Val 


Leu His 


Phe 


Leu 


Cys 


Pro 


Arg 


Asp 


Thr 


Ser 


Val 




35 






40 










45 








He 


Ser Pro Phe 


He 


Pro Pro 


Leu 


Thr 


Pro 


Pro 


Gin 


Ser 


Arg 


Leu 


* 




50 




55 










60 






63 






<210> 1042 


























<211> 415 


























<212> PRT 


























<213> Homo 


sapiens 






















<400> 1042 
























Met 


Asn Glu Thr 


Gly 


Val He 


Val 


Trp 


Tyr 


Leu 


Ala 


Leu 


Cys 


Leu 


Leu 


1 




5 








10 










15 




Leu 


Ala Trp Leu 


He 


Val Gly 


Ala 


Ala 


Leu 


Phe 


Lys 


Gly 


He 


Lys 


Ser 




20 








25 










30 






Ser 


Gly Lys Val 


Val 


Tyr Phe 


Thr 


Ala 


Leu 


Phe 


Pro 


Tyr 


Val 


Val 


Leu 




35 






40 










45 








Leu 


He Leu Leu 


Val 


Arg Gly 


Ala 


Thr 


Leu 


Glu 


Gly 


Ala 


Ser Lys 


Gly 




50 




55 










60 










lie 


Ser Tyr Tyr 


He 


Gly Ala 


Gin 


Ser 


Asn 


Phe 


Thr 


Lys 


Leu Lys 


Glu 


65 






70 








75 










80 


Ala 


Glu Val Trp 


Lys 


Asp Ala 


Ala 


Thr 


Gin 


He 


Phe 


Tyr 


Ser 


Leu 


Ser 






85 








90 










95 




Val 


Ala Trp Gly 


Gly 


Leu Val 


Ala 


Leu 


Ser 


Ser 


Tyr 


Asn 


Lys 


Phe 


Lys 
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100 105 no 

Asn Asn Cys Phe Ser Asp Ala He Val Val Cys Leu Thr Asn Cys Leu 

115 120 125 

Thr Ser Val Phe Ala Gly Phe Ala He Phe Ser He Leu Gly His Met 

130 135 140 

Ala His He Ser Gly Lys Glu Val Ser Gin Val Val Lys Ser Gly Phe 
I 45 150 155 160 

Asp Leu Ala Phe He Ala Tyr Pro Glu Ala Leu Ala Gin Leu Pro Gly 

165 170 175 

Gly Pro Phe Trp Ser He Leu Phe Phe Phe Met Leu Leu Thr Leu Gly 

180 185 190 

Leu Asp Ser Gin Phe Ala Ser He Glu Thr He Thr Thr Thr He Gin 

195 200 205 

Asp Leu Phe Pro Lys Val Met Lys Lys Met Arg Val Pro He Thr Leu 

210 215 220 

Gly Cys Cys Leu Val Leu Phe Leu Leu Gly Leu Val Cys Val Thr Gin 
225 230 235 * 240 

Ala Gly He Tyr Trp Val His Leu He Asp His Phe Cys Ala Gly Trp 

245 250 255 

Gly He Leu He Ala Ala He Leu Glu Leu Val Gly He He Trp He 

260 265 270 

Tyr Gly Gly Asn Arg Phe He Glu Asp Thr Glu Met Met He Gly Ala 

2 75 280 285 

Lys Arg Trp He Phe Trp Leu Trp Trp Arg Ala Cys Trp Phe Val He 

290 295 300 

Thr Pro He Leu Leu He Ala He Phe He Trp Ser Leu Val Gin Phe 
305 310 315 320 

His Arg Pro Asn Tyr Gly Ala He Pro Tyr Pro Asp Trp Gly Val Ala 

325 330 * 335 

Leu Gly Trp Cys Met He Val Phe Cys He He Trp He Pro He Met 

340 345 350 

Ala He He Lys He He Gin Ala Lys Gly Asn He Phe Gin Arg Leu 

355 360 365 

He Ser Cys Cys Arg Pro Ala Ser Asn Trp Gly Pro Tyr Leu Glu Gin 

370 375 380 

His Arg Gly Glu Arg Tyr Lys Asp Met Val Asp Pro Lys Lys Glu Ala 
385 390 395 " 400 

Asp His Glu He Pro Thr Val Ser Gly Ser Arg Lys Pro Glu * 
405 410 414 



<210> 1043 
<211> 48 
<212> PRT 

<213> Homo sapiens 



<400> 1043 
Met Pro Thr Leu Gly Asp Ala Leu 

1 5 
Gly Val Ala Gly Val Leu Gin Pro 
20 

Leu Gly Pro Thr Gly Asp Arg Ala 
35 40 



He Leu Tyr Leu His Leu Val Leu 

10 15 
Pro Gly Pro Arg Pro Ser Gin Ala 

25 30 
Pro Gly Lys Trp Asn Arg Ser * 
45 47 



<210> 1044 
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<211> 146 
<212> PRT 

<213> Homo sapiens 



<400> 1044 



Met 


Leu 


Phe 


Ser 


Ser 


l 








5 


lie 


Leu 


Leu 


Phe 
20 


Trp 


Tyr 


Leu 


Trp 
35 


Ser 


Gly 


Phe 


Ser 
50 


Ser 


Ala 


Val 


Pro 


Lys 


Phe 


Arg 


Ser 


65 










His 


Trp 


Pro 


Pro 


Gly 
85 


Pro 


Lys 


Ser 


Arg 
100 


Trp 


Cys 


Thr 


Ser 
115 


Trp 


Thr 


lie 


Leu 
130 


Gin 


Trp 


Gin 


Pro 


* 









145 



Met Thr Leu Arg Leu Ser 
10 

Ala Ser Ala Ala Cys Met 
25 

Arg Ser Leu Val Ser Val 
40 

Ser Ser Phe Ser Ser Lys 
55 

Trp Ser Gly Gly He Glu 
70 75 
Val Gly Pro Arg Tyr Ser 
90 

Arg Thr Arg Pro Leu Arg 
105 

Leu Glu Leu Gin Tyr Leu 
120 

Glu Leu Ser Cys Val Phe 
135 



Arg Cys Ser Cys Ser 
15 

Phe Pro Ser Ser Arg 
30 

Glu Gly Ser Asp Arg 
45 

Ala Asn Trp Val Lys 
60 

Leu Gly Phe Gin Met 
80 

Pro Ser Cys His Phe 
95 

Leu Ser Thr Ala Pro 
110 

Ala Leu Gin Lys Val 
125 

Arg Met Ser Thr Ser 
140 



<210> 1045 
<211> 53 
<212> PRT 

<213> Homo sapiens 



<400> 1045 

Met Ala Leu Phe Cys Leu Val Tyr Gin He He Phe Leu He Gin His 

1 5 10 15 

Thr His Phe Ser Leu Ala Lys Leu Leu lie Met Ala Leu Asn Thr Leu 

20 25 30 

Thr Tyr Cys Val Leu Val Gin Ser Asn Asn Thr Gin Ser Thr Leu Arg 

35 40 45 

Lys Ser Ala Ser * 
50 52 



<210> 1046 
<211> 407 
<212> PRT 

<213> Homo sapiens 



<400> 1046 
Met Gly Pro Ser Thr Pro Leu Leu 

1 5 
Gly Pro Leu Gin Gly Gin Gin His 
20 

Arg Leu Ala Ala Leu Glu Glu Arg 



He Leu Phe Leu Leu Ser Trp Ser 

10 15 
His Leu Val Glu Tyr Met Glu Arg 

25 30 
Leu Ala Gin Cys Gin Asp Gin Ser 
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35 








40 


45 




Ser 


Arg 


His 


Ala 


Ala 


Glu 


Leu Arg Asp 


Phe Lys Asn Lys 


Met Leu Pro 




50 










55 


60 




Leu 


Leu 


Glu 


Val 


Ala 


Glu 


Lys Glu Arg 


Glu Ala Leu Arg 


Thr Glu Ala 


65 










70 




75 


80 


Asp 


Thr 


He 


Ser 


Gly 


Arg 


Val Asp Arg 


Leu Glu Arg Glu 


Val Asp Tyr 










85 






90 


95 


Leu 


Glu 


Thr 


Gin 


Asn 


Pro 


Ala Leu Pro 


Cys Val Glu Phe 


Asp Glu Lys 








100 






105 




110 


Val 


Thr 


Gly 


Gly 


Pro 


Gly 


Thr Lys Gly 


Lys Gly Arg Arg 


Asn Glu Lys 






115 








120 


125 




Tyr 


Asp 


Met 


Val 


Thr 


Asp 


Cys Gly Tyr 


Thr He Ser Gin 


Val Arg Ser 




130 










135 


140 




Met 


Lys 


He 


Leu 


Lys 


Arg 


Phe Gly Gly 


Pro Ala Gly Leu 


Trp Thr Lvs 


145 










150 




155 


160 


Asp 


Pro 


Leu 


Gly 


Gin 


Thr 


Glu Lys He 


Tyr Val Leu Asp 


Glv Thr Gin 










165 






170 


175 


Asn 


Asp 


Thr 


Ala 


Phe 


Val 


Phe Pro Arg 


Leu Arg Asp Phe 


Thr Leu AT a 








180 






185 




190 


Met 


Ala 


Ala 


Arg 


Lys 


Ala 


Ser Arg Val 


Arg Val Pro Phe 


Pro Trr> Va 1 

XT X. w J- J- V CI J. 






195 








200 


205 




Gly 


Thr 


Gly 


Gin 


Leu 


Val 


Tyr Gly Gly 


Phe Leu Tyr Phe 


Ala Arcr Atct 




210 










215 


220 




Pro 


Pro 


Gly 


Arg 


Pro 


Gly 


Gly Gly Gly 


Glu Met Glu Asn 


Thr T«eu (31 n 

i.liX JJvU WjXIX 


225 










230 




235 


240 


Leu 


He 


Lys 


Phe 


His 


Leu 


Ala Asn Arg 


Thr Val Val Asn 


OCX. OCX V ct -L 










245 






250 


255 


Phe 


Pro 


Ala 


Glu 


Gly 


Leu 


lie Pro Pro 


Tvr Glv Lpu Thr 


ftXCl wHLOLy X XIX. 








260 






265 




270 


Tyr 


He 


Asp 


Leu 


Ala 


Ala 


Asp Glu Glu 


Glv Leu Tm A 1 a 


Va 1 Tvr Ala 
vctx iyi -"--Let 






275 








280 


285 


Thr 


Arg 


Glu 


Asp 


Asp 


Arcr 


His Leu Cys 


Leu Ala Lvs Leu 


2\ on Drn (31 n 

flO L«f XT X. «^ VJXlX 




290 










295 


300 




Thr 


Leu 


Asp 


Thr 


Glu 


Gin 


Gin Trp Asp 


Thr Pro Cvs Pro 


" J -y u. noil 


305 










310 




315 


320 


Ala 


Glu 


Ala 


Ala 


Phe 


Val 


He Cys Gly 


Thr Leu Tvr Val 


vctx x y x. rt.oxx 










325 






330 


335 


Thr 


Arcr 


Pro 


Ala 


Ser 


Arg 


Ala. Arcr Tie* 


C?ln C*vc; Qpr PVie 


nop -rtJLct OCX 








340 






345 




350 


Gly 


Thr 


Leu 


Thr 


Pro 


Glu 


Arg Ala Ala 


Leu Pro Tyr Phe 


Pro Arg Arg 






355 








360 


365 


Tyr 


Gly 


Ala 


His 


Ala 


Ser 


Leu Arg Tyr 


Asn Pro Arg Glu 


Arg Gin Leu 




370 










375 


380 




Tyr 


Ala 


Trp 


Asp 


Asp 


Gly 


Tyr Gin He 


Val Tyr Lys Leu 


Glu Met Arg 


385 










390 




395 


400 


Lys 


Lys 


Glu 


Glu 


Glu 


Val 


* 














405 


406 









<210> 1047 
<211> 268 
<212> PRT 

<213> Homo sapiens 



<400> 1047 

Met He Gin Lys He Leu Phe Lys Asp Leu Phe Arg Phe Leu Leu Val 
15 10 15 
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Tyr 


Leu 


Leu 


Phe 
20 


Met 


Asn 


Pro 


Cys 
35 


Ala 


Asn 


Thr 


Val 
50 


Pro 


Thr 


Tyr 


Phe 


Leu 


Leu 


Asp 


Leu 


65 










Met 


Leu 


Ser 


Ser 


Thr 
85 


Thr 


Tyr 


He 


He 
100 


Leu 


Leu 


Met 


Gly 
115 


Glu 


Thr 


Trp 


Lys 
130 


Leu 


Gin 


Trp 


Pro 


Val 


Phe 


Leu 


Arg 


145 










Gly 


Lys 


Ser 


Ser 


Asp 
165 


Asp 


Glu 


Val 


Asn 
180 


Trp 


Glu 


Asp 


Pro 
195 


Gly 


Lys 


Thr 


Val 
210 


Gly 


Arg 


Leu 


Val 


Val 


Glu 


Leu 


Asn 


225 










Leu 


Asp 


Ser 


Met 


Gly 
245 


Pro 


Arg 


Lys 


Trp 


Arg 



260 



He 


Gly 


Tyr 


Ala 


Ser 








25 




Met 


Lys 


Val 


Cys 


Asn 






40 






Pro 


Ser 


Cys 


Arg 


Asp 




55 








Phe 


Lys 


Leu 


Thr 


He 


70 










Lys 


Tyr 


Pro 


Val 


Val 










90 


Thr 


Phe 


Val 


Leu 


Leu 








105 




Val 


Gly 


Gin 


Val 


Ser 






120 






Ala 


Thr 


Thr 


He 


Leu 




135 








Lys 


Ala 


Phe 


Arg 


Ser 


150 










Gly 


Thr 


Pro 


Asp 


Arg 










170 


Ser 


His 


Trp 


Asn 


Gin 








185 




Asn 


Glu 


Thr 


Tyr 


Gin 






200 






Arg 


Arg 


Asp 


Arg 


Trp 




215 








Lys 


Asn 


Ser 


Asn 


Pro 


230 










Asn 


Pro 


Arg 


Cys 


Asp 










250 


Thr 


Asp 


Asp 


Ala 


Pro 



265 



Ala Leu Val Ser Leu Leu 
30 

Glu Asp Gin Thr Asn Cys 
45 

Ser Glu Thr Phe Ser Thr 
60 

Gly Met Gly Asp Leu Glu 
75 80 
Phe He He Leu Leu Val 
95 

Leu Asn Met Leu He Ala 
110 

Lys Glu Ser Lys His He 
125 

Asp He Glu Arg Ser Phe 
140 

Gly Glu Met Val Thr Val 
155 160 
Arg Trp Cys Phe Arg Val 
175 

Asn Leu Gly He He Asn 
190 

Tyr Tyr Gly Phe Ser His 
205 

Ser Ser Val Val Pro Arg 
220 

Asp Glu Val Val Val Pro 
235 240 
Gly His Gin Gin Gly Tyr 
255 

Leu * 
267 



<210> 1048 

<211> 59 

<212> PRT 

<213> Homo sapiens 



<400> 1048 
Met Trp Ser His Phe Trp Lys Val 

1 5 
Met Phe Trp Pro Leu He Pro Gin 
20 

Trp Ala Leu Tyr Phe Asn Pro He 
35 40 
Glu Leu Arg Arg Leu Glu Thr Gin 
50 55 



Ser Thr Gin Gly Leu Phe Val Ala 

10 15 
Phe Val Cys Asn Cys Leu Phe Tyr 

25 30 
He Asn He Asp Leu Val Val Lys 
45 

Val Leu * 
58 



<210> 1049 

<211> 77 

<212> PRT 

<213> Homo sapiens 
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<400> 1049 



Met 


Arg 


Cys Arg 


Cys 


Cys 


Leu 


Cys 


j. 








-5 








Asp 


Pro 


Cys 


Pro 


Lys 


Ser 


val 


Trp 








20 










Gly 


Ala 


Phe 


Ser 


Val 


Gly 


Ser 


Glu 






35 










40 


Ser 


Pro 


Pro 


Ser 


Cys 


Ser 


Pro 


Arg 




50 










55 




Leu 


Cys 


Leu Arg 


Trp 


Ser 


Arg 


Pro 


65 










70 








<210> 1050 












<211> 474 












<212> PRT 












<213> Homo 


sapiens 








<400> 1050 










Met 


Arg 


Ala 


Leu 


Val 


Leu 


Leu 


Gly 


1 








5 








Ser 


Gly 


Gin 


Ala 


Glu 


Glu 


Thr 


Glu 








20 










Arg 


Asp 


Arg 


Ser 


His 


He 


Glu 


Lys 






35 










40 


Pro 


Ser 


Asp 


Asp 


Tyr 


Ser 


Ala 


Val 




50 










55 




His 


Ser 


Ser 


He 


Lys 


Pro 


Leu 


Glu 


65 










70 






Arg 


Gin 


His 


Glu 


He 


Thr 


Asp 


Gly 










85 








Leu 


Phe 


Leu 


Gly 


Pro 


Trp 


Ser 


Val 








100 










Leu 


Leu 


Gly 


Leu 


Glu 


Asn 


Thr 


Arg 






115 










120 


Pro 


Thr 


Thr 


Ser 


Glu 


Phe 


Thr 


Val 




130 










135 




Thr 


He 


Glu 


Gly 


He 


Val 


Met 


Ala 


145 










150 






Pro 


Leu 


Glu 


Lys 


Phe 


Gly 


Gin 


Asn 










165 








Glu 


Val 


Pro 


His 


Lys 


Leu 


Leu 


Glu 








180 










Gly 


He 


He 


Glu 


Asn 


Arg 


Lys 


Gin 






195 










200 


Asp 


Val 


Cys 


Gin 


Trp 


Phe 


He 


Asp 




210 










215 




Phe 


Asp 


Pro 


Thr 


Lys 


Leu 


Asp 


Val 


225 










230 






Arg 


Gin 


Leu 


Lys 


Gly 


Arg 


Glu 


Ser 










245 








Ala 


Asp 


Asn 


Leu 


Ala 


Thr 


Gin 


Met 








260 










Phe 


Trp 


Ser 


Leu 


Ala 


Pro 


Leu 


He 






275 










280 


Tyr 


Val 


Ser 


Ser 


Phe 


Trp 


Pro 


Gin 




290 










295 





Ser 


Ser 


Cys 


Phe 


Trp 


Gly 


Leu 


Trp 




10 










15 




Ser 


Pro 


Trp 


Ser 


Ser 


Ser 


Ser 


Leu 


25 










30 






Leu 


Ala 


Ser 


Ala 


Ala 


Ser 


Ser 


Leu 










45 








Thr 


Ala 


Pro 


Arg 


Ser 


Thr 


Ala 


Lys 








60 










Gly 


Asn 


Cys 


Gly 


* 












75 


76 










Cys 


Leu 


Leu 


Ala 


Ser 


Leu 


Leu 


Phe 




10 










15 




Asp 


Ala 


Asn 


Glu 


Glu 


Ala 


Pro 


Leu 


25 










30 






Thr 


Leu 


Met 


Leu 


Asn 


Glu 


Asp 


Lys 










45 








Leu 


Gin 


Arg 


Leu 


Arg 


Lys 


He 


Tyr 








60 










Gin 


Ser 


Tyr 


Lys 


Tyr 


Asn 


Glu 


Leu 






75 










80 


Glu 


He 


Thr 


Ser 


Lys 


Pro 


Met 


Val 




90 










95 




Gly 


Lys 


Ser 


Thr 


Met 


He 


Asn 


Tyr 


105 










110 






Tyr 


Gin 


Leu 


Tyr 


Thr 


Gly 


Ala 


Glu 










125 








Leu 


Met 


His 


Gly 


Pro 


Lys 


Leu 


Lys 








140 










Ala 


Asp 


Ser 


Ala 


Arg 


Ser 


Phe 


Ser 






155 










160 


Phe 


Leu 


Glu 


Lys 


Leu 


He 


Gly 


He 




170 










175 




Arg 


Val 


Thr 


Phe 


Val 


Asp 


Thr 


Pro 


185 










190 






Gin 


Glu 


Arg 


Gly 


Tyr 


Pro 


Phe 


Asn 










205 








Arg 


Ala 


Asp 


Leu 


He 


Phe 


Val 


Val 








220 










Gly 


Leu 


Glu 


Leu 


Glu 


Met 


Leu 


Phe 






235 










240 


Gin 


He 


Arg 


He 


He 


Leu 


Asn 


Lys 




250 










255 




Leu 


Met 


Arg 


Val 


Tyr 


Gly 


Ala 


Leu 


265 










270 






Asn 


Val 


Thr 


Glu 


Pro 


Pro 


Arg 


Val 










285 








Glu 


Tyr 


Lys 


Pro 


Asp 


Thr 


His 


Gin 



300 
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Glu Leu 


Phe 


Leu 


Gin 


Glu 


Glu 


He 


Ser 


Leu Leu Glu Asp 


Leu Asn Gin 


305 








310 








315 


320 


Val lie 


Glu 


Asn 


Arg 


Leu 


Glu 


Asn 


Lys 


He Ala Phe He 


Arg Gin His 








325 










330 


335 


Ala lie 


Arg 


Val 


Arg 


He 


His 


Ala 


Leu 


Leu Val Asp Arg 


Tyr Leu Gin 






340 










345 




350 


Thr Tyr 


Lys 


Asp 


Lys 


Met 


Thr 


Phe 


Phe 


Ser Asp Gly Glu 


Leu Val Phe 




355 










360 




365 




Lys Asp 


He 


Val 


Glu 


Asp 


Pro 


Asp 


Lys 


Phe Tyr He Phe 


Lys Thr He 


370 










375 






380 


Leu Ala 


Lys 


Thr 


Asn 


Val 


Ser Lys 


Phe 


Asp Leu Pro Asn 


Arg Glu Ala 


385 








390 








395 


400 


Tyr Lys 


Asp 


Phe 


Phe 


Gly 


He 


Asn 


Pro 


He Ser Ser Phe 


Lys Leu Leu 








405 










410 


415 


Ser Gl n 


Gin 


v_y to 




xyr 


Met Gly 


\j-Ly 


uys Fne .Leu Cj±u 


.Lys lie Glu 






420 










425 




430 


Arg Ala 


He 


Thr 


Gin 


Glu 


Leu 


Pro 


Gly 


Leu Leu Gly Ser 


Leu Gly Leu 




435 










440 




445 




Gly Lys 


Asn 


Pro 


Gly 


Ala 


Leu 


Asn 


Cys 


Asp Lys Thr Gly 


Cys Ser Glu 


450 










455 






460 




Thr Pro 


Lys 


Asn 


Arg 


Tyr 


Arg 


Lys 


His 


* 




465 








470 






473 






<210> 1051 
















<211> 47 
















<212> PRT 
















<213> Homo 


sapiens 












<400> 1051 
















Met Gin Arg 


Pro 


Ser 


Ala 


Trp 


Trp 


He 


Leu Phe Cys Ser 


Leu Asn Leu 


1 






5 










10 


15 


Leu Ala 


Arg 


Phe 


He 


Gin 


Cys 


Leu 


Gin 


He Val Asn Lys 


Glu Val His 






20 










25 




30 


Phe Phe 


Arg Tyr 


He 


Lys 


Tyr 


Tyr 


Lys 


Phe Trp Glu Gly 


Arg * 




35 










40 




45 


46 
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Val 


Glu 


Ser 


Phe 


Gin Glu 


Ala 


Ala Phe Glu Glu Glu His Phe Leu 








100 








105 no 


Thr 


Thr 


Gly 


Arg 


Gly 


Phe Leu 


Thr 


His Met Ala Asn Pro Aro Al a Pro 






115 








120 


125 


Pro 


Leu 


Ala 


Asp 


Thr 


Phe Lys 


Met 


Glv Ala Ser Glv Arcr Leu Ser Pro 




130 








135 




140 


Pro 


Ser 


Leu 


Thr 


Ala 


Arg Gly 


Ala 




145 










150 


152 






<210> 1072 












<211> 113 












<212> PRT 












<213> Homo 


sapiens 








<400> 1072 










Met 


Thr Ala Gly 


Val 


Leu Trp 


Gly 


Leu Phe Gly Val Leu Gly Phe Thr 


1 








5 






10 15 


Gly 


Val 


Ala 


Leu 


Leu 


Leu Tyr 


Ala 


Leu Phe His Lys He Ser Gly Glu 
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20 

Ser Ser Ala Thr Asn Glu Pro Arg 
35 40 
Glu Phe Thr Tyr Ser Ser Pro Thr 

50 55 
Val Tyr Val Asn Val Gly Ser Val 

65 70 
Val Trp Ser Met Gin Gin Pro Glu 
85 

Leu Glu Asn Lys Asp Ser Gin Val 
100 



25 30 
Gly Ala Ser Arg Pro Asn Pro Gin 
45 

Pro Asp Met Glu Glu Leu Gin Pro 
60 

Asp Val Asp Val Val Tyr Ser Gin 
75 80 
Ser Ser Ala Asn lie Arg Thr Leu 

90 95 
lie Tyr Ser Ser Val Lys Lys Ser 
105 ' 110 112 



<210> 1073 

<211> 52 

<212> PRT 

<213> Homo sapiens 



<400> 1073 



Met 


Thr 


Leu Cys Cys Pro Trp 


Ala 


l 




5 




Arg 


Met 


Val Trp Ser ,Leu Arg 


Ser 






20 




Arg 


Thr 


Gly Leu Ser Trp Ser 


Ser 






35 


40 


Leu 


Ser 


Leu * 






50 


51 





Thr Met His Pro Ser Thr Val Leu 

10 15 
Arg Ala Arg Arg Trp Gly Ser Val 

25 30 
Ser Ser Asp Ser Arg lie Thr Ser 
45 



<210> 1074 
<211> 78 
<212> PRT 

<213> Homo sapiens 



<400> 1074 



Met 


Phe Ser 


Arg Leu 


Tyr Ala 


Val Cys Met 


Leu Tyr Met 


Trp Gly Phe 


1 




5 




10 




15 


Val 


Asp Lys 


Met Cys 


Val Trp 


Ser Val Met 


Gin Val Cys 


Tyr Cys Leu 






20 




25 




30 


Val 


Phe Val 


Tyr Val 


Phe Leu 


Cys Met Val 


Cys Arg Val Arg Ala His 




35 






40 


45 




Asp 


His He 


Gin He 


Leu Asp 


Pro Tyr Ser Arg Leu Val 


Leu Ser Arg 




50 




55 




60 




Leu 


Pro Arg Leu Glu 


Thr Gly 


Lys Asp Ser 


Ser Ser Leu 


* 


65 






70 




75 77 





<210> 1075 

<211> 253 

<212> PRT 

<213> Homo sapiens 
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WO 01/54477 



PCT/US01/02687 



<400> 1075 



Met 


Ser 


Ser 


Ser 


Pro 


Gly 


Leu 


Leu 


Phe 


Ser 


Ser 


Leu 


Ser 


His 


Leu 


Leu 


1 








5 










10 










15 




Leu 


Asn 


Ser 


Ser 


Thr 


Leu 


Ala 


Leu 


Leu 


Thr 


His 


Arg 


Leu 


Ser 


Gin 


Met 








20 










25 










30 






Thr 


Cys 


Leu 


Gin 


Ser 


Leu 


Arg 


Leu 


Asn 


Arg 


Asn 


Ser 


He 


Gly 


Asp 


Val 






35 










40 










45 








Gly 


Cys 


Cys 


His 


Leu 


Ser 


Glu 


Ala 


Leu 


Arg 


Ala 


Ala 


Thr 


Ser 


Leu 


Glu 




50 










55 










60 










Glu 


Leu 


Asp 


Leu 


Ser 


His 


Asn 


Gin 


lie 


Gly 


Asp 


Ala 


Gly 


Asp 


Gin 


His 


65 










70 










75 










80 


Leu 


Ala 


Thr 


He 


Leu 


Pro 


Gly 


Leu 


Pro 


Glu 


Leu 


Arg 


Lys 


He 


Asp 


Leu 










85 










90 










95 




Ser 


Gly 


Asn 


Ser 


He 


Ser 


Ser 


Ala 


Gly 


Gly 


Val 


Gin 


Leu 


Ala 


Glu 


Ser 








100 










105 










110 






Leu 


Val 


Leu 


Cys 


Arg 


Arg 


Leu 


Glu 


Glu 


Leu 


Met 


Leu 


Gly 


Cys 


Asn 


Ala 






115 










120 










125 








Leu 


Gly 


Asp 


Pro 


Thr 


Ala 


Leu 


Gly 


Leu 


Ala 


Gin 


Glu 


Leu 


Pro 


Gin 


His 




130 










135 










140 










Leu 


Arg 


Val 


Leu 


His 


Leu 


Pro 


Phe 


Ser 


His 


Leu 


Gly 


Pro 


Asp 


Gly 


Ala 


145 










150 










155 










160 


Leu 


Ser 


Leu 


Ala 


Gin 


Asp 


Leu 


Asp 


Gly 


Ser 


Pro 


His 


Leu 


Glu 


Glu 


He 










165 










170 










175 




Ser 


Leu 


Ala 


Glu 


Asn 


Asn 


Leu 


Ala 


Gly 


Gly 


Val 


Leu 


Arg 


Phe 


Cys 


Met 








180 










185 










190 






Glu 


Leu 


Pro 


Leu 


Leu 


Arg 


Gin 


He 


Glu 


Leu 


Ser 


Trp 


Asn 


Leu 


Leu 


Gly 






195 










200 










205 








Asp 


Glu 


Ala 


Ala 


Ala 


Glu 


Leu 


Ala 


Gin 


Val 


Leu 


Pro 


Gin 


Met 


Gly 


Arg 




210 










215 










220 










Leu 


Lys 


Arg 


Val 


Glu 


Tyr 


Glu 


Gly 


Pro 


Gly 


Glu 


Glu 


Trp 


Asp 


Gly 


Leu 


225 










230 










235 










240 


Lys 


Gly 


Asp 


Leu 


His 


Pro 


Gly 


Asn 


Thr 


Lys 


Arg 


Pro 


Leu 
















245 










250 






253 










<210> 1076 




























<211> 64 




























<212> PRT 




























<213> Homo 


sapiens 
























<400> 1076 


























Met 


Ser Asp 


He 


Ser 


Pro 


Leu 


Leu 


Tyr 


Glu 


He 


Trp 


Leu 


Gly 


Asp 


Thr 


1 








5 










10 










15 




Ser 


Ala Gly Phe 


Phe 


Thr 


Phe 


Cys 


Val 


Thr 


Val 


Leu 


His 


Val 


Leu 


Leu 








20 










25 










30 






Leu 


Leu 


Ser 


Ser 


Val 


Leu 


His 


Phe 


Leu 


Cys 


Pro 


Arg 


Asp 


Thr 


Ser 


Val 






35 










40 










45 








He 


Ser 


Pro 


Phe 


lie 


Pro 


Pro 


Leu 


Thr 


Pro 


Pro 


Gin 


Ser 


Arg 


Leu 


* 




50 










55 










60 






63 





<210> 1077 

<211> 147 

<212> PRT 

<213> Homo sapiens 



626 



WO 01/54477 
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<400> 1077 

Met Met Lys Ser Leu Arg Val Leu Leu Val He Leu Trp Leu Gin Leu 

1 5 10 15 

Ser Trp Val Trp Ser Gin Gin Lys Glu Val Glu Gin Asn Ser Gly Pro 

20 25 30 

Leu Ser Val Pro Glu Gly Ala He Ala Ser Leu Asn Cys Thr Tyr Ser 

35 40 45 

Asp Arg Gly Ser Gin Ser Phe Phe Trp Tyr Arg Gin Tyr Ser Gly Lys 

50 55 60 

Ser Pro Glu Leu He Met Ser He Tyr Ser Asn Gly Asp Lys Glu Asp 
65 70 75 80 

Gly Arg Phe Thr Ala Gin Leu Asn Lys Ala Ser Gin Tyr Val Ser Leu 

85 90 95 

Leu He Arg Asp Ser Gin Pro Ser Asp Ser Ala Thr Tyr Leu Cys Ala 

100 105 110 

Asp Tyr Ser Gly Asn Thr Pro Leu Val Phe Gly Lys Gly Thr Arg Leu 

115 120 125 

Ser Val He Ala Asn He Gin Asn Pro Asp Pro Ala Leu Tyr Gin Leu 

130 135 140 

Arg Asp Ser 
145 147 



<210> 1078 
<211> 55 
<212> PRT 

<213> Homo sapiens 



<400> 1078 

Met Phe Gin Gly Ser Asn He Leu Phe Leu Leu Pro Ser Pro Gly He 

15 10 15 

Thr Ser He Asn Asp Arg Thr Tyr Phe Leu Phe Val Met Arg Ser Asn 

20 25 30 

Trp Leu Phe Leu Leu Thr Cys Leu He Ala Phe Gin Lys Asn Asn Lys 

35 40 45 

Ser Leu Lys Leu Leu Lys * 
50 54 



<210> 1079 
<211> 97 
<212> PRT 

<213> Homo sapiens 



<400> 1079 
Met He Pro Ala Phe Gly He Phe 

1 5 
He Val Leu Asp Met Gly Phe Ala 
20 

Glu Asp Gly Ser Pro Val Ser Phe 
35 40 
Ala Gly Met Ser He Gly Tyr Thr 
50 55 



Arg Leu Leu He He He Leu He 

10 15 
Leu Tyr Arg Arg Phe Phe Val Pro 

25 30 
Ala Ala His He Ala Gly Gly Phe 
45 

Val Phe Ser Cys Phe Asp Lys Ala 
60 
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Leu Met Lys Asp Pro Arg Phe Trp lie Ala lie Ala Ala Tyr Leu Ala 

65 70 75 80 

Cys Val Leu Phe Ala Val Phe Phe Asn lie Phe Leu Ser Pro Ala Asn 

85 90 95 96 



<210> 1080 

<211> 134 

<212> PRT 

<213> Homo sapiens 





. <400> 1080 










Met 


Leu 


Ser 


He 


Leu 


Leu Ala Thr Leu Thr 


Leu Ser Leu Lys 


Glu Lys 


1 








5 


10 




15 


Arg 


Gly 


Glu 


Arg 


Ser 


He His Gin Pro Glu 


Pro Ser Glu Lys 


Ser Val 








20 




25 


30 




Cys 


Leu 


Pro 


Val 


Ser 


Gly Ala Asp Pro Phe 


Arg Gly Ser Arg 


Gly Arg 






35 






40 


45 




Gly 


Lys 


Glu 


He 


Arg 


Arg Glu Lys Asp He 


Gly Leu Leu Glu 


His Val 




50 








55 


60 




Gly 


Gin 


Glu 


Val 


Pro 


Arg Arg He Cys Glu 


Gin Leu Pro Asp 


Ser Lys 


65 










70 


75 


80 


Ala 


Leu 


Ala 


Arg 


Pro 


Gin Asp Gly Pro Cys 


Leu Leu Asp He 


Arg Lys 










85 


90 




95 


Pro 


Lys 


Gly 


Gin 


Asn 


Lys Asn Thr Cys Leu 


Val Gly Glu Gly 


Ser Leu 








100 




105 


110 




Arg 


Gly 


His 


Gin 


Val 


Gly Gin He Pro Leu 


Val Thr His Leu 


Trp Arg 






115 






120 


125 


Leu 


Pro 


Gin 


Lys 


Cys 


★ 








130 






133 









<210> 1081 
<211> 185 
<212> PRT 

<213> Homo sapiens 



<400> 1081 



Met 


Lys 


He 


Leu 


Val 


Ala Phe Leu Val Val 


Leu Thr He Phe 


Gly 


He 


l 








5 


10 




15 




Gin 


Ser 


His 


Gly 


Tyr 


Glu Val Phe Asn He 


He Ser Pro Ser 


Asn 


Asn 








20 




25 


30 






Gly 


Gly 


Asn 


Val 


Gin 


Glu Thr Val Thr He 


Asp Asn Glu Lys 


Asn 


Thr 






35 






40 


45 






Ala 


He 


He 


Asn 


He 


His Ala Gly Ser Cys 


Ser Ser Thr Thr 


He 


Phe 




50 








55 


60 






Asp 


Tyr 


Lys 


His 


Gly 


Tyr He Ala Ser Arg 


Val Leu Ser Arg 


Arg Ala 


65 










70 


75 




80 


Cys 


Phe 


He 


Leu 


Lys 


Met Asp His Gin Asn 


He Pro Pro Leu 


Asn 


Asn 










85 


90 




95 




Leu 


Gin 


Trp 


Tyr 


He 


Tyr Glu Lys Gin Ala 


Leu Asp Asn Met 


Phe 


Ser 








100 




105 


110 






Ser 


Lys 


Tyr 


Thr 


Trp 


Val Lys Tyr Asn Pro 


Leu Glu Ser Leu 


He 


Lys 
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115 




120 


Asp Val Asp 


Trp Phe 


Leu Leu Gly 


130 




135 


His lie Pro 


Leu Tyr 


Lys Gly Glu 


145 




150 


Gly Ala Gly 


Gly Cys 


Ala Lys Ala 




165 




Ser lie Cys 


Ala Asp 


He His Val 




180 


184 



125 

Ser Pro He Glu Lys Leu Cys Lys 
140 

Val Val Glu Asn Thr His Asn Val 
155 160 
Gly Leu Leu Gly He Leu Gly He 
170 175 

* 



<210> 1082 
<211> 285 
<212> PRT 

<213> Homo sapiens 

<22l> misc_f eature 
<222> (1) . . . (285) 

<223> Xaa = any amino acid or nothing 



<400> 1082 



Met Val 


He 


Ala 


Leu 


He 


He 


Phe 


Leu 


Arg 


Ser Pro 


Ala 


Met Ala Gly 


1 






5 










10 






15 


Gly Leu 


Phe 


Ala 
20 


He 


Glu 


Arg 


Glu 


Phe 
25 


Phe 


Phe Glu 


Leu 


Gly Leu Tyr 
30 


Asp Pro 


Gly 


Leu 


Gin 


He 


Trp 


Gly Gly 


Glu 


Asn Phe 


Glu 


He Ser Tyr 




35 










40 








45 


Lys He 


Trp 


Gin Cys 


Gly 


Gly 


Lys 


Leu 


Leu 


Phe Xaa 


Pro 


Cys Ser Arg 


50 










55 








60 




Val Gly 


His 


He 


Tyr 


Arg 


Leu 


Glu Gly 


Trp 


Gin Gly 


Asn 


Pro Pro Pro 


65 








70 










75 




80 


He Tyr 


Val 


Gly Ser 


Ser 


Pro 


Thr 


Leu 


Lys 


Asn Tyr 


Val 


Arg Val Val 








85 










90 






95 


Glu Val 


Trp 


Trp Asp 


Glu 


Tyr 


Lys 


Asp 


Tyr 


Phe Tyr 


Ala 


Ser Arg Pro 






100 










105 








110 


Glu Ser 


Gin 


Ala 


Leu 


Pro 


Tyr 


Gly Asp 


He 


Ser Glu 


Leu 


Lys Lys Phe 




115 










120 








125 




Arg Glu 


Asp 


His 


Asn 


Cys 


Lys 


Ser 


Phe 


Lys 


Trp Phe 


Met 


Glu Glu He 


130 










135 








140 






Ala Tyr 


Asp 


He 


Thr 


Ser 


His 


Tyr 


Pro 


Leu 


Pro Pro 


Lys Asn Val Asp 


145 








150 










155 




160 


Trp Gly 


Glu 


He 


Arg 
165 


Gly 


Phe 


Glu 


Thr 


Ala 
170 


Tyr Cys 


He 


Asp Ser Met 
175 


Gly Lys 


Thr 


Asn Gly 


Gly 


Phe 


Val 


Glu 


Leu 


Gly Pro 


Cys His Arg Met 






180 










185 








190 


Gly Gly 


Asn 
195 


Gin 


Leu 


Phe 


Arg 


He 
200 


Asn 


Glu 


Ala Asn 


Gin 
205 


Leu Met Gin 


Tyr Asp 


Gin 


Cys 


Leu 


Thr 


Lys 


Gly Ala 


Asp 


Gly Ser 


Lys Val Met He 


210 










215 








220 






Thr His 


Cys 


Asn 


Leu 


Asn 


Glu 


Phe 


Lys 


Glu 


Trp Gin 


Tyr 


Phe Lys Asn 


225 








230 










235 




240 


Leu His 


Arg 


Phe 


Thr 


His 


He 


Pro 


Ser 


Gly 


Lys Cys 


Leu Asp Arg Ser 








245 










250 






255 


Glu Val 


Leu 


His 
260 


Gin 


Val 


Phe 


He 


Ser 
265 


Asn 


Cys Asp 


Ser 


Ser Lys Thr 
270 


Thr Gin 


Lys 
275 


Trp 


Glu 


Met 


Asn 


Asn 
280 


He 


His 


Ser Val 
284 


* 
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<210> 1083 

<211> 73 

<212> PRT 

<213> Homo sapiens 



<400> 1083 
Met Phe Trp Phe Leu Asn lie Phe 

1 5 
Ser Lys Ser Leu Ser Leu Gin Leu 
20 

Cys Gin Phe Cys Leu Arg Leu His 
35 - 40 

Phe Lys Ala Lys Leu Ala Asn His 

50 55 
•Phe Phe Leu Phe Val Ser Val Leu 
65 70 72 



lie Leu lie Leu Ser Lys His Ser 

10 15 
Pro Glu Val Leu Leu Leu Phe Leu 

25 30 
Pro Val Arg Gly Leu Arg Leu His 
45 

His Val lie Cys lie Gly Leu Gly 
60 



<210> 1084 

<211> 56 

<212> PRT 

<213> Homo sapiens 



<400> 1084 
Met lie Phe Gly Thr Asp Cys Cys 

1 5 
Phe Val Phe Phe Leu lie Lys Ala 
20 

Phe Asp Asp Ser Leu Arg Pro Glu 
35 40 
Leu Glu Lys Arg Tyr Ser Met * 
50 55 



Ala Leu Ser Lys Tyr Met Trp Ala 

10 15 
Arg Trp Arg Glu Lys Asn Pro Cys 

25 30 
Gin Cys Leu Leu Asp Glu Gly Ser 
45 



<210> 1085 

<211> 68 

<212> PRT 

<213> Homo sapiens 



<400> 1085 

Met Gin lie Phe Leu Leu Leu Tyr Ala Leu Gly Arg Phe Val Leu Leu 

15 10 15 

Val Thr Phe Ser Pro Leu Val Leu Ser Leu Ser Tyr Pro Val Leu Val 

20 25 30 

Ser Phe Tyr Leu Arg Tyr Pro Ser Val Leu Phe Val Phe Leu His Asn 

35 40 45 

Val Val Ser Leu Val . Phe Gly Tyr Pro Leu Gin Asn Gin Gin Gly Leu 

50 55 60 

He His Pro * 
65 67 



630 
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<210> 1086 
<211> 62 
<212> PRT 

<213> Homo sapiens 



<400> 1086 



Met 


Cys 


Pro 


Phe 


Met 


Pro 


Pro 


Pro 


Gly 


1 








5 










Val 


Phe 


Trp 


Val 


Glu 


His 


Pro 


Gly 


Ser 








20 










25 


Thr 


He 


He Gly 


Arg 


Ser 


Ala 


Lys 


Leu 






35 










40 




Trp 


Glu 


Pro Gly 


Gin 


Gin 


Ala 


Leu 


Gin 




50 










55 








<210> 1087 














<211> 294 














<212> PRT 














<213> Homo 


sapiens 










<400> : 


1087 












Met 


Pro 


Tyr 


Val 


Thr 


Glu 


Ala 


Thr 




1 








5 










Leu 


Val 


Ala 


Glu 


Ala 


Ala 


Ala 


Ala 


Pro 








20 










25 


Ala 


Asn 


Val 


Leu 


Glu 


Pro 


Arg 


Glu 


His 






35 










40 




Val 


Tyr 


Gly 


Pro 


Arg 


Glu 


Gly 


Gly 


Arg 




50 










55 






Gly 


Val 


Lys 


Ala 


Ala 


Ala 


Ala 


Glu 


Leu 


65 










70 








Arg 


Leu 


Ala 


Trp 


Leu 


Ala 


Val 


Arg 


Ala 










85 










Leu 


Met 


Asp 


Val 


Val 


Ser 


Lys 


Lys 


His 








100 










105 


Leu 


Thr 


Thr 


Val 


Trp 


Thr 


Arg 


Pro 


Gly 






115 










120 




Arg 


Met 


Asn 


Ala 


He 


Ser 


Gly 


Trp 


Gin 




130 










135 






Gin 


Glu 


Phe 


Asn 


Pro 


Ala 


Leu 


Ser 


Pro 


145 










150 








Pro 


Gly 


Ala 


Gly 


Pro 


Asp 


Pro 


Pro 


Ser 










165 










Arg 


Gly 


Ala 


Pro 


He 


Gly 


Gly 


Arg 


Phe 








180 










185 


Gly 


Cys 


Phe 


Tyr 


Asn 


Ala 


Asp 


Tyr 


Leu 






195 










200 




Gly 


Glu 


Leu 


Ala 


Gly 


Gin 


Glu 


Glu 


Glu 




210 










215 






Val 


Met 


Asp 


Val 


Phe 


Leu 


Arg 


Phe 


Ser 


225 










230 








Val 


Glu 


Pro 


Gly 


Leu 

OAK 


Val 


Gin 


Lys 


Phe 



PCTAJS01/02687 



Leu Leu Arg Leu Phe Gin He 

10 15 
Val Asn Pro Phe Glu Arg Ser 
30 

Lys Lys Asp Leu Lys Ser His 
45 

Gin Gly Leu Leu * 
60 61 



Val 


Gin Leu Val 


Leu Pro 


Leu 


10 




15 




Ala 


Phe Leu Glu 


Ala Phe 


Ala 






30 




Ala 


Leu Leu Thr 


Leu Leu 


Leu 




45 






Gly 


Ala Pro Asp 


Pro Phe 


Leu 




60 






Glu 


Arg Arg Tyr 


Pro Gly 


Thr 




75 




80 


Glu 


Ala Pro Ser 


Gin Val 


Arg 


90 




95 




Pro 


Val Asp Thr 


Leu Phe 


Phe 






110 




Pro 


Glu Val Leu 


Asn Arg 


Cys 




125 






Ala 


Phe Phe Pro 


Val His 


Phe 




140 






Gin 


Arg Ser Pro 


Pro Gly 


Pro 




155 




160 


Pro 


Pro Gly Ala 


Asp Pro 


Ser 


170 




175 




Asp 


Arg Gin Ala 


Ser Ala 


Glu 






190 




Ala 


Ala Arg Ala 


Arg Leu 


Ala 




205 






Glu 


Ala Leu Glu 


Gly Leu 


Glu 




220 






Gly 


Leu His Leu 


Phe Arg 


Ala 




235 




240 


Ser 


Leu Arg Asp 


Cys Ser 


Pro 


250 




255 
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Arg 


Leu Ser Glu 


Glu Leu Tyr 


His 


Arg 


Cys 


Arg 


Leu Ser 


Asn 


Leu 


Glu 




260 






265 








270 






Gly 


Leu Gly Gly 


Arg Ala Gin 


Leu 


Ala 


Met 


Ala 


Leu Phe 


Glu 


Gin 


Glu 




275 




280 








285 








Gin 


Ala Asn Ser 


Thr * 




















290 


293 



















<210> 1088 

<211> 477 

<212> PRT 

<213> Homo sapiens 



<400> 1088 



Met 


Gin 


Trp 


Lys 


Val 


Thr Leu 


Thr 


Ser 


Arg 


Trp 


Gly 


Leu 


Leu 


Arg 


His 


1 








5 








10 










15 




Cys 


Gin 


Val 


Leu 


Ala 


Gly Leu 


Leu 


His 


Leu 


Gly 


Asn 


He 


Gin 


Phe 


Ala 








20 








25 










30 






Ala 


Ser 


Glu 


Asp 


Glu 


Ala Gin 


Pro 


Cys 


Gin 


Pro 


Met 


Asp 


Asp 


Ala 


Lys 






35 








40 










45 








Tyr 


Ser 


Val 


Arg 


Thr 


Ala Ala 


Ser 


Leu 


Leu 


Gly 


Leu 


Pro 


Glu 


Asp 


Val 




50 








55 










60 










Leu 


Leu 


Glu 


Met 


Val 


Gin He 


Lys 


Thr 


He 


Arg 


Ala 


Gly 


Arg 


Gin 


Gin 


65 










70 








75 










80 


Gin 


Val 


Phe 


Arg 


Lys 


Pro Cys 


Ala 


Arg 


Ala 


Glu 


Cys 


Asp 


Thr 


Arg 


Arg 










85 








90 










95 




Asp 


Cys 


Leu 


Ala 


Lys 


Leu He 


Tyr 


Ala 


Arg 


Leu 


Phe 


Asp 


Trp 


Leu 


Val 








100 








105 










110 






Ser 


Val 


He 


Asn 


Ser 


Ser He 


Cys 


Ala 


Asp 


Thr 


Asp 


Ser 


Trp 


Thr 


Thr 






115 








120 










125 








Phe 


lie 


Gly 


Leu 


Leu 


Asp Val 


Tyr 


Gly 


Phe 


Glu 


Ser 


Phe 


Pro 


Asp 


Asn 




130 








135 










140 










Ser 


Leu 


Glu 


Gin 


Leu 


Cys He 


Asn 


Tyr 


Ala 


Asn 


Glu 


Lys 


Leu 


Gin 


Gin 


145 










150 








155 










160 


His 


Phe 


Val 


Ala 


His 


Tyr Leu 


Arg 


Ala 


Gin 


Gin 


Glu 


Glu 


Tyr 


Ala 


Val 










165 








170 










175 




Glu 


Gly 


Leu 


Glu 


Trp 


Ser Phe 


He 


Asn 


Tyr 


Gin 


Asp 


Asn 


Gin 


Pro 


Cys 








180 








185 










190 






Leu 


Asp 


Leu 


He 


Glu 


Gly Ser 


Pro 


He 


Ser 


He 


Cys 


Ser 


Leu 


He 


Asn 






195 








200 










205 








Glu 


Glu 


Cys 


Arg 


Leu 


Asn Arg 


Pro 


Ser 


Ser 


Ala 


Ala 


Gin 


Leu 


Gin 


Thr 




210 








215 










220 










Arg 


He 


Glu 


Thr 


Ala 


Leu Ala 


Gly 


Ser 


Pro 


Cys 


Leu 


Gly 


His 


Asn 


Lys 


225 










230 








235 










240 


Leu 


Ser 


Arg 


Glu 


Pro 


Ser Phe 


He 


Val 


Val 


His 


Tyr 


Ala 


Gly 


Pro 


Val 










245 








250 










255 




Arg 


Tyr 


His 


Thr 


Ala 


Gly Leu 


Val 


Glu 


Lys 


Asn 


Lys 


Asp 


Pro 


He 


Pro 








260 








265 










270 






Pro 


Glu 


Leu 


Thr 


Arg 


Leu Leu 


Gin 


Gin 


Ser 


Gin 


Asp 


Pro 


Leu 


Leu 


Met 






275 








280 










285 








Gly 


Leu 


Phe 


Pro 


Thr 


Asn Pro 


Lys 


Glu 


Lys 


Thr 


Gin 


Glu 


Glu 


Pro 


Pro 




290 








295 










300 










Gly 


Gin 


Ser 


Arg 


Ala 


Pro Val 


Leu 


Thr 


Val 


Val 


Ser 


Lys 


Phe 


Lys 


Ala 


305 










310 








315 










320 


Ser 


Leu 


Glu 


Gin 


Leu 


Leu Gin 


Val 


Leu 


His 


Ser 


Thr 


Thr 


Pro 


His 


Tyr 










325 








330 










335 




lie 


Arg 


Cys 


He 


Met 


Pro Asn 


Ser 


Gin 


Gly 


Gin 


Ala 


Gin 


Thr 


Phe 


Leu 
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340 345 350 



Gin 


Glu 


Glu 


Val 


Leu 


Ser Gin Leu Glu 


Ala Cys Gly Leu Val Glu Thr 






355 






360 


365 


He 


His 


He 


Ser 


Ala 


Ala Gly Phe Pro 


He Arg Val Ser His Arg Asn 




370 








375 


380 


Phe 


Val 


Glu 


Arg 


Tyr 


Lys Leu Leu Arg Arg Leu His Pro Cys Thr Ser 


385 










390 


395 400 


Ser 


Gly 


Pro 


Asp 


Ser 


Pro Tyr Pro Ala 


Lys Gly Leu Pro Glu Trp Cys 










405 




410 415 


Pro 


His 


Ser 


Glu 


Glu 


Ala Thr Leu Glu 


Pro Leu He Gin Asp He Leu 








420 




425 


430 


His 


Thr 


Leu 


Pro 


Val 


Leu Thr Gin Ala 


Ala Ala He Thr Gly Asp Ser 






435 






440 


445 


Ala 


Glu 


Ala 


Met 


Pro 


Ala Pro Met His 


Cys Gly Arg Thr Lys Val Phe 




450 








455 


460 


Met 


Thr 


Asp 


Ser 


Met 


Leu Glu Leu Leu 


Glu Cys Gly Ala 



465 470 475 477 



<210> 1089 

<211> 66 

<212> PRT 

<213> Homo sapiens 



<400> 1089 

Met Ala Ala Gly Val Ser Ser Val Leu Leu Leu Leu Phe Thr Leu Met 

15 10 15 

Glu Ser Gly Leu Lys His Arg Val Trp Glu Ser Trp Gin Leu Phe Thr 

20 25 30 

Ser Trp Leu Ala Phe Cys Ser Pro Ser Phe Ser Val Val Phe Thr Cys 

35 40 45 

Ser Tyr Ser Leu Ser Ser Trp Gly Leu Lys Gly He Ser Ser Arg Thr 

50 55 60 

Arg * 
65 



<210> 1090 

<211> 185 

<212> PRT 

<213> Homo sapiens 



<400> 1090 

Met Leu Trp Leu Leu Phe Phe Leu Val Thr Ala He His Ala Glu Leu 

15 10 15 

Cys Gin Pro Gly Ala Glu Asn Ala Phe Lys Val Arg Leu Ser He Arg 

20 25 30 

Thr Ala Leu Gly Asp Lys Ala Tyr Ala Trp Asp Thr Asn Glu Glu Tyr 

35 40 45 

Leu Phe Lys Ala Met Val Ala Phe Ser Met Arg Lys Val Pro Asn Arg 

50 55 -60 

Glu Ala Thr Glu He Ser His Val Leu Leu Cys Asn Val Thr Gin Arg 
65 70 75 80 

Val Ser Phe Trp Phe Val Val Thr Asp Pro Ser Lys Asn His Thr Leu 
85 90 95 
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Pro 


Ala 


Val 


Glu 
100 


Val 


Gin 


Ser Ala He Arg Met Asn Lys Asn Arg He 
105 110 


Asn 


Asn 


Ala 


Phe 


Phe 


Leu Asn Asp Gin Thr Leu Glu Phe Leu Lys He 






115 








120" 125 


Pro 


Ser 
130 


Thr 


Leu 


Ala 


Pro 


Pro Met Asp Pro Ser Val Pro He Trp He 
135 140 


He 


He 


Phe 


Gly 


Val 


He 


Phe Cys He He He Val Ala He Ala Leu 


145 










150 


155 160 


Leu 


He 


Leu 


Ser 


Gly 
165 


He 


Trp Gin Arg Arg Arg Lys Asn Lys Glu Pro 
170 175 


Ser 


Glu 


Val 


Asp 
180 


Asp 


Ala 


Glu Glu * 
184 



<210> 1091 
<211> 47 
<212> PRT 

<213> Homo sapiens 



<400> 1091 
Met Leu Gly Gly 
1 

Cys Ser Asn Leu 
20 

Ser Cys Phe He 
35 



Asn Phe Leu Met 
5 

Leu Ser Tyr Val 

Lys Ala Ser Leu 
40 



Phe Leu Pro Pro 
10 

He Pro Asn Asp 
25 

Asn Tyr Thr Leu 



Leu Gin Arg Leu 
15 

Phe Ser Val Met 
30 

Leu He * 
45 46 



<210> 1092 
<211> 46 
<212> PRT 

<213> Homo sapiens 



<400> 1092 
Met Val Leu Trp Asn Leu Met Leu 

l 5 
Pro Pro Asp Leu Val Ser Trp Asn 
20 

His Ser Pro Leu Pro Gin Leu Thr 
35 40 



His Ser Leu Ser Ala Val Thr Tyr 

10 15 
Leu His Phe Lys Gin Asn Pro Asp 

25 " 30 " 

Trp Glu Val Leu Pro * 
45 



<210> 1093 
<211> 64 
<212> PRT 

<213> Homo sapiens 



<400> 1093 
Met Thr Val Ser Phe Cys Cys Cys 

1 5 
Pro Pro Leu Tyr Gin Asp Leu Val 
20 

Ala Gly Asp Pro Met Pro Ala Ala 



Trp He Leu Ala Val Leu Pro Ser 

10 15 
Gly Ser Lys Leu Glu He Gin Ala 

25 30 
Ser Arg Leu Phe His Glu Arg Gin 
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Ser 


Leu Pro Gly 


Ala 


Pro Ala Thr Ser Ala 


Ser Pro 


Ser Val Leu * 




50 




55 


60 


63 




<210> 1094 












<211> 85 












<212> PRT 












<213> Homo 


sapiens 








<400> 1094 










Met 


His Phe Leu 


Ala 


Thr Phe Ala Leu Phe 


Phe He 


Phe Gly Val Phe 


1 




5 


10 




15 


Phe 


Leu Phe Ala 


Val 


Leu Thr Asn Leu Leu 


Leu Ala 


Glu Glu Val Asn 




20 




25 




30 


lie 


Arg Gly Gly 


Asn 


Phe Leu Gly Ser Phe Leu Val 


His Thr Leu Phe 




35 




40 




45 


Leu 


Asp Gin Val 


Pro 


Gly Glu He Thr His 


Asp Ser 


His Leu Val Leu 




50 




55 


60 




Ala 


lie Thr lie 


Asn 


Thr Ala Ser Pro Lys 


Phe Ser 


Ser Ser He Phe 


65 






70 


75 


80 


Phe 


Tyr Gin Leu 


* 










84 












<210> 1095 












<211> 89 












<212> PRT 












<213> Homo 


sapiens 








<400> 1095 










Met 


Ala Ser His 


Gly 


Glu Glu Asp Arg His 


Trp Leu Arg Ala Cys Thr 


l 




5 


10 




15 


Trp 


lie Trp Ala 


Leu 


Ser Leu Thr Leu Ser 


Val Ser 


Ser Ser Val Gly 




20 




25 




30 


Trp 


Arg Arg Gly 


Gly 


Cys Arg Trp Leu Gly Arg Arg Asn Ala Thr Val 




35 




40 




45 


Pro 


Arg Asn Ser 


Pro 


His Gly Thr Ser Cys 


Leu His 


Cys Val Leu Asp 




50 




55 


60 




lie 


Pro Ala Lys 


Cys 


Gly Arg Lys Arg Ser Gly Glu Gly Thr Phe Gin 


65 






70 


75 


80 


Ser 


Leu Leu Leu 


Phe 


Cys Thr Ala * 










85 


88 








<210> 1096 












<211> 158 












<212> PRT 












<213> Homo 


sapiens 








<400> 1096 










Met 


Phe Val lie 


Ala 


Phe Leu Ser Pro Leu 


Ser Leu 


He Phe Leu Ala 


1 




5 


10 




15 
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Lys 


Phe 


Leu 


Lys 


Lys 


Ala 


Asp 


Thr 


Arg Asp Ser Arg Gin Ala Cys Leu 








20 










25 30 


Ala 


Ala 


Ser 


Leu 


Ala 


Leu 


Ala 


Leu 


Asn Gly Val Phe Thr Asn Thr He 






35 










40 


45 


Lys 


Leu 


He 


Val 


Gly 


Arg 


Pro 


Arg 


Pro Asp Phe Phe Tyr Arg Cys Phe 




50 










55 




60 


Pro Asp 


Gly 


Leu 


Ala 


His 


Ser 


Asp 


Leu Met Cys Thr Gly Asp Lys Asp 


65 










70 






75 80 


Val 


Val 


Asn 


Glu 


Gly 


Arg 


Lys 


Ser 


Phe Pro Ser Gly His Ser Ser Phe 










85 








90 95 


Ala 


Phe 


Ala 


Gly 


Leu 


Ala 


Phe 


Ala 


Ser Phe Tyr Leu Ala Gly Lys Leu 








100 










105 110 


His 


Cys 


Phe 


Thr 


Pro 


Gin 


Gly 


Arg 


Gly Lys Ser Trp Arg Phe Cys Ala 






115 










120 


125 


Phe 


Leu 


Ser 


Pro 


Leu 


Leu 


Phe 


Ala 


Ala Val He Ala Leu Ser Arg Thr 




130 










135 




140 


Cys Asp 


Tyr 


Lys 


His 


His 


Trp 


Gin 


Gly Pro Phe Lys Trp * 


145 










150 






155 157 



<210> 1097 
<2ll> 88 
<212> PRT 

<213> Homo sapiens 



<400> 1097 



Met 


He 


Thr 


Thr 


Ser 


Leu 


Lys 


Ser 


Ser Ser Arg Leu Cys Cys Phe Arg 


l 








5 








10 15 


Arg 


Ser 


He 


Phe 


Phe 


Thr 


Ala 


Thr 


Cys Phe Pro Val Cys Phe Ser Val 








20 










25 30 


Ala 


Met 


His 


Thr 


Met 


Pro 


Val 


Glu 


Pro Ser Pro He Leu He Lys Leu 






35 










40 


45 


Ala 


Lys 


Tyr 


Ser 


Leu 


Gly 


Ser 


Pro 


Gly Leu Thr Thr Ser Cys Arg Ala 




50 










55 




60 


Ala Arg 


Asn Cys 


Ser 


Trp 


Asp 


Thr 


Leu Glu Gly Cys Trp Ser Glu Glu 


65 










70 






75 80 


Glu 


Pro 


Gin 


Leu 


Gly 


Gly 


Gly 


* 












85 




87 







<210> 1098 
<211> 58 
<212> PRT 

<213> Homo sapiens 





<400> 1098 










Met 


Met 


Ser Gly 


Trp Leu 


Leu 


Arg 


Ala Ala He Cys Arg Gly Leu Leu 


1 






5 






10 15 


Ser 


Ser 


Glu Ser 


Leu Thr 


Phe 


Thr 


5er Ala Pro His Ser He Ser He 






20 








25 30 


Ala Val 


Thr Cys 


Arg Asp 


Gly 


Asn 


Leu Gin Thr Gly Tyr Arg Pro Thr 






35 






40 


45 


His 


Val 


Val Phe 


Leu Ser 


Thr 


Ala 


Arg * 




50 






55 




57 
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<210> 1099 

<211> 72 

<212> PRT 

<213> Homo sapiens 



<400> 1099 



Met 


Ala Ser Glu 


Pro 


Cys 


Trp 


Trp Ala Gly Met 


Leu Pro Cys 


Ala Cys 


1 




5 






10 




15 


Ala 


Gly Leu Arg 


Arg 


Cys 


Ser 


His Ser Arg Phe 


Leu Gin Arg 


Gly His 




20 








25 


30 




Gly 


Leu His Ser 


Leu 


Met 


Glv 


Ser Leu Pro Ala 


Pro lie Ser 


Pro Pro 




35 








40 


AC 




Trp 


Thr His Pro 


Trp 


Gly 


He 


He Leu Pro Trp 


Pro lie Arg 


Gly His 




50 






55 




60 




Pro 


Ser Val Pro 


He 


Arg 


Leu 


* 






65 






70 


71 










<r?1 0i» 1 i on 
















<211> 47 
















<212> PRT 
















<213> Homo 


sapiens 












<400> 1100 














Met 


Ser Phe Phe 


Leu 


He 


Leu 


Glv Val Glv Ser 


C*v<3 TiPU Rpr 


Tyr Ser 


1 




5 






10 






Leu 


Val Pro Leu 


He 


He 


Leu 


Ser Phe Cvs His 


Php Tvr Pro 


Glu Ser 




20 














Val 


Gly Cys Pro 


Asp Ala 


Pro 


Ser Pro Arg Val 


Arcr Glv Arcr 


Val 




35 








40 


45 


4.7 




<210> 1101 
















<211> 130 
















<212> PRT 
















<213> Homo 


sapiens 












<400> 1101 














Met 


Arg Pro Leu 


Lys 


Pro 


Gly 


Ala Pro Leu Pro 


Ala Leu Phe 


Leu Leu 


1 




5 






10 




15 


Ala 


Leu Ala Leu 


Ser 


Pro 


His 


Gly Ala His Gly 


Arg Pro Arg 


Gly Arg 




20 








25 


30 




Arg 


Gly Ala Arg 


Val 


Thr 


Asp 


Lys Glu Pro Lys 


Pro Leu Leu 


Phe Leu 




35 








40 


45 




Pro 


Ala Ala Gly 


Ala 


Gly 


Arg 


Thr Pro Ser Gly 


Ser Arg Ser 


Ala Glu 




50 






55 




60 




lie 


Phe Pro Arg 


Asp 


Ser 


Asn 


Leu Lys Asp Lys 


Phe He Lys 


His Phe 


65 






70 




75 




80 


Thr 


Gly Pro Val 


Thr 


Phe 


Ser 


Pro Glu Cys Ser 


Lys His Phe 


His Arg 






85 






90 




95 


Leu 


Tyr Tyr Asn 


Thr 


Arg 


Glu 


Cys Ser Thr Pro 


Ala Tyr Tyr 


Lys Arg 




100 








.105 


110 
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Cys Ala Arg Leu Leu Thr Arg Leu Ala Val Ser Pro Leu Cys Ser Gin 
115 120 125 

Thr * 
129 



<210> 1102 
<211> 170 
<212> PRT 

<213> Homo sapiens 



<400> 1102 

Met Gin Phe Val Leu Leu Arg Thr Leu Ala Tyr He Pro Thr Pro He 

15 10 15 

Tyr Phe Gly Ala Val He Asp Thr Thr Cys Met Leu Trp Gin Gin Glu 

20 25 30 

Cys Gly Val Gin Gly Ser Cys Trp Glu Tyr Asn Val Thr Ser Phe Arg 

35 40 45 

Phe Val Tyr Phe Gly Leu Ala Ala Val Leu Lys Tyr Val Gly Cys He 

50 55 60 

Phe He Leu Leu Ala Trp Tyr Ser He Lys Asp Thr Glu Asp Glu Gin 
65 70 75 80 

Pro Arg Leu Arg Gin Lys Lys He Cys Leu Ser Thr Leu Ser Asp Thr 

85 90 95 

Met Thr Gin Pro Asp Ser Ala Gly Val Val Ser Cys Pro Leu Phe Thr 

100 105 110 

Pro Asp Gly Glu He His Lys Lys Thr Gly Leu Arg Lys Arg Asp Pro 

115 120 125 

Gly Gly Thr Thr Glu Pro Thr Pro Gly Pro Leu Arg Lys Arg Pro' Leu 

130 135 140 

Cys Thr Leu Glu Ala Pro Arg Leu Pro Asn Lys Ala Pro Phe Thr Leu 
145 150 155 160 

Glu Leu Ala Leu Leu Arg Val Arg Leu * 
165 " 169 



<210> 1103 

<211> 62 

<212> PRT 

<213> Homo sapiens 



<400> 1103 
Met Leu He He Phe Asn Ala Val 

1 5 
He Pro Ala Arg Pro Thr Thr Asn 
20 

Gin His Thr Gin Tyr Thr Ser Tyr 
35 40 
Pro Ala Ala Cys Gin His Gly Pro 
50 55 



Trp Val Arg Cys Leu Lys Pro Lys 

10 15 
Asp Thr Met He Ser Lys Thr Lys 

25 30 
Ala Pro Ser Trp Pro Trp Leu Gly 
45 

Leu He Ser His Thr Pro 
60 62 



<210> 1104 
<211> 83 
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<212> PRT 

<213> Homo sapiens 
<400> 1104 



Met 


Lys 


Gin 


Leu 


Ser 


Pro 


Leu 


Pro Leu 


Pro 


Trp Val 


Leu Cys 


Phe 


Leu 


1 








5 








10 








15 




Trp 


Lys 


Pro 


Ser 
20 


Lys 


Leu 


Ser 


Val Leu 
25 


Ser 


Phe 


Ala 


Ser Pro 
30 


Pro 


Ser 


Thr 


Lys 


Pro 


Ser 


Gin 


Gin 


Ala 


Gly Leu 


Val 


Cys 


Ser 


Leu He Arg Val 






35 










40 








45 






Ser 


Thr 


Ser 


Ser 


Thr 


Pro Ala Cys Thr 


Phe 


Tyr 


Leu 


Pro Val 


Asn 


Ala 




50 










55 








60 








Lys 


Cys 


Arg Ser 


Cys 


Pro 


Leu 


Asn Asn 


Pro 


Pro 


Trp 


Glu Val 


Pro 


Trp 


65 










70 








75 








80 


lie 


Asn 
82 


* 

























<210> 1105 

<211> 124 

<212> PRT 

<213> Homo sapiens 



<400> 1105 

Met Val Phe Thr Val Thr Leu Lys Leu Ala Leu Asp Thr His Tyr Trp 

1 5 10 15 

Thr Trp He Asn His Phe Val He Trp Gly Ser Leu Leu Phe Tyr Val 

20 25 30 

Val Phe Ser Leu Leu Trp Gly Gly Val He Trp Pro Phe Leu Asn Tyr 

35 40 45 

Gin Arg Met Tyr Tyr Val Phe He Gin Met Leu Ser Ser Gly Pro Ala 

50 55 60 

Trp Leu Ala He Val Leu Leu Val Thr He Ser Leu Leu Pro Asp Val 
65 70 75 80 

Leu Lys Lys Val Leu Cys Arg Gin Leu Trp Pro Thr Ala Thr Glu Arg 

85 90 95 

Val Gin Thr Lys Ser Gin Cys Leu Ser Val Glu Gin Ser Thr He Phe 

100 105 110 

Met Leu Ser Gin Thr Ser Ser Ser Leu Ser Phe * 
115 120 123 



<210> 1106 

<211> 248 

<212> PRT 

<213> Homo sapiens 



<400> 1106 
Met Ser Phe Ser Ala Tyr Gin Thr 

1 5 
Val Gin Gin He He Phe Phe Leu 
20 

Val Leu Met Pro Val Leu His Gly 
35 40 



Ala Phe He Cys Leu Gly Leu Leu 

10 15 
Gly Thr Thr Ala Leu Ala Phe Leu 

25 30 
Arg Asn Leu Leu Leu Phe Arg Ser 
45 



639 



WO 01/54477 



PCTAJS01/02687 



Leu 


Glu 


Ser 


Ser 


Trp 


Pro 


Phe 


Trp Leu Thr 


Leu 


Ala Leu Ala Val 


He 




50 










55 






60 




Leu 


Gin 


Asn 


Met 


Ala 


Ala 


His 


Trp Val Phe 


Leu 


Glu Thr His Asp 


Gly 


65 










70 






75 


80 


His 


Pro 


Gin 


Leu 


Thr 


Asn 


Arg 


Arg Val Leu 


Tyr 


Ala Ala Thr Phe 


Leu 










85 






90 




95 




Leu 


Phe 


Pro 


Leu 


Asn 


Val 


Leu 


Val Gly Ala 


Met 


Val Ala Thr Trp 


Arg 








100 








105 




110 


Val 


Leu 


Leu 


Ser 


Ala 


Leu 


Tyr 


Asn Ala lie 


His 


Leu Gly Gin Met 


Asp 






115 










120 




125 


Leu 


Ser 


Leu 


Leu 


Pro 


Pro 


Arg 


Ala Ala Thr 


Leu 


Asp Pro Gly Tyr 


Tyr 




130 










135 






140 




Thr 


Tyr 


Arg 


Asn 


Phe 


Leu 


Lys 


He Glu Val 


Ser 


Gin Ser His Pro 


Ala 


145 










150 






155 




160 


Met 


Thr 


Ala 


Phe 


Cys 


Ser 


Leu 


Leu Leu Gin 


Ala 


Gin Ser Leu Leu 


Pro 










165 






170 




175 




Arg 


Thr 


Met 


Ala 


Ala 


Pro 


Gin 


Asp Ser Leu 


Arg 


Pro Gly Glu Glu 


Asp 








180 








185 




190 




Glu 


Gly 


Met 


Gin 


Leu 


Leu 


Gin 


Thr Lys Asp 


Ser 


Met. Ala Lys Gly 


Ala 






195 










200 




205 




Arg 


Pro 


Gly 


Ala 


Ser 


Arg 


Gly 


Arg Ala Arg 


Trp 


Gly Leu Ala Tyr 


Thr 




210 










215 






220 




Leu 


Leu 


His 


Asn 


Pro 


Thr 


Leu 


Gin Val Phe 


Arg 


Lys Thr Ala Leu 


Leu 


225 










230 






235 


240 


Gly 


Ala 


Asn 


Gly 


Ala 


Gin 


Pro 


* 









245 247 



<210> 1107 
<211> 121 
<212> PRT 

<213> Homo sapiens 



<400> 1107 



Met 


Met 


Leu 


Ala 


Phe 


Thr 


Met 


Trp Asn 


Pro 


Trp 


He Ala Met Cys 


Leu 


1 








5 








10 




15 




Leu 


Gly 


Leu 


Ser 


Tyr 


Ser 


Leu 


Leu Ala 


Cys 


Ala 


Leu Trp Pro Met 


Val 








20 








25 






30 




Ala 


Phe 


Val 


Val 


Pro 


Glu 


His 


Gin Leu Gly 


Thr 


Ala Tyr Gly Phe 


Met 






35 










40 






45 




Gin 


Ser 


He 


Gin 


Asn 


Leu 


Gly 


Leu Ala 


lie 


He 


Ser He He Ala 


Gly 




50 










55 








60 


Met 


He 


Leu 


Asp 


Ser 


Arg 


Gly 


Tyr Leu 


Phe 


Leu 


Glu Val Phe Phe 


He 


65 










70 








75 




80 


Ala 


Cys 


Val 


Ser 


Leu 


Ser 


Leu 


Leu Ser 


Val 


Val 


Leu Leu Tyr Leu 


Val 










85 








90 




95 




Asn 


Arg 


Ala 


Gin 


Gly 


Gly 


Asn 


Leu Asn 


Tyr 


Ser 


Ala Arg Gin Arg 


Glu 








100 








105 






110 




Glu 


He 


Lys 


Phe 


Ser 


His 


Thr 


Glu * 











115 120 



<210> 1108 

<211> 53 

<212> PRT 

<213> Homo sapiens 
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<400> 1108 



Met Phe 


Lys 


Asn 


Thr 


Ser 


Gly Tyr 


Thr 


Glu 


Arg 


Val Ala 


Val 


Trp 


Leu 


l 






5 








10 








15 




Gly Val Glu 


He 


Phe 


Cys 


Leu Leu 


Met 


Met 


Ser 


Ser Val 


Leu 


Val 


Pro 






20 








25 








30 






Leu Phe 


Tyr 


Phe 


Leu 


Met 


Leu Phe 


Gly 


Asn 


Phe 


Leu Gin 


Asn 


Leu 


Ser 




35 








40 








45 








Leu Gly Ser Arg 


* 




















50 




52 






















<210> 1109 






















<211> 259 






















<212> PRT 






















<213> Homo 


sapiens 


















<400> 1109 






















Met His 


Val 


Val 


He 


Val 


Leu Lys 


Ala 


Leu 


Val 


Ala Val 


Gin 


He 


Leu 


1 






5 








10 








15 




Leu Ser 


He 


Lys 


Glu 


Tvr 


Thr Leu 


Glu 


Arg 


Asn 


His Met 


His 


Val 


He 






20 








25 








30 






Ser Val 


He 


Lys 


Val 


Leu 


Val Lys 


Ala 


Gin 


Thr 


Ser Leu 


Asn 


He 


Arg 




35 








40 








45 








Glu Tyr 


Thr 


Leu 


Val 


Lys 


Ser Leu 


He 


He 


Ala 


He Val 


Val 


Arg 


Lys 


50 










55 








60 








Pro Ser 


Val 


Arg 


Val 


Leu 


Thr Leu 


Phe 


Phe 


He 


Arg Glu Phe Thr 


Leu 


65 








70 








75 








80 


Glu Lys 


Asn 


Tyr 


Tyr 


Leu 


Cys Thr 


Gin 


Cys 


Ser 


Lys Ser 


Phe 


Ser 


Gin 








85 








90 








95 




He Ser 


Asp 


Leu 


He 


Lys 


His Gin 


Arg 


He 


His 


Thr Gly Glu Lys 


Pro 






100 








105 








110 






Tyr Lys 


Cys 


Ser 


Glu 


Cys 


Arg Lys 


Ala 


Phe 


Ser 


Gin Cys 


Ser 


Ala 


Leu 




115 








120 








125 








Thr Leu 


His 


Gin 


Arg 


He 


His Thr 


Gly 


Lys 


Lys 


Pro Asn 


Pro 


Cys 


Asp 


130 










135 








140 








Glu Cys 


Gly 


Lys 


Ser 


Phe 


Ser Arg 


Arg 


Ser 


Asp 


Leu He 


Asn 


His 


Gin 


145 








150 








155 








160 


Lys He 


His 


Thr 


Gly 


Glu 


Lys Pro 


Tyr 


Lys 


Cys 


Asp Ala 


Cys 


Gly 


Lys 








165 








170 








175 




Ala Phe 


Ser 


Thr 


Cys 


Thr 


Asp Leu 


He 


Glu 


His 


Gin Lys 


Thr His 


Ala 






180 








185 








190 






Glu Glu 


Lys 


Pro 


Tyr 


Gin 


Cys Val 


Gin 


Cys 


Ser 


Arg Ser 


Cys 


Ser 


Gin 




195 








200 








205 








Leu Ser 


Glu 


Leu 


Thr 


He 


His Glu 


Glu 


Val 


His 


Cys Gly Glu Asp 


Ser 


210 










215 








220 








Gin Asn 


Val 


Met 


Asn 


Val 


Arg Lys 


Pro 


Leu 


Val 


Cys Thr 


Pro 


Thr 


Leu 


225 








230 








235 








240 


Phe Ser 


Thr 


Arg 


Asp 


Thr 


Val Pro 


Glu 


Lys 


Asn 


Leu Met 


Asn 


Ala 


Val 








245 








250 








255 





Asp Tyr * 
258 



<210> 1110 
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<211> 47 
<212> PRT 

<213> Homo sapiens 



<400> 1X10 

Met Thr Cys Ser Leu Leu Ser Leu Leu Asp Ala Val Cys Ser Ser Phe 

15 10 15 

Val Gin Ala Phe Cys Ser Arg Asp Pro Glu Arg Trp Pro Ala He Ser 

' 20 25 30 

Pro His Ser Leu Ser Gly Ala Phe Tyr Phe Leu Asn Val Cys * 
35 40 45 46 



<210> 1111 

<211> 93 

<212> PRT ^ 

<213> Homo sapiens 



<400> 1111 

Met Ser Leu Arg Ala Pro Ser Val Arg He Phe Val Tyr Leu Leu Phe 

1 5 10 15 

Arg Leu His Thr Gin Arg Gly Leu Leu Ala Gly Arg Arg Gin Trp Gly 

20 25 30 

Pro Cys Pro Leu Ser Phe Ser His Phe Leu His Leu Ser Val Leu Ser 

35 40 45 

Cys Ser Thr Gin He Tyr Thr Glu Gly Ser Trp Pro Gly Trp Ala Ser 

50 55 60 

Leu Gly Ala Pro Ser Val His Trp Ala Arg Phe Pro Cys Trp Leu Gin 
65 70 75 80 

Ala Met Gly Ser Phe Ser Pro Leu Cys Pro Ser Cys * 
85 90 92 



<210> 1112 

<211> 71 

<212> PRT 

<213> Homo sapiens 



<400> 1112 



Met Met Pro Thr 


Asn 


Leu 


Ala 


His 


1 


5 








Ala Ser Gly Arg 


Phe 


Ser 


Leu 


Met 


20 










Ser Asn Arg Gly 


He 


Thr 


His 


Tyr 


35 








40 


Gly Leu Leu Tyr 


Ser 


Ser 


Ala 


Gly 


50 






55 




Arg Thr His Tyr 


Gly 


Thr 


* 





65 70 



Leu Val Phe Trp Gin Ala Leu Leu 

10 15 
Glu His Tyr Pro Pro Asn Val Gin 

25 30 
Met Leu Pro Arg Gly Tyr He Leu 
45 

Asn Thr Gly Thr Ser Arg Pro Arg 
60 



<210> 1113 
<211> 47 
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<212> PRT 

<213> Homo sapiens 



<400> 1113 

Met Tyr Leu Val Lys Gly Leu Leu He Gly Leu His Ser He Leu Leu 

15 10 15 

Cys Leu Arg Glu Gin Gly Gly Leu Arg Arg Val Glu Arg Asp Glu Gly 

20 25 ~ 30 

Thr Ala Ser Trp Tyr Ser Ser Gin Asn Thr Tyr Asn He Tyr * 
35 40 45 46 



<210> 1114 

<211> 55 

<212> PRT 

<213> Homo sapiens 











Met 


Thr Val Leu 


Ser 


Phe Gin Tyr Glu Tyr Leu He Phe Leu Leu Thr 


1 




5 


10 15 


Ser 


Leu Thr Thr 


He Tyr Asn Thr Thr Leu Ser Arg Ser Gly Asp Gly 




20 




25 30 


Arg 


/ury inr \~yS 


Leu 


Val Phe Asn Leu Arg Glu Lys Val Phe Cys Phe 








40 45 


Ser 


inr jjeu \jj.y 


He 


He * 




50 




54 




<210> 1115 








<211> 83 








<212> PRT 








<2l3>Homo 


sapiens 




<400> 1115 






Met 


Asn Val He 


Cys 


Leu Thr Leu Cys Leu Val Ser Ser Lys Cys Ser 


1 




5 


10 15 


Val 


Gly Gly Thr 


Ala 


Ser Phe Val Leu Leu Cys Phe Ser Leu Pro Val 




20 




25 30 


Ser 


Ser Arg Arg 


Arg 


Ala Phe Gin Glu Ser Gin Gly Trp Thr Glu Pro 




35 




40 45 


Arg 


Gly Gly Pro 


Ser 


Gly Leu Pro His Thr Glu Pro Gly Phe Met Ala 




50 




55 60 


Ser 


Ala Ala Thr 


Arg 


Gly Leu Ser Gly Cys Gly Ser Gin Ala Ala Val 


65 






70 75 80 


Leu 


Thr * 








82 








<210> 1116 








<211> 145 








<212> PRT 








<213> Homo 


sapiens 



643 



WO 01/54477 



PCTAJS01/02687 



<400> 1116 



Met 


Val 


Leu 


Leu 


Val 


Val 


Gly 


Asn 


Leu 


Val 


Asn Trp Ser 


Phe Ala Leu 


l 








5 










10 




15 


Phe 


Gly 


Leu 


He 


Tyr 


Arg 


Pro 


Arg 


Asp 


Phe 


Ala Ser Tyr 


Met Leu Gly 








20 










25 






30 


He 


Phe 


He 


Cys 


Asn 


Leu 


Leu 


Leu 


Tyr 


Leu 


Ala Phe Tyr 


He He Met 






35 










40 






45 




Lys 


Leu 


Arg 


Ser 


Ser 


Glu 


Lys 


Val 


Leu 


Pro 


Val Pro Leu 


Phe Cys He 




50 










55 








60 




Val 


Ala 


Thr 


Ala 


Val 


Met 


Trp 


Ala 


Ala 


Ala 


Leu Tyr Phe 


Phe Phe Gin 


03 










/U 










75 


80 


Asn 


Leu 


Ser 


Ser 


Trp 


Glu 


Gly 


Thr 


Pro 


Ala 


Glu Ser Arg 


Glu Lys Asn 










85 










90 




95 


Arg 


Glu 


Cys 


He 


Leu 


Leu 


Asp 


Phe 


Phe 


Asp 


Asp His Asp 


He Trp His 








100 










105 






110 


Phe 


Leu 


Ser 


Ala 


Thr 


Ala 


Leu 


Phe 


Phe 


Ser 


Phe Leu Asp 


Leu Leu Thr 






115 










120 






125 




Leu 


Asp 


Asp 


Asp 


Leu 


Asp 


Val 


Val 


Arg 


Arg 


Asp Gin He 


Pro Val Phe 


* 


130 










135 








140 


144 




<210> 1117 




















<211> 139 




















<212> PRT 




















<213> Homo 


sapiens 
















<400> 1117 


















Met 


Gly 


Asp 


Phe 


Ala 


Gly 


Val 


Asp 


Phe 


Val 


Phe Leu Val 


Val Cys Phe 


1 








5 










•,10 




15 


Ala 


Gin 


Arg 


Gin 


Gly 


Ala 


Ala 


Glu 


Ala 


Val 


Gly Ala Val 


Leu Ala Val 








20 










25 






30 


Leu 


Leu 


Cys 


Asp 


Thr 


Leu 


Leu 


Gly 


Val 


Thr 


Arg Leu Glu 


Gly Val He 






35 










40 






45 




His 


Leu 


Pro 


Leu 


Tyr 


Phe 


Gly 


Leu 


Ser 


Gly 


He Glu Val 


He Gin Gin 




50 










55 








60 




Ala 


His 


Asn 


Arg 


Gly 


Ser 


Ser 


Arg 


Phe 


Gin 


Leu Leu He 


Arg Trp Arg 


65 










70 










75 


80 


Glu 


Asp 


Glu 


Asp 


Arg 


Trp 


Cys 


Ser 


His 


Ser 


Ser Phe Asp 


Val His Leu 










85 










90 




95 


Gly 


Pro 


Leu 


Ala 


Glu 


Arg 


Pro 


His 


Val 


Ser 


Thr Gin Leu 


Leu Thr Val 








100 










105 






110 


He 


Ser 


Cys 


Lys 


He 


Phe 


Arg 


Leu 


Gin 


Ala 


Thr Asp Cys 


Glu Ser Lys 






115 










120 






125 




Phe 


Cys 


Pro 


Arg 


Ser 


Ser 


Ala 


Ala 


Glu 


Pro 


* 






130 










135 






138 







<210> 1118 

<211> 194 

<212> PRT 

<213> Homo sapiens 
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<400> 1118 



Met 


Cys 


Leu Leu 


Phe 


Leu 


Leu Pro Arg 


Phe 


Pro 


Val Ser Trp 


Arg 


Ala 


1 






5 






10 






15 




Gly 


Val 


Asp Gly 


Ala 


Ala 


Pro Ser Ser 


Gin 


Asp 


Leu Trp Arg 


He 


Arg 






20 






25 






30 






Ser 


Pro 


Cys Gly 


Asp 


cys 


Glu Gly Phe 


Asp 


Val 


His He Met 


Asp 


Asp 






35 






40 






45 






Met 


He 


Lys Arg 


Ala 


Leu 


Asp Phe Arg 


Glu 


Ser 


Arg Glu Ala 


Glu 


Pro 




50 








55 






60 






His 


Pro 


Leu Trp 


Glu 


Tyr 


Pro Cys Arg 


Ser 


Leu 


Ser Glu Pro 


Trp 


Gin 


65 








70 






75 






80 


He 


Leu 


Thr Phe 


Asp 


Phe 


Gin Gin Pro 


Val 


Pro 


Leu Gin Pro 


Leu 


Cys 








85 






90 






95 




Ala 


Glu 


Gly Thr 


Val 


Glu 


Leu Lys Arg 


Pro 


Gly 


Gin Ser His 


Ala 


Ala 






100 






105 






110 






Val 


Leu 


Trp Met 


Glu 


Tyr 


His Leu Thr 


Pro 


Glu 


Cys Thr Leu 


Ser 


Thr 






115 






120 






125 






Gly 


Leu 


Leu Glu 


Pro 


Ala 


Asp Pro Glu 


Gly 


Gly 


Cys Cys Trp 


Asn 


Pro 




130 








135 






14 0 






His 


Cys 


Lys Gin 


Ala 


Val 


Tyr Phe Phe 


Ser 


Pro 


Ala Pro Asp 


Pro 


Arg 


145 








150 






155 






160 


Ala 


Leu 


Leu Gly 


Gly 


Pro 


Arg Thr Val 


Ser 


Tyr 


Ala Val Glu 


Phe 


His 








165 






170 






175 




Pro 


Asp 


Thr Gly 


Asp 


He 


He Met Glu 


Phe 


Arg 


His Ala Asp 


Thr 


Pro 






180 






185 






190 






Asp 


★ 




















193 
























<210> 1119 




















<211> 118 




















<212> PRT 




















<213> Homo 


sapiens 
















<400> 1119 


















Met 


Leu 


Val Leu 


Leu 


Pro 


Arg Ser Lys 


Ala 


Met 


Pro Leu Leu 


Ser 


Val 


l 






5 






10 






15 




Asn 


Val 


Thr Leu 


Ala 


Phe 


Phe Pro Arg 


Asn 


Lys 


Glu He Val 


Lys 


Tyr 






20 






25 






30 






Leu 


Leu 


Asn Gin 


Gly 


Ala 


Asp Val Thr 


Leu 


Arg 


Ala Lys Asn 


Gly 


Tyr 






35 






40 






45 






Thr 


Ala 


Phe Asp 


Leu 


Val 


Met Leu Leu 


Asn 


Asp 


Pro Asp He 


Phe 


Gly 




50 








55 






60 






Gly 


Glu 


Leu He 


Gly 


Phe 


Leu Ser Val 


Val 


Thr 


Glu Leu Val 


Arg 


Leu 


65 








70 






75 






80 


Leu 


Ala 


Ser Val 


Phe 


Met 


Gin Val Asn 


Lys 


Asp 


He Gly Arg 


Arg 


Ser 








85 






90 






95 




His 


Gin 


Leu Pro 


Leu 


Pro 


His Ser Lys 


Val 


Pro 


Thr Ala Leu 


Glu 


His 






100 






105 






110 






Pro 


Ser 


Ala Ala 


Arg 


* 


















115 


117 


















<210> 1120 




















<211> 842 




















<212> PRT 






























645 
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<213> Homo sapiens 



<400> 1120 



Met 


Leu 


Trp 


Gly 


Ser 


Gly 


Lys 


Cys 


Lys 


Ala 


Leu 


Thr 


Lys 


Phe 


Lys 


Phe 


1 








5 










10 










15 




Val 


Phe 


Phe 


Leu 


Arg 


Leu 


Ser 


Arg 


Ala 


Gin 


Gly 


Gly 


Leu 


Phe 


Glu 


Thr 








20 










25 










30 






Leu 


Cys 


Asp 


Gin 


Leu 


Leu 


Asp 


He 


Pro 


Gly 


Thr 


He 


Arg 


Lys 


Gin 


Thr 






35 










40 










45 








Phe 


Met 


Ala 


Met 


Leu 


Leu 


Lys 


Leu 


Arg 


Gin 


Arg 


Val 


Leu 


Phe 


Leu 


Leu 




50 










55 










60 










Asp 


Gly 


Tyr 


Asn 


Glu 


Phe 


Lys 


Pro 


Gin 


Asn 


Cys 


Pro 


Glu 


He 


Glu 


Ala 


65 










70 










75 










80 


Leu 


He 


Lys 


Glu 


Asn 


His 


Arg 


Phe 


Lys 


Asn 


Met 


Val 


He 


Val 


Thr 


Thr 










85 










90 










95 




Thr 


Thr 


Glu 


Cys 


Leu 


Arg 


His 


lie 


Arg 


Gin 


Phe 


Gly 


Ala 


Leu 


Thr 


Ala 








100 










105 










110 






Glu 


Val 


Gly 


Asp 


Met 


Thr 


Glu 


Asp 


Ser 


Ala 


Gin 


Ala 


Leu 


He 


Arg 


Glu 






115 










120 










125 








Val 


Leu 


He 


Lys 


Glu 


Leu 


Ala 


Glu 


Gly 


Leu 


Leu 


Leu 


Gin 


He 


Gin 


Lys 




130 










135 










140 










Ser 


Arg 


Cys 


Leu 


Arg 


Asn 


Leu 


Met 


Lys 


Thr 


Pro 


Leu 


Phe 


Val 


Val 


He 


145 










150 










155 










160 


Thr 


Cys 


Ala 


He 


Gin 


Met 


Gly 


Glu 


Ser 


Glu 


Phe 


His 


Ser 


His 


Thr 


Gin 










165 










170 










175 




Thr 


Thr 


Leu 


Phe 


His 


Thr 


Phe 


Tyr 


Asp 


Leu 


Leu 


He 


Gin 


Lys 


Asn 


Lys 








180 










185 










190 






His 


Lys 


His 


Lys 


Gly 


Val 


Ala 


Ala 


Ser 


Asp 


Phe 


He 


Arg 


Ser 


Leu 


Asp 






195 










200 










205 








His 


Cys 


Gly 


Tyr 


Leu 


Ala 


Leu 


Glu 


Gly 


Val 


Phe 


Ser 


His 


Lys 


Phe 


Asp 




210 










215 










220 










Phe 


Glu 


Leu 


Gin 


Asp 


Val 


Ser 


Ser 


Val 


Asn 


Glu 


Asp 


Val 


Leu 


Leu 


Thr 


225 










230 










235 










240 


Thr 


Gly 


Leu 


Leu 


Cys 


Lys 


Tyr 


Thr 


Ala 


Gin 


Arg 


Phe 


Lys 


Pro 


Lys 


Tyr 










245 










250 










255 




Lys 


Phe 


Phe 


His 


Lys 


Ser 


Phe 


Gin 


Glu 


Tyr 


Thr 


Ala 


Gly 


Arg 


Arg 


Leu 








260 










265 










270 






Ser 


Ser 


Leu 


Leu 


Thr 


Ser 


His 


Glu 


Pro 


Glu 


Glu 


Val 


Thr 


Lys 


Gly 


Asn 






275 










280 










285 








Gly 


Tyr 


Leu 


Gin 


Lys 


Met 


Val 


Ser 


He 


Ser 


Asp 


He 


Thr 


Ser 


Thr 


Tyr 




290 










295 










300 










Ser 


Ser 


Leu 


Leu 


Arg 


Tyr 


Thr 


Cys 


Gly 


Ser 


Ser 


Val 


Glu 


Ala 


Thr 


Arg 


305 










310 










315 










320 


Ala 


Val 


Met 


Lys 


His 


Leu 


Ala 


Ala 


Val 


Tyr 


Gin 


His 


Gly 


Cys 


Leu 


Leu 










325 










330 










335 




Gly 


Leu 


Ser 


He 


Ala 


Lys 


Arg 


Pro 


Leu 


Trp 


Arg 


Gin 


Glu 


Ser 


Leu 


Gin 








340 










345 










350 






Ser 


Val 


Lys 


Asn 


Thr 


Thr 


Glu 


Gin 


Glu 


He 


Leu 


Lys 


Ala 


He 


Asn 


He 






355 










360 










365 








Asn 


Ser 


Phe 


Val 


Glu 


Cys 


Gly 


He 


His 


Leu 


Tyr 


Gin 


Glu 


Ser 


Thr 


Ser 




370 










375 










380 










Lys 


Ser 


Ala 


Leu 


Ser 


Gin 


Glu 


Phe 


Glu 


Ala 


Phe 


Phe 


Gin 


Gly 


Lys 


Ser 


385 










390 










395 










400 


Leu 


Tyr 


He 


Asn 


Ser 


Gly 


Asn 


He 


Pro 


Asp 


Tyr 


Leu 


Phe 


Asp 


Phe 


Phe 










405 










410 










415 




Glu 


His 


Leu 


Pro 


Asn 


Cys 


Ala 


Ser 


Ala 


Leu 


Asp 


Phe 


He 


Lys 


Leu 


Gly 








420 










425 










430 






Phe 


Tyr 


Gly 


Gly 


Ala 


Met 


Ala 


Ser 


Trp 


Glu 


Lys 


Ala 


Ala 


Glu 


Asp 


Thr 



646 
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435 










440 




Gly Gly 


He 


His 


Met 


Glu 


Glu 


Ala 


Pro 


450 










455 






Ala Val 


Ser 


Leu 


Phe 


Phe 


Asn 


Trp 


Lys 


465 








470 








Val Thr 


Leu 


Arg 


Asp 


Phe 


Ser 


Lys 


Leu 








485 










Leu Gly 


Lys 


He 


Phe 


Ser 


Ser 


Ala 


Thr 






500 










505 


Arg Cys 


Ala 


Gly 


Val 


Ala 


Gly 


Ser 


Leu 




515 










520 




Lys Asn 


He 


Tyr 


Ser 


Leu 


Met 


Val 


Glu 


530 










535 






Asp Glu 


Arg 


His 


He 


Thr 


Ser 


Val 


Thr 


545 








550 








His Asp 


Leu 


Gin 


Asn 


Gin 


Arcr 


Leu 


Pro 








565 










Gly Asn 


Leu 


Lvs 


Asn 


Leu 


Thr 


Lys 


Leu 






580 










585 


Asn Glu 


Glu 


Asp 


Ala 


He 


Lys 


Leu 


Ala 




595 










600 




Lys Met 


Cvs 


Leu 


Phe 


His 


Leu 


Thr 


His 


610 










615 






Met Asp 


Tvr 


He 


Val 


Lys 


Ser 


Leu 


Ser 


625 








630 








Glu lie 


Gin 


Leu 


Val 


Ser 


Cys 




J-i6U 








645 










Leu Ala 


Gin 


Asn 


Leu 


His 


Asn 


Leu 


Val 






660 










665 


Ser Glu 


Asn 


Tvr 

a 


Leu 


Glu 


Lys 


Asp 


Glv 




675 










680 




lie Asp 




Met 


Asn 


Val 


Leu 


Glu 


Gin 


690 










695 






Trp Gly 


Cys 


Asp 


Val 


Gin 


Glv 


Ser 


Leu 


705 








710 








Glu Glu 


Val 


Pro 


Gin 


Leu 


Val 


Lys 


Leu 








725 










Thr Asp 


Thr 


Glu 


He 


Arcr 


He 


Leu 


Glv 






740 










745 


Leu Lys 


Asn 


Phe 


Gin 


Gin 


Leu 


Asn 


Leu 




755 










760 




Asp Glv 


Trp 


Leu 


Ala 


Phe 


Met 


Glv 


Val 


770 










775 






Val Phe 


Phe 


Asp 


Phe 


Ser 


Thr 


Lys 


Glu 


785 








790 








Val Arg 


Lys 


Leu 


Ser 


Gin 


Val 


Leu 


Ser 








805 










Ala Arg 


Leu 


Val 


Gly 


Trp 


Gin 


Phe 


Asp 






820 










825 


Thr Gly 


Ala 


Phe 


Lys 


Leu 


Val 


Thr 


Ala 




835 










840 


841 



<210> 1121 

<211> 90 

<212> PRT 

<213> Homo sapiens 



PCTAJS01/02687 



445 



Glu Thr Tyr 


He 


Pro 


Ser 


Arg 


460 










Gin Glu Phe Arg 


Thr 


Leu 


Glu 


475 








480 


Asn Lys Gin Asp 


He 


Arg 


Tyr 


490 






495 




Ser Leu Arg Leu 


Gin 


He 


Lys 






510 






Ser Leu Val 


Leu 


Ser 


Thr 


Cys 




525 








Ala Ser Pro 


Leu 


Thr 


He 


Glu 


540 










Asn Leu Lys 


Thr 


Leu 


Ser 


He 


555 








560 


Gly Gly Leu Thr 


Asp 


Ser 


Leu 


570 






575 




lie Met Asp Asn 


He 


Lvs 


Met 






590 






Glu Gly Leu Lys 


Asn 


Leu 


Lys 




605 








Leu Ser Asp 


He 


Glv 


Glu 


Glv 


620 










Ser Glu Pro 


Cys 


Asp 


Leu 


Glu 


635 








640 


Ser Ala Asn 


Ala 


Val 


Lys 


He 


650 






655 




Lys Leu Ser 


He 


Leu 


Asp 


Leu 






670 






Asn Glu Ala 


Leu 


His 


Glu 


Leu 




685 








Leu Thr Ala 


Leu 


Met 


Leu 


Pro 


700 










Ser Ser Leu 


Leu 


Lvs 


His 


Leu 


715 








720 


Gly Leu Lys Asn 


Trp 


Arcr 


Leu 


730 






735 




Ala Phe Phe Gly 


Lvs 


Asn 


Pro 






750 






Ala Gly Asn Arg 


Val 


Ser 


Ser 




765 








Phe Glu Asn 


Leu 


Lys 


Gin 


Leu 


780 










Phe Leu Pro Asp 


Pro 


Ala 


Leu 


795 








800 


Lys Leu Thr 


Phe 


Leu 


Gin 


Glu 


810 






815 




Asp Asp Asp Leu 


Ser 


Val 


He 






830 







* 
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<400> 1121 



Met Gly 


Leu 


Phe 


Phe 


Phe Phe Ser 


Gly Val Gly Ser Phe Val Gly Ser 


1 






5 




10 15 


Gly Leu 


Leu 


Ala 


Leu 


Val Ser He 


Lys Ala He Gly Trp Met Ser Ser 






20 






25 30 


His Thr 


Asp 


Phe 


Gly 


Asn He Asn 


Gly Cys Tyr Leu Asn Tyr Tyr Phe 




35 






40 


45 


Phe Leu 


Leu 


Ala 


Ala 


He Gin Gly 


Ala Thr Leu Leu Leu Phe Leu He 


50 








55 


60 


lie Ser 


Val 


Lys 


Tyr 


Asp His His 


Arg Asp His Gin Arg Ser Arg Ala 


65 








70 


75 80 


Asn Gly 


Val 


Pro 


Thr 


Ser Arg Arg 


Ala * 








85 




89 



<210> 1122 

<2H> 129 

<212> PRT 

<213> Homo sapiens 



<400> 1122 



Met Phe 


Leu 


Leu 


Phe 


Trp Phe He 


1 






5 




Glu Gin 


Leu 


Asn 


He 


Ser Trp Cys 






20 






Gin Ala 


Leu 


Val 


Arg 


Gly Cys Gly 




35 






40 


Gly Cys 


Thr 


Gin 


Leu 


Glu Asp Glu 


50 








55 


Cys Pro 


Glu 


Leu 


Val 


Thr Leu Asn 


65 








70 


Asp Glu 


Gly 


Leu 


He 


Thr He Cys 








85 




Leu Cys 


Ala 


Ser 


Gly 


Cys Ser Asn 






100 






Leu Ser 


Gin 


Asn 


Cys 


Pro Arg Leu 




115 






120 



Ser 



129 



Leu Ser Glu Gly Cys Pro Leu Leu 

10 15 
Asp Gin Val Thr Lys Asp Gly He 

25 30 
Gly Leu Lys Ala Leu Phe Leu Lys 
45 

Ala Leu Lys Tyr He Gly Ala His 
60 

Leu Gin Thr Cys Leu Gin He Thr 
75 80 
Arg Gly Cys His Lys Leu Gin Ser 

90 95 
He Thr Asp Ala He Leu Asn Ala 
105 110 
lie lie Leu Glu Val Ala Arg Cys 
125 



<210> 1123 

<211> 243 

<212> PRT 

<213> Homo sapiens 



<400> 1123 
Met Ala Ala Ala Leu Trp Gly Phe 

1 5 
Leu Ser Gly Asp Val Gin Ser Ser 
20 

Gly Ser Gly Gly Ser Gly Val Gly 
35 40 
Gly Arg Ala Val Val Pro Gly Val 



Phe Pro Val Leu Leu Leu Leu Leu 

10 15 
Glu Val Pro Gly Ala Ala Ala Glu 

25 30 
He Gly Asp Arg Phe Lys He Glu 
45 

Lys Pro Gin Asp Trp lie Ser Ala 
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50 










55 








60 




Ala 


Arg 


Val 


Leu 


Val 


Asp 


Gly 


Glu 


Glu His 


Val 


Gly 


Phe Leu Lys Thr 


65 










70 








75 




80 


Asp 


Gly 


Ser 


Phe 


Val 


Val 


His 


Asp 


He Pro 


Ser Gly 


Ser Tyr Val Val 










85 








90 






95 


Glu 


Val 


Val 


Ser 


Pro 


Ala 


Tyr 


Arg 


Phe Asp 


Pro 


Val 


Arg Val Asp He 








100 










105 






110 


Thr 


Ser 


Lys 


Gly 


Lys 


Met 


Arg 


Ala 


Arg Tyr 


Val 


Asn 


Tyr He Lys Thr 






115 










120 








125 


Ser 


Glu 


Val 


Val 


Arg 


Leu 


Pro 


Tyr 


Pro Leu 


Gin 


Met. 


Lys Ser Ser Gly 




130 










135 








140 




Pro 


Pro 


Ser 


Tyr 


Phe 


He 


Lys 


Arg 


Glu Ser 


Trp 


Gly 


Trp Thr Asp Phe 


145 










150 








155 




160 


Leu 


Met 


Asn 


Pro 


Met 


Val 


Met 


Met 


Met Val 


Leu 


Pro 


Leu Leu He Phe 










165 








170 






175 


Val 


Leu 


Leu 


Pro 


Lys 


Val 


Val 


Asn 


Thr Ser 


Asp 


Pro 


Asp Met Arg Arg 








180 










185 






190 


Glu 


Met 


Glu 


Gin 


Ser 


Met 


Asn 


Met 


Leu Asn 


Ser 


Asn 


His Glu Leu Pro 






195 










200 








205 


Asp 


Val 


Ser 


Glu 


Phe 


Met 


Thr 


Arg 


Leu Phe 


Ser 


Ser 


Lys Ser Ser Gly 




210 










215 








220 




Lys 


Ser 


Ser 


Ser 


Gly 


Ser 


Ser 


Lys 


Thr Gly 


Lys 


Ser 


Gly Ala Gly Lys 


225 










230 








235 




240 


Arg 


Arg 
























242 
























<210> 1124 




















<211> 71 




















<212> PRT 




















<213> Homo 


sapiens 
















<400> 1124 


















Met 


Leu 


Ser 


Tyr 


Ala 


His 


He 


Thr 


Leu Ala 


Val 


Leu 


Arg He Pro Ser 


1 








5 








10 






15 


Ala 


Thr 


Gly Cys 


Trp 


Arg 


Ala 


Phe 


Phe Thr 


Cys 


Ala 


Ser His Leu Thr 








20 










25 






30 


Val 


Val 


Thr 


Val 


Phe 


Tyr 


Thr 


Ala 


Leu Leu 


Phe 


Met 


Tyr Val Arg Pro 






35 










40 








45 


Gin 


Ala 


He 


Asp 


Ser 


Arg 


Ser 


Ser 


Asn Lys 


Leu 


He 


Ser Val Leu Tyr 




50 










55 








60 




Thr 


Val 


He 


Thr 


Pro 


Ser 


Val 












65 










70 


71 














<210> 1125 




















<211> 48 




















<212> PRT 




















<213> Homo 


sapiens 
















<400> 1125 


















Met 


Pro 


Thr 


Leu 


Gly Asp 


Ala 


Leu 


He Leu 


Tyr 


Leu 


His Leu Val Leu 


1 








5 








10 






15 


Gly 


Val Ala Gly 


Val 


Leu 


Gin 


Pro 


Pro Gly 


Pro Arg 


Pro Ser Gin Ala 



20 25 30 
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Leu Gly Pro Thr Gly Asp Arg Ala Pro Gly Lys Trp Asn Arg Ser * 
35 40 45 47 



<210> 1126 
<211> 159 
<212> PRT 

<213> Homo sapiens 



<400> 1126 

Met Phe Leu lie Val Leu Pro Leu Glu Ser Met Ala His Gly Leu Phe 

15 10 15 

His Glu Leu Gly Asn Cys Leu Gly Gly Thr Ser Val Gly Tyr Ala lie 

20 25 30 

Val lie Pro Thr Asn Phe Cys Ser Pro Asp Gly Gin Pro Thr Leu Leu 

35 40 45 

Pro Pro Glu His Val Gin Glu Leu Asn Leu Arg Ser Thr Gly Met Leu 

50 55 60 

Asn Ala lie Gin Arg Phe Phe Ala Tyr His Met He Glu Thr Tyr Gly 
65 70 75 80 

Cys Asp Tyr Ser Thr Ser Gly Leu Ser Phe Asp Thr Leu His Ser Lys 

85 90 95 

Leu Lys Ala Phe Leu Glu Leu Arg Thr Val Asp Gly Pro Arg His Asp 

100 105 110 

Thr Tyr He Leu Tyr Tyr Ser Gly His Thr His Gly Thr Gly Glu Trp 

115 120 125 

Ala Leu Ala Gly Gly Asp Thr Leu Arg Leu Asp Thr Leu He Glu Trp 

130 135 " 140 

Trp Arg Glu Lys Asn Gly Ser Phe Cys Ser Pro Pro Tyr Tyr Arg 
145 150 155 159 



<210> 1127 

<211> 76 

<212> PRT 

<213> Homo sapiens 



<400> 1127 

Met Thr Gly Pro Arg Pro Met He Leu His Phe He Leu Val Ala Ser 

15 10 15 

Ala Ser Cys Trp Glu Val Leu Phe Cys Cys Trp Gin Pro Cys Pro Leu 

20 25 30 

Gly He His Ala Thr Ser Asn Ser Pro Ser Gin Leu Gin Gin Leu Ser 

35 40 45 

Cys Thr Lys Leu Pro Leu Met Phe Arg Arg He Leu Glu Asp Thr He 

50 55 60 

Phe Ala He Leu Tyr His He Ala Thr He Phe * 
65 70 75 



<210> 1128 
<211> 140 
<212> PRT 

<213> Homo sapiens 
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<400> 1128 








Met 


Gly 


Ala 


Glv 


Leu 


Ala Val Val Prn T.f^n Mta*- f2l v T,»n 


T.on CI'} ii Cot* 
IicU vjXLL oci 


1 








5 




ID 


He 


Ala 


Val 


Ala 


Lys 


Ala Php Ala Cpr rJln Z\ qti Zicsn Tvrr- 
■f-i-i-c* Jriic -n_i.a. oci VjJLlx noJ 1 /iolJ x y JL 


/ii y J. j. e -"Sp 








20 




25 


30 


Ala 


Asn 


Gin 


Glu 


JUCU 


xjcu. >-vxct iic \j±y iieu xiii Asn net, 


Leu Gly Ser 






35 










Leu 


Val 


Ser 


Ser 


i y x 


±r x u v ai vj-Ly &er ±\ne oJ.y ATy 


inr Ala val 




50 








55 60 




Asn 


Ala 


Gin 


Ser 


Gly 


Val Cys Thr Pro Ala Glu Gly Leu 


Val Thr Glu 


65 










70 75 


80 


Val 


Leu 


Val 


Leu 


Leu 


Ser Leu Asp Tyr Leu Thr Ser Leu 


Phe Tyr Tyr 










85 


90 


95 


He 


Pro 


Lys 


Ser 


Ala 


Leu Ala Ala Val He He Met Ala 


Val Ala Pro 








100 




105 


110 


Leu 


Phe 


Asp 


Thr 


Lys 


He Phe Arg Thr Leu Trp Arg Val 


Lys Arg Leu 






115 






120 125 




Asp 


Leu 


Leu 


Ser 


Leu 


Ser Val Thr Phe Leu Leu Cys 






130 








135 140 





<210> 1129 

<211> 116 

<212> PRT 

<213> Homo sapiens 



<400> 1129 

Met Ala Glu Ala Phe Pro Phe Phe Ser Pro Phe Leu Gly Trp Leu Gly 

1 5 10 15 

Val Phe Leu Thr Gly Ser Asp Thr Ser Ser Asn Ala Leu Phe Ser Ser 

20 25 30 

Leu Gin Ala Thr Thr Ala His Gin He Gly Val Ser Asp Val Leu Leu 

35 40 45 

Val Ala Ala Asn Thr Ser Gly Gly Val Thr Gly Lys Met He Ser Pro 

50 55 60 

Gin Ser He Ala Val Ala Cys Ala Ala Thr Gly Leu Val 1 Gly Lys Glu 
65 70 75 * 80 

Ser Asp Leu Phe Arg Phe Thr Leu Lys His Ser Leu Phe Phe Ala Thr 

85 90 95 

He Val Gly Leu He Thr Leu Ala Gin Ala Tyr Trp Phe Thr Gly Met 

100 105 110 

Leu Val His * 
115 



<210> 1130 

<211> 81 

<212> PRT 

<213> Homo sapiens 



<400> 1130 

Met Asn Lys Leu Leu Val Ala Ala Thr Ala He Leu Phe Ser Leu Gly 
15 10 15 
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Cys 


His 


Glu 


Lys 


Cys Lys lie Phe Phe 


Leu Lys 


Ser 


He 


Ser Ser Pro 








20 


25 








30 


Gin 


Ser 


Leu 


Phe 


Leu Ala Asp Leu Cys 


Ala Ser 


Glu 


Pro 


Tyr Leu Leu 






35 




40 






45 




Phe 


Leu 


Asn 


Ala 


Val Leu Ser Ala Cys 


Asn Thr 


He 


Ser 


Phe He Ser 




50 






55 




60 






Val 


Pro 


Glu 


Ser 


Ser Gly Phe Ala Pro 


Ser Pro 


Pro 


Ala 


He Leu Leu 


65 








70 


75 






80 


Leu 


















81 



















<210> 1131 

<211> 46 

<212> PRT 

<213> Homo sapiens 



<400> 1131 
Met Cys Cys Trp He Trp Phe Ala 

1 5 
Leu Met Phe He Arg Asp He Gly 
20 

Ser Leu Pro Gly Phe Gly He Arg 
35 40 



Ser He Leu Leu Arg He Phe Ala 

10 15 
Leu Lys Phe Ser Phe Phe Val Val 

25 30 
Met Met Leu Ala Ser * 
45 



<210> 1132 

<211> 46 

<212> PRT 

<213> Homo sapiens 



<400> 1132 
Met Ser Gin Glu Pro Gly Arg Arg 

1 5 
Ser Arg Met Ala Pro Cys Leu Trp 
20 

Trp Ser Met Ser Met Gly Ser Leu 
35 40 



His Ser Lys Leu Thr Leu Thr Ala 

10 15 
Val Trp Thr Ser Leu Cys Gin Ala 

25 30 
Ser Met Gin Thr Thr * 
45 



<210> 1133 
<211> 87 
<212> PRT 

<213> Homo sapiens 



<400> 1133 
Met His Ser His Gly Val Ser Tyr 

1 5 
Pro He Ser Ser Leu Val Ser Lys 
20 

Val Thr Ser Met Ser Glu His Leu 
35 40 
Glu His Lys Ser Asp Pro He Leu 



Trp Thr Val Arg Thr Val He Trp 

10 15 
He Thr Thr Trp Glu Phe Asn Glu 

25 30 
Lys Ser Cys Pro Phe Asn He Val 
45 

Leu Thr Ser Met Cys His Pro Arg 
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50 55 60 

Glu Gin Ala Arg Glu Ser Leu Leu Ser Thr Phe Arg He Arg Pro Arg 
65 70 75 80 

Gly Arg Tyr Val Ser Tyr * 
85 86 



<210> 1134 

<211> 57 

<212> PRT 

<213> Homo sapiens 



<400> 1134 
Met Glu Ala His Gin Ser Phe Lys 

1 5 
Thr Val Trp Phe His Phe Val Cys 
20 

Phe Asn Lys Leu Ser Pro He Leu 
35 40 
Ser Arg His Leu Leu Arg Glu Leu 
50 55 56 



His Lys Ser Cys Thr Trp Ala He 

10 15 
Phe Leu Asn Thr Phe Ser Cys Phe 

25 30 
Glu Ser Leu Val Val Gly Ser He 
45 

* 



<210> 1135 

<211> 57 

<212> PRT 

<213> Homo sapiens 



<400> 1135 
Met Glu Ala His Gin Ser Phe Lys 

1 5 
Thr Val Trp Phe His Phe Val Cys 
20 

Phe Asn Lys Leu Ser Pro lie Leu 
35 40 
Ser Arg His Leu Leu Arg Glu Leu 
50 55 56 



His Lys Ser Cys Thr Trp Ala He 

10 15 
Phe Leu Asn Thr Phe Ser Cys Phe 

25 30 
Glu Ser Leu Val Val Gly Ser He 
45 

* 



<210> 1136 

<211> 105 

<212> PRT 

<213> Homo sapiens 



<400> 1136 
Met Pro Phe Ala Gin Thr Gly Leu 

1 5 
Val Leu His Val Leu Arg Leu Leu 
20 

Leu Leu Arg Glu Lys Leu Leu Asp 
35 40 
Arg Val Pro Arg Ala Ala Thr Ala 
50 55 



Gin Leu Leu Leu Arg Leu Cys Arg 

10 15 
Gly Met Leu Arg Glu Gin Met His 

25 30 
Leu Leu Pro Pro Glu Leu Cys Gin 
45 

Lys Gly His Lys Arg Arg Ala Ala 
60 
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Ala Val Pro Asp Asp Gly Thr Asp Leu Leu Pro Gin Gly Met Arg Thr 
65 70 75 80 

Ala Cys Thr Thr Arg Arg He Phe Lys Tyr Asn Thr Glu Pro Phe Ala 

85 90 95 

Ala Phe Leu Phe He Leu Asn Met * 
100 104 



<210> 1137 

<211> 52 

<212> PRT 

<213> Homo sapiens 



<400> 1137 

Met Val Gly Phe Tyr Leu Gin Ser Val Leu Tyr Phe Tyr Phe Ser Gin 

1 5 10 15 

Leu He Tyr Leu Gly Asp His Ala Lys Ser Val Asn He Val Thr Ser 

20 25 30 

Phe He Leu Thr Ala Ala Tyr Val Asn Asn Ser Lys Met His His Thr 

35 40 45 

Val Phe Asn * 
50 51 



<210> 1138 

<211> 187 

<212> PRT 

<213> Homo sapiens 



<400> 1138 

Met Gin Pro He Val Ala Lys Ala Leu Val Val Leu Leu Glu Val His 

15 10 15 

Pro Leu Gin Asp Gin Ala Glu Ser Gly Arg Leu Gly His Val His Leu 

20 25 30 

Leu Cys Ala Pro Ala Ala Leu Gin His Ala Leu Arg Gly He Thr Leu 

35 40 45 

His Asn Gly His His Gin Ala Asp His Leu Pro Asp Leu Met His His 

50 55 60 

Glu Ala Leu Ala Leu His Pro Asp His Arg Lys Leu Gin Ala Leu Pro 
65 70 75 80 

His Lys Gly Phe Leu Ala Val His Leu Gin Asp Val Ala Ala Gly Thr 

85 90 95 

Gly He Leu Arg Pro Leu Leu Arg Gly Glu He Val Glu Val Val Arg 

100 105 lio 

Ala Leu Val Ala Gly Gin Glu Pro Val Asp Leu Leu Gin Arg Leu Gly 

115 120 125 

Ala Gin Ala Val Gly Leu lie Leu Asn Val Pro Val Leu Val Arg Lys 

130 135 140 

Gly Lys Arg Gly Gin Gin Val Ala He Gly Pro Gly He Thr Ser Val 
145 150 155 160 

Leu Gly Val Lys Pro Ala Arg Asp Pro Leu Gin Ser Gin Asn Pro Asn 

165 170 175 

Val Arg Gly Lys Val Ala Val Asp Leu Phe * 
180 185 186 
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<210> 1139 

<211> 109 

<212> PRT 

<213> Homo sapiens 





<400> 1139 








Met 


Trp 


Gin 


Lys 


Ser 


Leu Leu He 


Leu Ser Phe Arg Val Ser Phe Pro 


1 








5 




10 15 


Leu 


Phe 


Leu 


Thr 


Tyr 


Asn Tyr Lys 


Leu Leu Ser He Arg Arg Thr Arg 








20 






25 30 


Pro 


Leu 


Ser 


Ser 


Phe 


Phe Ser Lys 


Leu Leu Gin He Ala Val Asn Ser 






35 






40 


45 


He 


Asn 


Ser 


Leu 


Phe 


Ser Ala Gly 


Lys Val Ala Phe Ser Lys His Val 




50 








55 


60 


Cys 


Leu 


Leu 


Pro 


Gly 


Gly Leu Lys 


Ser Met He Tyr Cys Ser Ser Met 


65 










70 


75 80 


Cys 


Leu 


Lys 


Gin 


Leu 


Leu Arg Ser 


Phe Lys Gin Glu Ser Ser Lys Gly 










85 




90 95 


Ser 


Val 


Leu 


He 


Met 


Val Leu Val 


Phe Leu Gin He * 








100 






105 108 



<210> 1140 
<211> 83 
<212> PRT 

<213> Homo sapiens 



<400> 1140 



Met 


Pro 


Ala 


Pro 


Thr 


Ala Trp Leu 


Leu Pro Ala Val Ser Thr Cys Ser 


1 








5 




10 15 


Asn 


Leu 


Arg 


Ala 


Lys 


Ala Gly Val 


He Leu Gly Thr He Thr Thr Arg 








20 






25 30 


Pro 


Tyr 


Val 


His 


Thr 


Trp Gly Ser 


Ala Asp Met Ala Thr Pro Tyr His 






35 






40 


45 


Leu 


Gly 


Pro 


Phe 


Trp 


Thr Leu Gly 


Thr Asp Lys His Arg Arg Glu Ala 




50 








55 


60 


Asn 


Arg 


Gly 


Gin 


Arg 


Ala He Trp 


Gly Trp Pro Thr Gly Pro Pro Trp 


65 










70 


75 80 


His 


Leu 


* 












82 













<210> 1141 

<211> 58 

<212> PRT 

<213> Homo sapiens 



<400> 1141 

Met Tyr Gin Trp Gly Ser Ser He He Leu He Leu Trp Pro Leu Ser 

15 10 15 

Met Asn He Gly Cys Tyr Ser He Tyr Leu Lys Met Val Met Leu Leu 
20 25 30 



655 



WO 01/54477 



PCT/US01/02687 



Ser Ser Lys Phe Ser Trp Lys Ser 

35 40 

Leu Leu Lys Phe Arg Tyr Met Cys 

50 55 



Phe Ser Lys Leu Gin Phe Leu Leu 
45 

He * 
57 



<210> 1142 

<211> 46 

<212> PRT 

<213> Homo sapiens 



<400> 1142 
Met Asn Pro His 
1 

Ser Leu Leu Asp 
20 

Pro Ser Ser Arg 

- 35 



Leu Gly Val Phe 
5 

Ser Gin Leu His 

Met Trp Lys Ser 
40 



Leu Val Leu Val 
10 

Ser Trp He Val 
25 

He He Phe Phe 



Ser Phe Phe Leu 
15 

Leu His Asn Ser 

30 
Leu * 
45 



<210> 1143 
<211> 58 
<212> PRT 

<213> Homo sapiens 



<400> 1143 

Met Leu Trp Ala Leu He Arg Ala Ala Leu Ala Gin Leu His Thr Glu 

15 10 15 

Glu Pro Lys Lys Arg Lys Glu Glu Lys Met Ser Pro Ala Leu Ser Pro 

20 25 30 

Pro Leu Pro Ser Val Pro He Ser Leu Gly Gin Asn Asn Arg Lys Arg 

35 40 45 

Arg Ser His Leu Ser Leu Leu Leu Gin * 

50 55 57 



<210> 1144 

<211> 147 

<212> PRT 

<213> Homo sapiens 



<400> 1144 
Met Ala Tyr Thr Met He Pro Val 

1 5 
Ser Ser Leu Val Arg Thr Lys Val 
20 

Phe Ala Lys Ser Met Asn Gly Gly 
35 40 
Gin Val Lys Phe Leu Phe Arg Lys 

50 55 
His Cys Pro Leu His Asp Gly Asn 

65 70 
Met Ala Pro Tyr Trp Gly Leu Asn 



Leu His Phe Phe Cys Cys Glu Thr 

10 15 
Val Trp Glu Ala He Asn Met Val 

25 30 
Pro Asp Arg Cys He Ala Val Arg 
45 

Val Ser Phe Ser Glu Lys He Asp 
60 

He Leu Leu Pro Gly Pro Trp Glu 
75 80 
He Ser Leu Cys His Leu Gin Phe 
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85 

Arg His Ser He Val Ser Leu Ala 
100 

Ser Met Leu Trp Cys Pro Cys Leu 
115 120 
Thr Leu Tyr He Asn Ala Ser Ser 

130 135 
Ala Asp * 
145 146 



90 95 
Arg Cys Ser Leu Gly Glu Gly Gin 
105 HO 
Thr Ser He Ser Val Asp Met Ala 
125 

Ser Leu Ser Ser Lys Gly Lys Lys 
140 



<210> 1145 
<211> 103 
<212> PRT 

<213> Homo sapiens 



<400> 1145 

Met Ala Trp He Pro Leu Phe Leu Gly Val Leu Ala Tyr Cys Thr Gly 

15 10 ^ 15 

Ser Val Ala Ser Tyr Glu Leu Thr Gin Pro Pro Ser Val Ser Val Ser 

20 25 30 

Pro Gly Lys Thr Ala Ser He Thr Cys Ser Gly Asp Lys Leu Gly Asp 

35 40 45 

Lys Tyr Ala Ser Trp Tyr Gin Gin Lys Ala Gly Gin Ser Pro Val Leu 

50 55 60 

Val He Tyr Glu Asp Ser Arg Arg Pro Ser Gly He His Lys Arg Phe 
65 70 75 ~ 80 

Tyr Gly Ser Asn Ser Gly Thr Thr Ala Thr Leu Thr He Ser Gly Thr 

85 90 95 

Gin Ala Met Asp Glu Gly * 
100 102 



<210> 1146 
<211> 77 
<212> PRT 

<213> Homo sapiens 



<400> 1146 

Met Pro Leu Leu His Gly Val Tyr Leu Ala Arg Arg Ser Leu He Cys 

15 10 15 

He Ser Phe Cys His Leu Cys Val Leu Ser He Gly Leu Arg Val He 

20 25 30 

Val Cys Val Val Gly He Ser Glu Asp Arg Lys Arg Ser Ala Ser Ala 

35 40 45 

Pro Thr Leu Gly He Val Pro Leu His Ala Ser Leu His Gin His Cys 

50 55 60 

Ala Pro Asn Gin Ser Asn Pro Cys Ser Trp His Leu * 
65 70 75 76 



<210> 1147 
<211> 118 
<212> PRT 
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<213> Homo sapiens 
<400> 1147 



Met 


Asn 


Pro 


Ser 


Ala 


Ser Leu 


Val 


Cys 


Leu 


Leu 


Phe 


Ala 


Phe 


Ser 


Ser 


1 








5 








10 










15 




Cys 


Arg 


He 


Trp 


Ser 


Val Leu 


Cys 


Gin 


Leu 


Cys 


Val 


Pro 


Ser 


Pro 


Trp 








20 








25 










30 




Pro 


Ser 


Pro 


Leu 


Cys 


Leu Cys 


Pro 


Gin 


Thr 


Asp 


Val 


Ala 


Pro 


He 


Cys 






35 








40 










45 






Ala 


Val 


Gin 


Pro 


Ser 


Leu Phe 


Cys 


Leu 


Gly 


Ser 


Arg 


Glu 


Pro 


Leu 


Trp 




50 








55 










60 








Thr 


Val 


Leu 


Val 


Gly 


Ser Cys 


Pro 


Leu 


Arg 


Ala 


Phe 


Thr 


Asn 


Leu 


Ser 


65 










70 








75 










80 


Val 


Arg 


Pro 


Pro 


Pro 
85 


Gly His 


His 


Ser 


He 
90 


His 


Leu 


Leu 


Thr 


Trp 

95 


Leu 


Ala 


Ser 


Ser 


Ser 


Ala 


Ala Ala 


Thr 


Thr 


Ala 


Ala 


Ser 


Thr 


Ala 


Ser 


Gly 








100 








105 










110 




Ala 


Pro 


His 


Ser 


Val 


* 





















115 117 



<210> 1148 

<211> 399 

<212> PRT 

<213> Homo sapiens 



<400> 1148 



Met 


Trp 


Ala 


Ala 


Val 


Gly Gly Phe 


Leu 


Phe 


Ala 


Pro 


Arg 


Cys 


Phe 


Leu 


1 








5 






10 










15 




Leu 


Pro 


Trp 


Pro 


Leu 


Arg Ala Pro 


Leu 


Ser 


Ser 


Leu 


Phe 


Val 


Leu 


Pro 








20 






25 










30 






Arg 


Leu 


Leu 


Leu 


Trp 


Pro He Pro 


Tyr 


Pro 


Val 


Leu 


Ala 


Ser 


Val 


Cys 






35 






40 










45 






Pro 


Cys 


Val 


Pro 


Gly 


Gly Arg Phe 


Phe 


Gly 


Pro 


Leu 


Tyr 


Pro 


Arg 


Asp 




50 








55 








60 








Leu 


Arg 


Leu 


Leu 


Arg 


Cys Val Pro 


Gly 


Glu 


Leu 


Thr 


Gly 


Ala 


Ala 


Pro 


65 










70 






75 










80 


Arg 


Thr 


Leu 


Pro 


Gly 


Cys Asp Leu 


Asn 


Cys 


Leu 


Gly 


Leu 


Gly 


Arg 


Glu 










85 






90 










95 




Ala 


Ala 


Val 


Pro 


Arg 


Leu Leu Arg 


Leu 


Thr 


Arg 


Asp 


Pro 


Ala 


Arg 


Pro 








100 






105 










110 






Ser 


Cys 


Arg 


Thr 


Leu 


Gly Val His 


Ala 


Val 


Pro 


Arg 


Arg 


Ala 


Phe 


Gly 






115 






120 










125 






Phe 


Tyr 


Ala 


Val 


Pro 


Arg Arg Asp 


Pro 


Arg 


Phe 


Tyr 


Ala 


Val 


Pro 


Arg 




130 








135 








140 










Arg 


Val 


Pro 


Arg 


Leu 


Tyr Ala Val 


Pro 


His 


Pro 


Ala 


Leu 


Arg 


Val 


Tyr 


145 










150 






155 










160 


Ala 


Val 


Pro 


Arg 


Arg 


Thr Phe Arg 


Val 


Tyr 


Ala 


Val 


Pro 


His 


Pro 


Ala 










165 






170 










175 




Leu 


Arg 


Val 


Tyr 


Ala 


Val Pro Arg 


Arg 


Ala 


Leu 


Gly 


Leu 


Tyr 


Val 


Val 








180 






185 










190 






Pro 


Gin 


Arg 


Ala 


Leu 


Arg Val Tyr 


Ala 


Val 


Pro 


Arg 


Arg 


Thr 


Phe 


Arg 






195 






200 










205 








Val 


Tyr 


Ala 


Val 


Pro 


His Pro Ala 


Leu 


Arg 


Leu 


Tyr 


Ala 


Val 


Ala 


Arg 




210 








215 








220 










Arg 


Ala 


Leu 


Arg 


Phe 


Tyr Val Val 


Pro 


Gin 


Arg 


Ala 


Leu 


Arg 


Val 


Tyr 
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225 

Ala val 

Leu Leu 

Pro Leu 

Arg Pro 
290 
His Leu 
305 

Arg Pro 

Ala Ala 

Cys Ala 

Trp Leu 
370 
Leu Gly 
385 



Pro Arg 

Arg Leu 
260 
Ser Leu 
275 

Leu His 

Gly Thr 

Pro Arg 

Ser Cys 
340 
Leu Ala 
355 

Ser Gly 
Thr Arg 



230 
Leu Pro 
245 

Leu Leu 

Pro Ala 

Leu Leu 

Leu Arg 
310 
Ala Pro 
325 

Leu Leu 

Pro Leu 

Ser Leu 

Gly Asn 
390 



Gly Arg 
Pro Leu 



235 

Ala Thr Phe 

250 
Gly Gly Arg 
265 

Ala Leu Arg 



Gly Leu 
280 

Arg Ala Ala Cys Leu 
295 

Gly Ser 



Arg Leu 
His Ser 



Leu Leu Gly 
315 

Gly Leu Arg 

330 
Gly Gly Ala 
345 

Phe Cys Leu 



Arg Pro 
360 

Ser Gin Arg Arg Gly 
375 

Pro Leu Arg Leu Arg 
395 



Arg Asp 

Arg Val 

Ala Ala 
285 
Leu Pro 
300 

Leu Ser 

Ala Pro 

Pro Arg 

Pro Ala 
365 
Asp Leu 
380 

Gly Leu 



240 

Leu Arg Pro 

255 
Leu Gly Leu 
270 

Ser Arg Ala 

Ser Leu Gly 

Leu Ala Val 
320 

Val Trp Pro 

335 
Arg Leu Leu 
350 

Arg Gly Ser 

Arg Arg Pro 

Gly His 
399 



<210> 1149 

<211> 67 

<212> PRT 

<213> Homo sapiens 



<400> 1149 

Met Pro Ser Tyr Phe Lys Thr Cys Ser Leu Phe Thr Leu Leu Ser Ser 

15 io 15 

Val Phe Leu Val Cys lie Trp lie Phe Lys Thr Asn lie Lys Ser Ser 

20 25 30 

Val Ser Glu Ser Pro Pro Asp Ser Gly Leu Gly Gin Val Thr Ala Val 

35 40 45 

Tyr Gin Val Gin Cys Leu Cys Trp Ala Lys Asp Cys Asn Tyr Pro lie 

50 55 60 

Cys Ser * 
65 66 



<210> 1150 
<211> 70 
<212> PRT 

<213> Homo sapiens 



<400> 1150 
Met Leu Val Ser Lys Leu Met Leu 

1 5 
Tyr lie Met Pro Val Glu Met Lys 
20 

Leu Glu Ala Arg Ala Asp Pro Thr 
35 40 
Ser Leu Asp lie Ala Arg Arg Leu 
50 *" 55 



Gin lie Val Met Ala Val Pro His 

10 15 
Asn Gin Ser Leu lie Pro Leu Leu 

25 30 
lie Lys Asn Lys His Gly Glu Ser 
45 

Lys Phe Ser Gin lie Glu Leu Met 
60 
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Leu Arg Lys Ala Leu * 
65 £9 



<210> 1151 

<211> 48 

<212> PRT 

<213> Homo sapiens 



<400> 1151 

Met Gly Ala Gly Cys Thr Pro Val Val Leu Gly Ala Ala Leu Trp Leu 

1 5 ,10 15 

Trp Arg Trp Phe Ser Arg Trp Gly Leu Gly Gly Leu Cys Trp Arg Pro 

20 25 30 

Cys Thr Cys Thr Pro Cys His Ser Ala Ser Pro Gly Ala Gly Arg * 
35 40 45 47 



<210> 1152 
<211> 64 
<212> PRT 

<213> Homo sapiens 



<400> 1152 

Met Lys Asp His Leu Glu Phe Pro Phe Leu Asp Leu Leu Asp Leu Thr 

1 5 10 15 

Asp Ser Leu Gly Leu Leu Gly Phe Gin Gly Leu Leu Ala Leu Leu Ala 

20 25 30 

Leu Thr Phe Leu Leu Val Met Arg Tyr Val Asn Gin Ala Leu Gin Ala 

35 40 45 

Pro Gin Asp Leu Gin Val He Lys Asp Ser Lys Glu Asn Lys Glu * 
50 55 60 63 



<210> 1153 
<211> 61 
<212> PRT 

<213> Homo sapiens 



<400> 1153 

Met Thr Ala Arg Phe Leu Leu Ala Arg Pro Ala Tyr Ser Ser Ala Leu 

1 5 10 15 

Leu Arg Gly Leu Gly Gly Pro Arg Thr Pro Leu lie Gin Phe Ser Arg 

20 25 30 

Cys Gly Met Met Ser Xle Arg Leu Leu Gly Leu Phe Pro Leu Cys Leu 

35 40 45 

Cys Ser Val Leu Trp Phe Pro Gin Gin His Ser Leu * 
50 55 60 



<210> 1154 
<211> 75 
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<212> PRT 

<213> Homo sapiens 



<400> 1154 

Met Asp Ser Thr Phe Leu Ala Thr Arg Ala Val Arg Gly Gin Leu Tyr 

1 5 ' 10 15 

Leu Trp lie Ser Met Leu Thr lie Ala Thr Gly Lys Leu Cys Ala Arg 

20 25 30 

Cys Tyr Pro Glu Asn Gin Asp His He He Gin Met Leu Pro Cys Ser 

35 40 45 

Pro Ala Ser Val He Leu His Leu Pro Trp Met Met Lys Phe Phe Leu 

50 55 60 

Ala Arg His Leu He Lys Trp Leu Glu Asn * 
65 70 74 



<210> 1155 

<211> 68 

<212> PRT 

<213> Homo sapiens 



<400> 1155 
Met Met Ala Lys Ser Val Arg Phe 

1 5 
He Arg Phe Ala Val Leu Val Val 
20 

Trp Ala Lys Ser Gly Leu Leu Ser 
35 40 
Leu Leu Lys Gin Thr His Leu Leu 

50 55 
Phe Ala Leu * 
65 67 



Cys Tyr Val Leu Phe Val Glu Glu 

10 15 
Gin Arg Leu Ala Lys Ser Asp Leu 

25 30 
He Phe He Phe He Ser Lys Val 
45 

Val Cys Arg Met Tyr He Ala Ala 
60 



<210> 1156 
<211> 60 
<212> PRT 

<213> Homo sapiens 



<400> 1156 
Met He Tyr Phe Leu Ser Thr Pro 

1 5 
Leu Met Thr Phe Phe Phe Val Ala 
20 

Thr His Phe Cys Phe Phe Ser Ser 
35 40 
Pro Pro Pro Lys Leu Lys Phe Leu 
50 55 



Leu Leu Leu Thr Leu Phe Asn He 

10 15 
Pro Pro Leu Asn Leu Leu Asn Lys 

25 30 
Tyr Ser Leu Lys Asp Phe Arg Cys 
45 

Leu His Pro * 
59 



<210> 1157 
<211> 776 
<212> PRT 
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<213> Homo sapiens 



<400> 1157 



Met Leu 


Phe 


He 


Val 


Thr 


Ala 


Leu 


Leu 


Cys 


Cys 


Gly 


Leu 


Cys 


Asn 


Gly 


1 






5 










10 










15 




Val fceu 


He 


Glu 


Glu 


Thr 


Glu 


He 


Val 


Met 


Pro 


Thr 


Pro 


Lys 


Pro 


Glu 






20 










25 










30 






Leu Trp 


Ala 


Glu 


Thr 


Asn 


Phe 


Pro 


Leu 


Ala 


Pro 


Trp 


Lys 


Asn 


Leu 


Thr 




35 










40 










45 








Leu Trp 


Cys 


Arg 


Ser 


Pro 


Ser 


Gly 


Ser 


Thr 


Lys 


Glu 


Phe 


Val 


Leu 


Leu 


50 










55 










60 










Lys Asp 


Gly 


Thr 


Gly 


Trp 


He 


Ala 


Thr 


Arq 


Pro 


Ala 


Ser 


Glu 


Gin 


Val 


65 








70 










75 










80 


Arg Ala 


Ala 


Phe 


Pro 


Leu 


Gly 


Ala 


Leu 


Thr 


Gin 


Ser 


His 


Thr 


Glv 


Ser 








85 










90 










95 




Tyr His 


Cys 


His 


Ser 


Trp 


Glu 


Glu 


Met 


Ala 


Val 


Ser 


Glu 


Pro 


Ser 


Glu 






100 










105 










110 






Ala Leu 


Glu 


Leu 


Val 


Glv 


Thr 


Asp 


He 


Leu 


Pro 


Lys 


Pro 


Val 


He 


Ser 




115 










120 










125 








Ala Ser 


Pro 


Thr 


He 


Arcr 


Glv 


Gin 


Glu 


Leu 


Gin 


Leu 


Arg 


Cys 


Lys 


Gly 


130 










135 










140 










Trp Leu 


Ala 


Glv 


Met 


Glv 


Phe 


Ala 


Leu 




Lys 


Glu 




Glu 


Gin 


Glu 


145 








ISO 










155 










160 


Pro Val 


Gin 


Gin 


Leu 


Glv 


Ala 


Val 


Gly 




Glu 


Ala 


Phe 


Phe 


Thr 


He 








165 










170 










175 




Gin Arg 


Met 


Glu 


Asp 


Lys 


Asp 


Glu 


Glv 


Asn 


Tvr 


Ser 


Cys 


Arcr 


Thr 


His 






180 










185 










190 






Thr Glu 


Lys 


Air cr 


Pro 


Phe 


Lys 


TzD 


Ser 


Glu 


Pro 


Ser 


Glu 


Pro 


Leu 


Glu 




195 










200 










205 








Leu Val 


He 


Lys 


Glu 


Met 


Tvr 


Pro 


Lys 


Pro 


Phe 


Phe 


Lys 


Thr 


J. J-P 


Ala 


210 










215 










220 










Ser Pro 


Val 


Val 


Thr 


Pro 


Glv 


Ala 


Arg 


Val 


Thr 


Phe 


Asn 


*-Y & 


Ser 


Thr 


225 








230 










235 










240 


Pro His 


Gin 


His 


Met 


Ser 


Phe 


He 


Leu 


Tvr 


Lys 


Asp 


Glv 


Ser 


Glu 


He 








245 










250 










255 




Ala Ser 


Ser 


Asp 


Ara 


Ser 


Trp 

IT 


Ala 


Ser 


Pro 


Glv 


Ala 


Ser 


Ala 


Ala 


His 






260 










265 










270 






Phe Leu 


He 


He 


Ser 


Val 


Gly 


He 


Gly 


Asp 


Gly 


Glv 


Asn 


Tvr 


Ser 


Cys 




275 










280 










285 








Arg Tyr 


Tyr 


Asp 


Phe 


Ser 


He 


Trp 


Ser 


Glu 


Pro 


Ser 


Asp 


Pro 


Val 


Glu 


290 










295 










300 










Leu Val 


Val 


Thr 


Glu 


Phe 


Tvr 


Pro 


Lys 


Pro 


Thr 


Leu 


Leu 


Ala 


Gin 


Pro 


305 








310 










315 










320 


Gly Pro 


Val 


Val 


Phe 


Pro 


Gly 


Lvs 


Ser 


Val 


He 


Leu 


Arcr 


Cys 


Gin 


Glv 








325 










330 










335 




Thr Phe 


Gin 


Gly 


Met 


Arg 


Phe 


Ala 


Leu 


Leu 


Gin 


Glu 


Gly 


Ala 


His 


Val 






340 










345 










350 






Pro Leu 


Gin 


Phe 


Arg 


Ser 


Val 


Ser 


Gly 


Asn 


Ser 


Ala 


As P 


Phe 


Leu 


Leu 




355 










360 










365 








His Thr 


Val 


Gly 


Ala 


Glu 


Asp 


Ser 


Gly 


Asn 


Tyr 


Ser 


Cys 


He 


Tyr 


Tyr 


370 










375 










380 










Glu Thr 


Thr 


Met 


Ser 


Asn 


Arg 


Gly 


Ser 


Tyr 


Leu 


Ser 


Met 


Pro 


Leu 


Met 


385 








390 










395 










400 


He Trp 


Val 


Thr 


Asp 


Thr 


Phe 


Pro 


Lys 


Pro 


Trp 


Leu 


Phe 


Ala 


Glu 


Pro 








405 










410 










415 




Ser Ser 


Val 


Val 


Pro 


Met 


Gly 


Gin 


Asn 


Val 


Thr 


Leu 


Trp 


Cys 


Arg 


Gly 






420 










425 










430 






Pro Val 


His 


Gly 


Val 


Gly 


Tyr 


He 


Leu 


His 


Lys 


Glu 


Gly 


Glu 


Ala 


Thr 
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435 










440 


Ser 


Met 


Gin 


Leu 


Trp 


Gly 


Ser 


Thr 




450 










455 




Thr 


Asn 


He 


Ser 


Gly 


Thr 


Ser 


Met 


465 










470 






Pro 


Asp 


Trp 


Thr 


Ser 


Ser 


He 


Lys 










485 








Leu 


Leu 


Val 


Thr 


Gly 


Leu 


Leu 


Pro 








500 










Gly 


Pro 


Met 


Val 


Ala 


Pro 


Gly 


Glu 






515 










520 


Glu 


Leu 


Pro 


Asp 


Ser 


Thr 


Phe 


Val 




530 










535 




Pro 


Leu 


Glu 


Gin 


Gin 


Arg 


Pro 


Ser 


545 










550 






Pro 


Ala 


Val 


Arg 


Gly 


Glu 


Asp 


Ser 










565 








Leu 


Asp 


Ser 


Thr 


Pro 


Phe 


Ala 


Ala 








580 










He 


Trp 


Val 


Thr 


Asp 


Lys 


Pro 


Pro 






595 










600 


Ser 


Thr 


Met 


Phe 


Lys 


Leu 


Gly 


Lys 




610 










615 




Pro 


Leu 


Pro 


Gly 


Val 


Glu 


Phe 


Val 


625 










630 






Pro 


Gin 


Gin 


Phe 


Ser 


Glu 


Asp 

XT 


Gly 










645 








Gly 


Lys 


Gly 


He 


Gly 


Asn 


Tvr 


Ser 








660 










Pro 


Asp 


He 


Trp 


Ser 


Glu 


Pro 


Ser 






675 










680 


Ala 


Gly 


Pro 


Val 


Ala 


Gin 


Glu 


Cys 




690 










695 




Ser 


Leu 


He 


Val 


Val 


Val 


Val, 


Val 


705 










710 






Glu 


Trp 


Lys 


Lys 


Trp 


Pro 


Arg 


Leu 










725 








Gly 


Arg 


Asp 


Gin 


Thr 


He 


Ala 


Leu 








740 










Pro 


Gly 


Thr 


Pro 


Ala 


Asn 


Ser 


Pro 






755 










760 


Val 


Glu 


Leu 


Pro 


Val 


Pro 


He 


* 




770 










775 






<210> 1158 












<211> 80 












<212> PRT 












<213> Homo 


sapiens 








<400> 1158 










Met 


He 


Gin 


Leu 


Phe 


Phe 


Val 


Leu 


1 








5 








Leu 


Ser Gly Tyr 


Tyr Val 


Thr 


Leu 








20 










Leu 


Pro 


Pro 


Val 


Met 


Leu 


Leu 


He 



35 40 



445 



Ser 


Asn 


Asp 


Gly Ala 


Phe 


Pro 


He 








460 










Gly 


Arg 


Tyr 


Ser 


Cys 


Cys 


Tyr 


His 






475 










480 


He 


Gin 


Pro 


Ser 


Asn 


Thr 


Leu 


Glu 




490 










495 




Lys 


Pro 


Ser 


Leu 


Leu 


Ala 


Gin 


Pro 


505 










510 






Asn 


Met 


Thr 


Leu 


Gin 


Cys 


Gin 


Gly 










525 








Leu 


Leu 


Lys 


Glu 


Gly 


Ala 


Gin 


Glu 








540 










Gly 


Tyr 


Arg 


Ala 


Asp 


Phe 


Trp 


Met 






555 










560 


Gly 


He 


Tyr 


Ser 


Cys 


Val 


Tyr 


Tyr 




570 










575 




Ser 


Asn 


His 


Ser Asp 


Ser 


Leu 


Glu 


585 










590 






Lys 


Pro 


Ser 


Leu 


Ser 


Ala 


Trp 


Pro 










605 








Asp 


He 


Thr 


Leu 


Gin 


Cys 


Arg 


Gly 








620 










Leu 


Glu 


His 


Asp 


Gly 


Glu 


Glu 


Ala 






635 










640 


Asp 


Phe 


Val 


He 


Asn 


Asn 


Val 


Glu 




650 










655 




Cys 


Ser 


Tyr 


Arg 


Leu 


Gin 


Ala 


Tyr 


665 










670 






Asp 


Pro 


Leu 


Glu 


Leu 


Val 


Gly 


Ala 










685 








Thr 


Val 


Gly 


Asn 


He 


Val 


Arg 


Ser 








700 










Ala 


Leu 


Gly 


Val 


Val 


Leu 


Ala 


He 






715 










720 


Arg 


Thr 


Arg 


Gly Ser 


Glu 


Thr 


Asp 




730 










735 




Glu 


Glu 


Cys 


Asn 


Gin 


Glu 


Gly 


Glu 


745 










750 






Ser 


Ser 


Thr 


Ser 


Gin 


Arg 


He 


Ser 










765 








Tyr 


Gly 


He 


Leu 


Ala 


Leu 


Ala 


Phe 




10 










15 




Ala 


Ala 


Gin 


He 


Leu 


Ala 


Val 


Leu 


25 










30 






Asp 


Gly 


Asn 


Val 


Ala 


Tyr 


Trp 


His 



45 
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Asn Thr Arg Arg Val Glu Phe Trp Asn Gin Met Lys Leu Leu Gly Glu 

50 55 60 

Ser Val Gly lie Phe Gly Thr Ala Val He Leu Ala Thr Asp Gly * 
65 70 75 79 



<210> 1159 

<211> 132 

<212> PRT 

<213> Homo sapiens 



<400> 1159 



Met 


Ser 


Ser 


Gly 


Thr 


Glu 


Leu 


Leu 


Trp 


Pro 


Gly 


Ala 


Ala 


Leu 


Leu 


Val 


•1 








5 










10 










15 




Leu 


Leu 


Gly 


Val 


Ala 


Ala 


Ser 


Leu 


Cys 


Val 


Arg 


Cys 


Ser 


Arg 


Pro 


Gly 








20 










25 










30 






Ala 


Lys 


Arg 


Ser 


Glu 


Lys 


He 


Tyr 


Gin 


Gin 


Arg 


Ser 


Leu 


Arg 


Glu 


Asp 






35 










40 










45 








Gin 


Gin 


Ser 


Phe 


Thr 


Gly 


Ser 


Arg 


Thr 


Tyr 


Ser 


Leu 


Val 


Gly 


Gin 


Ala 




50 










55 










60 










Trp 


Pro 


Gly 


Pro 


Leu 


Ala 


Asp 


Met 


Ala 


Pro 


Thr 


Arg 


Lys 


Asp 


Lys 


Leu 


65 










70 










75 










80 


Leu 


Gin 


Phe 


Tyr 


Pro 


Ser 


Leu 


Glu 


Asp 


Pro 


Ala 


Ser 


Ser 


Arg 


Tyr 


Gin 










85 










90 










95 




Asn 


Phe 


Ser 


Lys 


Gly 


Ser 


Arg 


His 


Gly 


Ser 


Glu 


Glu 


Ala 


Tyr 


He 


Asp 








100 










105 










110 






Pro 


Thr 


Ala 


He 


Lys 


Tyr 


Phe 


Leu 


Thr 


Gin 


Ala 


Thr 


Ala 


Ser 


He 


He 






115 










120 










125 








Leu 


Leu 


He 


Ala 



























130 132 



<210> 1160 

<211> 167 

<212> PRT 

<213> Homo sapiens 



<400> 1160 

Met Val Gly Leu Gly Gly Met Ser Gin Leu Leu Leu Ala Ser Leu Leu 

15 10 15 

Pro Pro Val Pro Gin Gly Ser Pro Thr Arg Arg Lys Leu Pro Ala Ser 

20 25 30 

Leu Leu Val Ser Thr Ala Leu He Ser Pro Val Cys Val Arg Gly Trp 

35 40 45 

Met Trp Gin Asn Leu Gin Asn Arg He His Gly Ser His Thr Ser Ala 

50 55 60 

Arg Arg Val Pro Ser Leu Pro Gly Ala Gly Gin Val Gly Val Arg Trp 
65 70 75 80 

Glu Ala Gly Pro Ala Cys Arg Thr Gin Pro Ser Pro Gin Asn Leu Ala 

85 90 95 

Pro Arg Pro His Pro Ser Ala Ala Gin Leu He Glu Asn Ala Ala Leu 

100 105 110 

Arg Ser Ala Met Ser Gly Glu Arg Leu Phe Pro Glu Gly Gin Glu His 

115 120 125 

Leu Gly Pro Leu Val Ala Pro Arg Val Pro Met Gly Gly Ala Leu Cys 
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130 135 140 

Pro Pro Leu Pro Ser Leu Ser Cys Ala He Cys Lys Val Gly Ala Ala 
145 150 155 160 

Arg Glu Ala Gly Gly Arg * 
165 166 



<210> 1161 

<211> 84 

<212> PRT 

<213> Homo sapiens 



<400> 1161 

Met Ala Asn Leu Leu Leu Leu He Val Pro He Leu He Ala Met Ala 

15 10 15 

Phe Leu Met Leu Thr Glu Arg Lys He Leu Gly Tyr He Gin Leu Arg 

20 25 30 

Lys Gly Pro Asn Val Val Gly Pro Tyr Gly Leu Leu Gin Pro Phe Ala 

35 40 45 

Asp Ala He Lys Leu Phe Thr Lys Glu Pro Leu Lys Pro Ala Thr Ser 

50 55 60 

Ala He Thr Leu Tyr He Thr Ala Pro Thr Leu Ala Leu Thr He Ala 
65 70 75 80 

Leu Leu Leu * 
83 



<210> 1162 

<211> 80 

<212> PRT 

<213> Homo sapiens 



<400> 1162 

Met Lys Ala Trp Cys Phe Ser Asn Lys Phe Trp Leu Ala Val Leu Pro 

15 10 15 

lie Cys Cys Ala Ser Ala Ala Tyr Leu Gly Gin Val Trp Leu Leu lie 

20 25 30 

Tyr Ala Trp Arg Ala Glu Thr Ser Leu Glu Thr Glu Phe Tyr Thr lie 

35 40 45 

Pro Leu Ser Trp Leu Tyr Tyr Phe Thr Thr Thr Tyr Tyr Leu Met Phe 

50 55 60 

Leu Pro Ser Leu Lys Phe Ala Gin Asp Ser Pro Pro Arg Ala Phe * 
65 70 75 79 



<210> 1163 

<211> 71 

<212> PRT 

<213> Homo sapiens 



<400> 1163 

Met Tyr Gly Leu Lys He Leu Ser His Leu Trp Val Leu Leu He Leu 
15 10 15 
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Ser Leu Leu Leu Phe Leu Arg Lys 
20 

Phe Val Cys Phe Ala Phe Val Ala 
35 40 
lie Ala Gin Ala Asn Val lie Gin 

50 55 
Ser Ser Thr Phe Lys Leu * 
65 70 



Ser Phe Lys Phe Tyr Ala Val Ser 

25 30 
Phe Trp Asn Asn Leu Gin Lys lie 
45 

Ser Pro Ser lie Phe Pro Cys Ser 
60 



<210> 1164 
<211> 56 
<212> PRT 

<213> Homo sapiens 



<400> 1164 

Met Glu Thr Ala Val He Gly Val 

1 5 

Val Ala He Thr Cys Val Leu Cys 
20 

Gin Asp Pro Gin Gly Gly Pro Gly 

35 40 

Arg Gin Glu Ala Ser Leu Phe Thr 

50 55 56 



Val Val Val Leu Phe Val Val Thr 

10 15 
Cys Phe Ser Cys Asp Ser Arg Ala 

25 30 
Arg Ser Phe Thr Val Ala Thr Phe 
45 



<210> 1165 
<211> 97 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
.<222> (1) . . . (97) 

<223> Xaa = any amino acid or nothing 





<400> 1165 








Met 


Lys 


Met Leu 


Cys 


Gly Leu Leu Arg 


Thr Val Gin Gly Val Arg Phe 


l 






5 




10 15 


Pro 


Gin 


Leu Thr 


Arg 


He His Gly Pro 


Ser Thr Gin Gly His Gin Leu 






20 




25 


30 


Leu 


Leu 


Leu Trp 


Val 


Gly Val Leu Gin 


Val Gly Xaa Ser Ser Leu Gly 






35 




40 


45 


Leu 


Gin 


Asn Asp 


Leu 


Met Gly Pro Ser 


Leu Gly Arg Gly Pro Pro Pro 




50 






55 


60 


Leu 


Ala 


Ala Ser 


Thr 


Arg Cys Arg His 


Val Ala Gin Leu Gly Val Gly 


65 








70 


75 80 


Leu 


Ser 


Lys Thr 


Trp 


Gin Pro Ser Thr 


His Gly He Ala Ser Ala Pro 








85 




90 * 95 96 



* 



<210> 1166 
<211> 48 
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<212> PRT 

<213> Homo- sapiens 



<400> 1166 



Met 


Leu 


lie Phe 


Val 


Phe 


Leu 


Phe 


Ser 


1 






5 










Thr 


Phe 


Ser Pro 


Arg 


Leu 


Asn 


Arg 


Ser 






20 










25 


Ala 


Leu 


His Pro 


Val 


Leu 


Arg 


Arg 


Lys 






35 








40 






<210> 1167 














<211> 274 














<212> PRT 














<213> Homo 


sapiens 










<400> 1167 












Met 


Glu 


Ala Pro 


J-JCJU 




His 


Leu 


Glu 


1 
















Phe 


Ser 


Pro Leu 


Val 


Phe 


Phe 


Leu 


Leu 






20 










25 


Cys 


Leu 


Val Ala 


Phe 


Phe 


Val 


Leu 


Gin 






35 








40 




Ala 


Ser 


Val Glu 


Asp 


Leu 


Leu 


Asn 


Asp 




50 








55 






Arg 


Pro 


Arg Glu 


Glu 


Asn 


Asp 

XT 


Leu 


Gly 


65 








70 








Ser 


Gin 


Gly Gin 


Gly 


Tyr 


Leu 


Glu 


Glu 








85 










Ala 


His 


Leu Ala 


Phe 


lie 


Tyr 


Thr 


Leu 






100 










105 


Thr 


Asn 


Gly Met 


Leu 


Pro 


Ser 


Val 


Gin 






115 








120 




Gly 


Pro 


Val Ala 


Tyr 


His 


Leu 


Ala 


Ala 




130 








135 






Pro 


Leu 


Ala Ser 


Leu 


Val 


Ser 


Met 


Phe 


145 








150 








Phe 


Leu 


Gly Val 


Leu 


Ser 


Val 


Leu 


Gly 








165 










Met 


Ala 


Met Ala 


Val 


Met 


Ser 


Pro 


Cys 






180 










185 


Gly 


Gly 


Glu Val 


Leu 


He 


Va\ 


Ser 


He 






195 








200 




Leu 


Phe 


Ser Gly 


Cys 


Leu 


Ser 


Tyr 


Val 




210 








215 






Leu 


Arg 


Asp Leu 


Ser 


Arg 


Ser 


Ala 


Leu 


225 








230 








Gin 


Leu 


Gly Ser 


Leu 


Leu 


Gly 


Ala 


Leu 








245 










Val 


Leu 


Arg Leu 


Phe 


Ser 


Ser 


Ala 


Asp 






260 










265 



Ala * 
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Tyr 


Leu 


He 


Ala 


Leu 


Ala 


Gly 


10 










15 




Gly 


Glu 


Ser 


Val 


His 


Pro 


Phe 










30 






His 


Pro 


Val 


lie 


His 


Leu 


* 








45 




47 




Ser 


Arg Tyr 


Leu 


Pro 


Ala 


His 


10 










15 




Leu 


Ser 


He 


Met 


Met 


Ala 


Cys 










30 






Atq 


Gin 


Pro 


Arg 


Cys 




Glu 








45 








Gin 


Val 


Thr 


Leu 


His 


Ser 


He 






60 










Pro 


Ala Gly 


Thr 


Val 


Asp 


Ser 




75 










80 


Lys 


Ala 


Ala 


Pro Cys 


Cvs 


Pro 


90 










95 




Val 


Ala 


Phe 


Val 


Asn 


Ala 


Leu 










110 






Thr 


Tyr Ser 


Cys 


Leu 


Ser 


Tvr 








125 








Thr 


Leu 


Ser 


He 


Val 


Ala 


Asn 






140 










Leu 


Pro 


Asn 


Arg 


Ser 


Leu 


Leu 




155 










160 


Thr 


Cys 


Phe 


Gly Gly 


Tyr 


Asn 


170 










175 




Pro 


Leu 


Leu 


Gin Gly 


His 


Trp 










190 






Arg 


Pro 


Val 


Ala 


Ser 


Trp 


Val 








205 








Lys 


Val 


Met 


Leu Gly 


Val 


Val 






220 










Leu 


Trp Cys 


Gly Ala 


Ala 


Val 




235 










240 


Leu 


Met 


Phe 


Pro 


Leu 


Val 


Asn 


250 










255 




Phe 


Cys Asn 


Leu 


His 


Cys 


Pro 



270 
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<210> 1168 

<211> 230 

<212> PRT 

<213> Homo sapiens 



<400> 1168 



Met 


Arg 


He 


Cys 


Asn 


Leu 


He 


Ser Met Met Leu Leu Leu Cys His 


Trp 


l 








5 






10 15 




Asp 


Gly 


Cys 


Leu 


Gin 


Phe 


Leu 


Val Pro Met Leu Gin Asp Phe Pro 


Arg 








20 








25 30 




Asn 


Cys 


Trp 


Val 


Ser 


He 


Asn 


Gly Met Val Asn His Ser Trp Ser 


Glu 






35 










40 45 




Leu 


Tyr 


Ser 


Phe 


Ala 


Leu 


Phe 


Lys Ala Met Ser His Met Leu Cys 


He 




50 










55 


60 




Gly 


Tyr 


Gly 


Arg 


Gin 


Ala 


Pro 


Glu Ser Met Thr Asp He Trp Leu 


Thr 


65 










70 




75 


80 


Met 


Leu 


Ser 


Met 


He 


Val 


Glv 


Ala Thr Cvs Tvr Ala Mph Phe* Tl f* 


Gly 










85 






90 95 




His 


Ala 


Thr 


Ala 


Leu 


He 


Gin 


Ser Leu Asp Ser Ser Arg Arg Gin 


Tyr 








100 








105 110 




Gin 


Glu 


Lys 


Tyr 


Lys 


Gin 


Val 


Glu Gin Tyr Met Ser Phe His Lys 


Leu 






115 










120 125 




Pro 


Ala 


Asp 


Phe 


Arar 


Gin 


Lys 


J.AC xi-LO nop jt J vJ-LU nio r\i- y 


Tyr 




130 










135 


140 




Gin 


Gly 


Lys 


Met 


Phe 


Asp 


Glu 


Asd Ser Tl p Tien G~\ v d~\ n Tien ZX<?n 

if*0^' -L -L ^Z. JLJd*4 VJ J- V VJJ- XJL. 1JCU noil 


m v 

\j j- y 


145 










150 




155 


160 


Pro 


Leu 


Arg 


Glu 


Glu 


He 


Val 


Asn Phe Asn Cys Arg Lys Leu Val 


Ala 










165 






170 175 




Ser 


Met 


Pro 


Leu 


Phe 


Ala 


Asn 


Ala Aso Pro Asn Phe Val Thr Al a 


Met 








180 








185 190 




Leu 


Thr 


Lys 


Leu 


Lys 


Phe 


Glu 


Val Phe Gin Pro Gly Asp Tyr He 


He 






195 










200 205 




Pro 


Arg 


Arg 


His 


His 


Arg 


Glu 


Glu Asp Val Leu His Pro Ala Arg 


Arcr 




210 










215 


220 




Gly 


Gin 


Arg 


Ala 


His 


* 








225 








229 












<210> 1169 














<211> 213 














<212> PRT 














<213> Homo 


sapiens 










<400> 1169 












Met 


Ma 


His 


Phe 


Thr 


Trp 


Ala 


His Leu Arg Val Leu Thr Leu Phe 


Leu 


1 








5 






10 15 




Leu 


Gin Val Gly 


Leu 


Leu 


Asp 


Asp Val His Gin Leu Leu Gly Pro 


Gin 








20 








25 30 




Ala 


Asp Glu Asp 


Ser 


Leu 


Ser 


He Phe Thr Val Met Pro Ala Leu 


His 






35 










40 45 




Gin 


Ser 


Gin 


Glu 


Gin 


Leu 


Gly 


Gly He Val Leu Glu Leu Gin His 


Gin 




50 










55 


60 




lie 


His 


Ala 


Val 


Leu 


Ala 


Gin 


Gly Ala Asp Val He Glu Asp Gin 


Cys 


65 










70 




75 


80 


Gly 


Asp Asp 


Val 


Tyr 


Ala 


He 


Gly Leu Val Ser His Asn Ala Ser 


Leu 
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85 90 95 

Val Leu Met Ala Gly Ala Leu Ala Val Leu Ser Glu Gly Leu Gin Gly 

100 105 no 

Leu Asp Asp Glu Ala His Val Val Leu He Asp Val Glu Pro Gin Gin 

115 120 125 

Pro Gin Ala Ala Arg Gly Ala Ala Ala His Asp Val Gin Glu Leu Gin 

130 135 140 

Arg Leu Ala Tyr Gin Val Val Val Gly Phe Val Val Leu Thr Ala Gin 
145 150 155 160 

Glu Val Leu Gin Val Pro Val Val Val Leu Thr Gin Gin Leu Gin Lys 

165 170 175 

Ala Gin Asp Gly Leu His Asp Glu His Gly Cys Ala His Leu Thr Ala 

180 185 190 

Leu His Thr Phe Ala His Leu Val Pro Pro Ala Gin Ala Gly Ala Gin 

195 200 205 

Arg Val Ala Gly * 
210 212 



<210> 1170 

<211> 51 

<212> PRT 

<213> Homo sapiens 



<400> 1170 

Met Tyr Ser Leu Val Leu Thr Phe Leu Val Ser Phe Cys Ala Leu Ser 

15 10 15 

Lys Thr Phe Leu Asp His Trp Phe Gin Met Phe He Tyr Tyr He Leu 

20 25 " 30 

Phe Lys Asp Ser Glu He Gly Phe Cys His Pro Leu Leu Tyr Val Leu 

35 40 45 

Phe His * 
50 



<210> 1171 
<211> 157 
<212> PRT 

<213> Homo sapiens 



<400> 1171 

Met Leu Val Pro Leu Asn Leu Cys Leu Gin Ser Thr Leu Ala Leu Val 

15 10 15 

Ser Leu Pro Leu Pro Gly He Gly Arg Ala Phe Cys Glu Trp Leu Ser 

20 25 30 

Gly Thr Phe Lys Ala Arg Arg Gin Gly Pro Lys Ala Lys Arg Glu Leu 

35 . 40 45 

Trp Asp Val Pro Ser Pro Val Arg Gly Trp Pro Trp Gly Phe Arg Leu 

50 55 60 

Arg Gly Val Pro Gly Pro Val Ser Pro Ala Phe Gly Pro Phe Gly Glu 
65 70 75 80 

Phe Gly Glu Glu Val Pro Thr Ala Arg Pro Gly Asp Val Arg Gly Ala 

85 90 95 

Ala Leu Thr Phe He Val Gly Val Ser Ser Glu Val Ser Val Gin Arg 
100 105 110 
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Arg Ser Ala Gly Arg Ser His Arg Gly Arg Arg Arg Arg Ala Ser Cys 

115 120 125 

Thr Ala Ala Pro Gly Gly Gly Val Thr Arg Arg Trp Lys Glu Tyr Cys 

130 135 140 

Thr Gin Arg lie Asn Asn Leu Val Lys Pro Phe Ser * 
145 150 155 156 



<210> 1172 
<211> 69 
<212> PRT 

<213> Homo sapiens 



<400> 1172 

Met Asn Pro Tyr lie Ser He He Val Phe He Val Phe Leu Cys Ser 

15 10 15 

Glu Asn Tyr Pro Trp Asn Asn Met Leu Arg He Thr Gly Ser Ser Pro 

20 25 30 

Tyr Leu His Phe Leu Ser Val Leu Gly Val Leu Val Asn Ser Tyr Val 

35 40 45 

Leu He Leu Phe Asn Ser Glu Phe Leu Thr Gin His Phe Arg Glu Arg 

50 55 60 

He Gin Ala Gly * 
65 68 



<210> 1173 

<211> 75 

<212> PRT 

<213> Homo sapiens 



<400> 1173 
Met Cys Ser Leu Lys Phe Trp He 

1 5 
His Leu Cys Ala Thr Gin Leu Ser 
20 

Met Phe Val Ser Gly Leu Val Cys 
35 40 
Gly Met Thr His Pro Tyr Trp Ser 

50 55 
Ala Gly Cys Phe Arg Glu Arg Asp 
65 70 



Cys Phe Cys Gin Ala Val Ser Met 

10 15 
Val Ser Leu Pro Ala Gly He Ser 

25 30 
Asp He Cys Val Trp Ser Gly Ser 
45 

Arg Met Arg Val Glu Met Met Val 
60 

Ala His * 
74 



<210> 1174 

<211> 77 

<212> PRT 

<213> Homo sapiens 



<400> 1174 

Met Leu Ser Ser Phe Phe Lys Ser Cys Phe Cys Val Ser Phe Trp Thr 

15 10 15 

Leu Ser He Ala Thr Ser Ser Asn Leu Leu He Phe Ser Ser Ala He 
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20 25 30 

Ser Asn Leu Leu Leu He Leu Ser Ser Val Phe Ser He Leu Asp He 

35 40 45 

Val Val Phe He Thr Arg Ser Met He Trp Phe Cys Phe His Pro Cys 

50 55 60 

He Tyr He Thr Cys Pro Val Phe His Ser Ala Ser * 
65 70 75 76 



<210> 1175 
<211> 59 
<212> PRT 

<213> Homo sapiens 





<400> 1175 








Met 


Ser Phe Ala 


Phe 


Ser Leu Trp Tyr Pro 


Phe Leu Arg Asp Leu Arg 


1 




5 


10 


15 


Ser 


Cys Phe Lys 


Leu 


Ser Lys Leu Ser Cys 


His Ser Pro He Ser Phe 




20 




25 


30 


Val 


Gin Tyr Thr 


Thr 


Met Ser Thr Arg Val 


Ser Cys Leu Asn Leu Leu 




35 




40 


45 


Tyr 


Pro His Leu 


Arg 


Val Val Ser He His 


Ser 




50 




55 


59 



<210> 1176 
<211> 55 
<212> PRT 





<213> Homo 


sapiens 










<400> 1176 










Met 


His Leu Leu 


Cys Ser Gly His Lys Leu Cys Leu Cys 


He 


Val 


Tyr 


1 




5 10 




15 




He 


Ser Phe Phe 


Leu Phe Phe Lys Val Tyr Gly Phe Cys 


Phe 


Leu 


His 




20 


25 


30 






Ala 


Asn He Val 


Asn Tyr Thr Glu Asp Thr Thr Asp Ser 


He 


Tyr 


Lys 




35 


40 45 








Val 


Tyr Arg Asn 


He He * 









50 54 



<210> 1177 
<211> 86 
<212> PRT 

<213> Homo sapiens 



<400> 1177 
Met Leu Ser Met Leu Leu Arg Ala 

1 5 
His Leu Val Ser Ser He Leu Phe 
20 

Ser Met Lys Glu Ala Asn Leu Leu 
35 40 



Val Phe Cys Cys Cys Arg Arg Leu 

10 15 
Cys Cys Ser Arg Asn Arg Thr Leu 

25 30 
Leu Arg Val Leu He Cys Ser Phe 
45 
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Ser Trp Val Arg Thr Ala Trp Met Leu Gly Ser Thr Ser Arg Thr Arg 

50 55 60 

Gly Leu Ser Arg Leu Trp Leu Thr Val Thr Ala Val Met Pro Pro Met 
65 70 75 80 

Pro Leu Ala Pro Pro * 
85 



<210> 1178 
<211> 189 
<212> PRT 

<213> Homo sapiens 



<400> 1178 



Met 


Met 


Pro 


Leu 


Leu 


Ser 


Leu 


He 


Phe 


Ser 


Ala 


Leu 


Phe He Leu Phe 


1 








5 










10 






15 


Gly 


Thr 


Val 


He 


Val 


Gin 


Ala 


Phe 


Ser 


Asp 


Ser 


Asn 


Asp Glu Arg Glu 








20 










25 








30 


Ser 


Ser 


Pro 


Pro 


Glu 


Lys 


Glu 


Glu 


Ala 


Gin 


Glu 


Lys 


Thr Gly Lys Thr 






35 










40 










45 


Glu 


Pro 


Ser 


Phe 


Thr 


Lys 


Glu 


Asn 


Ser 


Ser 


Lys 


He 


Pro Lys Lys Gly 




50 










55 










60 




Phe 


Val 


Glu 


Val 


Thr 


Glu 


Leu 


Thr 


Asp 


Val 


Thr 


Tyr 


Thr Ser Asn Leu 


65 










70 










75 




80 


Val 


Arg 


Leu 


Arg 


Pro 


Gly 


His 


Met 


Asn 


Val 


Val 


Leu 


He Leu Ser Asn 










85 










90 






95 


Ser 


Thr 


Lys 


Thr 


Ser 


Leu 


Leu 


Gin 


Lys 


Phe 


Ala 


Leu 


Glu Val Tyr Thr 








100 










105 








110 


Phe 


Thr 


Gly 


Ser 


Ser 


Cys 


Leu 


His 


Phe 


Ser 


Phe 


Leu 


Ser Leu Asp Lys 






115 










120 










125 


His 


Arg 


Glu 


Trp 


Leu 


Glu 


Tyr 


Leu 


Leu 


Glu 


Phe 


Ala 


Gin Asp Ala Ala 




13 0 










135 










140 




Pro 


He 


Pro 


Asn 


Gin 


Tyr 


Asp 


Lys 


His 


Phe 


Met 


Glu 


Arg Asp Tyr Thr 


145 










150 










155 




160 


Gly 


Tyr 


Val 


Leu 


Ala 


Leu 


Asn 


Gly 


His 


Lys 


Lys 


Tyr 


Phe Cys Leu Phe 










165 










170 






175 


Lys 


Pro 


Gin 


Lys 


Thr 


Val 


Glu 


Glu 


Gly 


Gly 


Lys 


Pro 


* 



180 185 188 



<210> 1179 

<211> 55 

<212> PRT 

<213> Homo sapiens 



<400> 1179 

Met He Cys Lys Tyr Phe Phe . Leu lie Leu Trp Val Val Phe Ser Phe 

15 10 15 

Phe Phe Met Phe Leu Asp Ala Gin Lys Phe He He Leu Met Lys Ser 

20 25 30 

Asn Ser Ser Phe Leu Leu Leu Leu His Met Leu Leu Glu Ser Tyr Leu 

35 40 45 

Arg Asn His Cys Gin He * 
50 54 
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<210> 1180 

<211> 81 

<212> PRT 

<213> Homo sapiens 





<400> 1180 
















Met 


Ala 


Phe 


Leu 


Leu 


Ser 


Thr 


Leu 


Leu 


Asn 


His Tyr Leu Ala Cys Lys 


1 








5 










10 


15 


His 


Ser 


Ser 


Glu 


Leu 


Trp 


Leu 


Gin 


Ser 


Ser 


Leu Asn Asn Leu Gly Lys 








20 










25 




30 


Lys 


Lys 


Asp 


Lys 


Ala 


Tyr 


He 


Phe 


Thr 


Val 


Leu Ala Leu Lys His He 






35 










40 






45 


Pro 


Gin 


Met 


Pro 


Leu 


Arg 


He 


Tyr 


Phe 


Val 


Leu Gly Gin Ser Trp Trp 




50 










55 








60 


Leu 


Met 


Pro 


Val 


lie 


Pro 


Ala 


He 


Trp Glu Ala Glu Ala Arg Thr Ala 


65 










70 










75 80 



<210> 1181 

<211> 69 

<212> PRT 

<213> Homo sapiens 



<400> 1181 

Met Asp Glu Val His Val Leu Gly Leu Ala Leu Leu Thr Val Leu He 

15 10 15 

Glu Leu Val Ser Pro Leu Asp Ser Leu Arg Arg His Ser Cys Tyr He 

20 25 30 

Thr His Thr Phe Ser Cys Asn His Thr Asn Ser His Phe Tyr He Leu 

35 40 . 45 

Ser He Ser Cys Thr Asn Trp Gly Leu Lys Val Tyr Lys He Phe Leu 

50 55 60 

Ser Cys Glu Phe * 
65 68 



<210> 1182 

<211> 430 

<212> PRT 

<213> Homo sapiens 



<400> 1182 

Met He Thr Lys Thr Pro Ala Gin Leu Arg Ser Val Ala Thr lie Leu 

15 10 15 

Lys Thr Leu Cys Leu Ala Ser Pro Thr Val Ala Asn Val Lys Ala Pro 

20 25 30 

Pro Gin Val Ala Val Ala Ala Gly Thr Pro Asn Thr Ser Gly Ser He 

35 40 45 

His Glu Asn Pro Pro Lys Ala Lys Ala Thr Val Asn Val Lys Gin Ala 
50 55 60 
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Ala 


Lys 


Val 


Val 


Lys 


Ala 


Ser 


Ser 


Pro 


Ser 


Tyr 


Leu Ala Glu 


Glv 


Lvs 


65 










70 










75 






80 


lie 


Arg 


Cys 


Leu 


Ala 


Gin 


Pro 


His 


Pro 


Gly 


Thr 


Gly Val Pro 


Arcr 


Ala 










85 










90 






95 




Ala 


Ala 


Glu 


Leu 


Pro 


Leu 


Glu 


Ala 


Glu 


Lys 
i 


He 


Lys Thr Gly 


Thr 


Gin 








100 










105 






110 






Lys 


Gin 


Ala 


Lys 


Thr 


Asp 


Met 


Ala 


Phe 


Lys 


Thr 


Ser Val Ala 


Val 


Glu 






115 










120 








125 






Met 


Ala 


Gly 


Ala 


Pro 


Ser 


Trp 


Thr 


Lys 


Val 


Ala 


Glu Glu Gly 


Asd 


Lvs 




130 










135 










140 






Pro 


Pro 


His 


Gly 


Pro 


Arq 


Cys 

2 


Pro 


Asn 


His 


Ala 


Cys Gin Arg 


Leu 


Glv 


145 










150 










155 






160 


Gly 


Leu 


Ser 


Ala 


Pro 


Pro 


Trp 


Ala 


Lys 


Pro 


Glu 


Asp Arg Gin 


Thr 


Gin 










165 










170 






175 




Pro 


Gin 


Pro 


His 


Glv 


His 


Val 


Pro 


Glv 


Lys 


Thr 


Thr Gin Gly 


Glv 


Pro 








180 










185 






190 






Cys 


Pro 


Ala 


Ala 


Cvs 


Glu 


Val 


Gin 


Glv 


Met 


Leu 


Val Prn pro 


Met 


Ala 






195 










200 








205 






Pro 


Thr 


Glv 


His 


Ser 


Thr 


Cvs 


Asn 


Val 


Glu 


Ser 


-L jl \j jl y no fc/ 


Asn 


o jl y 




210 










215 










220 






Ala 


Thr 


Arci 


Ala 


Gin 


Pro 


Ser 


Met 


Pro 


Glv 


Gin 


Ala Val Pro 

n-l- Ct Veil i 1 U 


Lrys 




225 










230 










235 






240 


Glu 


Asp 


Thr 


Val 


Gly 


Ser 


Leu 


Leu 


Ala 


Ser 


Leu 


^jrO nJLCL uJ- Li 


VCLX 












245 










250 






255 




Glv 


Val 


Leu 


Ala 


Ser 


Gin 


Glu 


Asp 


Leu 


Arg 


X III. 


J-JtJU J-icLl nla 


Lys 


nla 








260 










265 






270 






Leu 


Ser 


Gin 


Glv 


Glu 


Val 


U F 


Ala 


Ala 


T.oi i 

iJCU 




^J-Lll rtld. Leu 


Ser 


Lys 






275 










280 








285 






Glu 


Val 


Leu 


Glv 


Ala 


Thr 


Val 


Thr 


Lys 


Ala 


Leu 


rxu oi.il ocl 


Met- 
ric L. 


Leu 




290 










295 










300 






Ser 


Met 


Ala 


Leu 


Val 


Lys 


Ala 


Leu 


Ser 


Tm 
irp 


Ser 




Leu 


± ill 


305 










310 










315 






320 


Leu 


Ser 


Arg 


Ala 


Leu 


Ser 




Glv 

V3J-Y 


Glu 


Leu 




2\1 a Cl~\ 11 Tif»ll 
.r-V-L Ct OXU UCU 


X I IX. 


Lys 










325 










330 






335 




Val 


Met 


Gin 


Glv 


Lys 


Leu 


Ala 


Glu 


Val 


Leu 


Ser 


T.vq Si a T.oii 
uy »2> i-ULci iicu 


Thr 










340 










345 






350 






Glu 


Glu 


Trn 


Val 


Ala 


Leu 


Ser 


Gin 


Ala 


Leu 


Cys 


ojLii uiy cixu 


Leu 


uiy 






355 










360 








365 






Ala 


Leu 


Leu 


Ser 


Gin 


Ser 


Trp 


Cys 


Arg 


Val 


Ala 


Leu Arg Thr 


Gly 


Thr 




370 










375 










380 






lie 


Leu 


Pro 


Lys 


Ala 


Ala 


Ser 


Lys 


Ser 


Thr 


Gly 


Ser Gly Val 


Thr 


Lys 


385 










390 










395 






400 


Thr 


Pro 


Ala 


Leu 


Val 


Lys 


Val 


Ala 


Cys 


Arg 


Arg 


Ser Pro Ser 


Ala 


Ala 










405 










410 






415 




Trp 


Gly 


Pro 


Ser 


Leu 


Gly 


Pro 


Val 


Arg 


Pro 


Gin 


Thr Ser Lys 












420 










425 






430 







<210> 1183 

<211> 53 

<212> PRT 

<213> Homo sapiens 



<400> 1183 

Met Thr Phe lie Leu Ser Arg Pro Pro Phe Phe Phe Leu Phe Ser Lys 

1 5 10 15 

Arg Ser Cys Ser Gly Ala Arg Trp Ser Arg Trp Pro Gin Phe Gly Tyr 
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20 25 30 

Ser Thr Ser Pro Pro Gly Ser Met Phe Phe Ser Ser Pro Pro Ser Arg 

35 40 45 

Gly lie Pro Ala * 
50 52 



<210> 1184 

<211> 56 

<212> PRT 

<213> Homo sapiens 



<400> 1184 
Met Ser Met Leu His Trp lie His 

1 5 
Leu Lys Phe Leu Ser Val Lys Cys 
20 

Ala Ser Ser Ala Phe Phe Leu Val 
35 40 
Leu Ser Gin Leu Tyr Phe Gin * 
50 55 



Phe He Leu His Val Ser He Val 

10 15 
Ser He He Tyr Lys Lys Ser Phe 

25 30 • 

Gin Ala Ser Phe Phe His He Met 
45 



<210> 1185 

<211> 294 

<212> PRT 

<213> Homo sapiens 



<400> 1185 



Met 


Pro 


Tyr 


Val 


Thr 


Glu 


Ala Thr 


Arg 


Val 


Gin 


Leu Val 


Leu 


Pro 


Leu 


1 








5 








10 








15 




Leu 


val 


Ala 


Glu 


Ala 


Ala 


Ala Ala 


Pro 


Ala 


Phe 


Leu Glu 


Ala 


Phe 


Ala 








20 








25 








30 






Ala 


Asn 


Val 


Leu 


Glu 


Pro 


Arg Glu 


His 


Ala 


Leu 


Leu Thr 


Leu 


Leu 


Leu 






35 








40 








45 








Val 


Tyr 


Gly 


Pro 


Arg 


Glu 


Gly Gly 


Arg 


Gly 


Ala 


Pro Asp 


Pro 


Phe 


Leu 




50 










55 








60 








Gly 


Val 


Lys 


Ala 


Ala 


Ala 


Ala Glu 


Leu 


Glu 


Arg 


Arg" Tyr 


Pro 


Gly 


Thr 


65 










70 








75 








80 


Arg 


Leu 


Ala 


Trp 


Leu 


Ala 


Val Arg 


Ala 


Glu 


Ala 


Pro Ser 


Gin 


Val 


Arg 










85 








90 








95 




Leu 


Met 


Asp 


Val 


Val 


Ser 


Lys Lys 


His 


Pro 


Val 


Asp Thr 


Leu 


Phe 


Phe 








100 








105 








110 






Leu 


Thr 


Thr 


Val 


Trp 


Thr 


Arg Pro 


Gly 


Pro 


Glu 


Val Leu 


Asn 


Arg 


Cys 






115 








120 








125 








Arg 


Met 


Asn 


Ala 


He 


Ser 


Gly Trp 


Gin 


Ala 


Phe 


Phe Pro 


Val 


His 


Phe 




130 










135 








140 








Gin 


Glu 


Phe 


Asn 


Pro 


Ala 


Leu Ser 


Pro 


Gin 


Arg 


Ser Pro 


Pro 


Gly 


Pro 


145 










150 








155 








160 


Pro 


Gly 


Ala 


Gly 


Pro 


Asp 


Pro Pro 


Ser 


Pro 


Pro 


Gly Ala 


Asp 


Pro 


Ser 










165 








170 








175 




Arg 


Gly 


Ala 


Pro 


He 


Gly 


Gly Arg 


Phe 


Asp 


Arg 


Gin Ala 


Ser 


Ala 


Glu 








180 








185 








190 






Gly 


Cys 


Phe 


Tyr 


Asn 


Ala 


Asp Tyr 


Leu 


Ala 


Ala 


Arg Ala 


Arg 


Leu 


Ala 






195 








200 








205 
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Gly 


Glu 
210 


Leu 


Ala 


Gly 


Gin 


Glu Glu 
215 


Val 


Met 


Asp 


Val 


Phe 


Leu 


Arg Phe 


225 










230 




Val 


Glu 


Pro 


Gly 


Leu 
245 


Val 


Gin Lys 


Arg 


Leu 


Ser 


Glu 
260 


Glu 


Leu 


Tyr His 


Gly 


Leu 


Gly 
275 


Gly 


Arg 


Ala 


Gin Leu 
280 


Gin 


Ala 
290 


Asn 


Ser 


Thr 
293 


* 





Glu Glu Ala Leu Glu Gly Leu Glu 
220 

Ser Gly Leu His Leu Phe Arg Ala 
235 240 
Phe Ser Leu Arg Asp Cys Ser Pro 

250 255 
Arg Cys Arg Leu Ser Asn Leu Glu 
265 270 
Ala Met Ala Leu Phe Glu Gin Glu 
285 



<210> 1186 
<211> 57 
<212> PRT 

<213> Homo sapiens 



<400> 1186 
Met Met Tyr He Leu Leu Val Phe 

1 5 
Met He His Cys Leu Gin Asn Gly 
20 

Thr Glu Thr Gly Trp Leu Pro Leu 
35 40 
He Leu Arg Tyr Leu Arg Gly Glu 
50 55 56 



Leu Thr Leu Trp Leu Leu He Glu 

10 15 
Asp His Arg Arg Thr Arg Pro Pro 

25 30 
Arg Phe His Leu Arg Thr Gly Lys 
45 

* 



<210> 1187 
<211> 191 
<212> PRT 

<213> Homo sapiens 



<400> 1187 



Met 


Asp 


Leu 


Asp 


Asn 


Ala 


Lys Tyr 


Ser 


Leu Leu Gly Phe Ala Leu Phe 


1 








5 








10 15 


Trp 


Val 


Val 


Val 


Gly 


Phe 


Phe Phe 


Val 


Cys Leu Phe Trp Phe Leu Val 








20 








25 


30 


Phe 


Leu 


Pro 


Trp 


Cys 


Lys 


Thr Val 


Glu 


Ser Cys Leu Phe Thr Gly Leu 






35 








40 




45 


Gly 


Ser 


He 


Glu 


Val 


Cys 


Val Ser 


Ser 


Val Arg Phe Leu Leu Arg Thr 




50 










55 




60 


He 


Cys 


He 


Phe 


Asn 


Asn 


Ser Thr 


Ser 


Ser Arg Pro Ser Arg Arg Asn 


65 










70 






75 80 


Glu 


Arg 


Gly 


Leu 


Val 


Ser 


Ser Pro 


Glu 


Leu Ala Leu Glu Cys Val His 










85 








90 95 


Leu 


Ala 


Ala 


His 


Gly 


Leu 


Val Ala 


Leu 


Arg Gly Leu He Gin Leu Pro 








100 








105 


110 


Leu 


Gin 


Leu 


Pro 


Ala 


Val 


Gly Val 


Asp 


Ala Leu Gly Leu Leu Leu Cys 






115 








120 




125 


Leu 


Leu 


Gin 


Leu 


Pro 


Leu 


Glu Leu 


Leu 


Asp Pro Gly He Ala Phe Leu 




130 










135 




140 


Cys 


Leu 


Leu 


Leu 


Val 


Leu 


Leu Gly 


His 


Leu Ala Leu Val Leu His Leu 
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145 150 
Gin Gin Asp Phe Leu Gin Leu Leu 
165 

Gly Arg Leu Phe Leu Ser Gly Leu 
180 



155 160 
Val Phe Leu Leu Gin Arg Leu Gly 

170 175 
Leu Leu Asp Leu Leu Leu * 
185 190 



<210> 1188 

<211> 216 

<212> PRT 

<213> Homo sapiens 



<400> 1188 



Met Ser 


Pro 


Pro 


Leu 


Tif^n T«^ii T»^ii 


i 






c 
O 




Leu As Ti 


Val 


Glu 


Pro 








si u 






Gin Val 


His 


Pro 


Gly 


Arg Arg Thr 




35 






40 


Lys Pro 


Ala 


Glu 


Leu 


Pro Lys Leu 


50 








55 


Pro Ala 


Ser 


Val 


Pro 


Leu Ser Lys 


65 








70 


Glu He 


Gly 


Leu 


Gly 


Thr Pro Pro 








85 




Thr Gly 


Ser 


Ser 


Asn 


Leu Trp Val 






100 






Ser Val 


Pro 


Cys 


Trp 


Phe His His 




115 






120 


Ser Phe 


Lys 


Pro 


Ser 


Gly Thr Lys 


130 








135 


Arg Val 


Asp 


Gly 


He 


Leu Ser Glu 


145 








150 


Lys Gly 


Ala 


Ser 


Val 


He Phe Gly 








165 




Gly Ser 


Ser 


Leu 


Phe 


Pro Ala Pro 






180 






Pro He 


Leu 


Val 


Leu 


Trp Glu Gly 




195 






200 


Gly Gly 


Ala 


Gly 


Ala 


He Gly * 


210 








215 



Pro 


Leu 


Leu Leu Leu 


Ti^n Prn T.em 

UCU XTX.v_/ LicU 




10 




15 


Thr 


Leu 


He Arg He 


Pro Leu Arg 


25 






30 


Leu 


Asn 


Leu Leu Arg 


Gly Trp Gly 






45 




Gly 


Ala 


Pro Ser Pro 


Gly Asp Lys 






60 




Phe 


Leu Asp Ala Gin 


Tyr Phe Gly 






75 


80 


Gin 


Asn 


Phe Thr Val 


Ala Phe Asp 




90 




95 


Pro 


Ser Arg Arg Cys 


His Phe Phe 


105 






110 


Arg 


Phe 


Asn Pro Asn 


Ala Ser Ser 






125 




Phe 


Ala 


He Gin Tyr 


Gly Thr Gly 






140 




Asp 


Lys 


Leu Thr He 


Gly Gly He 






155 


160 


Glu 


Ala 


Leu Trp Gly 


He Gin Pro 




170 




175 


Met 


Gly Tyr Trp Gly 


Leu Gly Phe 


185 






190 


He 


Ser 


Ala Pro Ala 


Gly Cys Thr 



205 



<210> 1189 
<211> 176 
<212> PRT 

<213> Homo sapiens 



<400> 1189 
Met Ala Leu Arg Gly Ala Leu Gin 

1 5 
Leu Leu Leu Gly Leu Gly Asp Lys 
20 

Ser Phe Ala Val Gly Asn Ala Ala 
35 40 



Ser Gin Ser Gly Leu Leu Ser Leu 

10 15 
Asp Pro Val Val Arg Cys Ser Ala 

25 30 
Tyr Gin Ala Gly Pro Leu Gly Pro 
45 
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Ala Leu Ala Ala Ala Val Pro Ser Met Thr Gin Leu Leu Gly Asp Pro 

50 55 60 

Gin Ala Gly lie Arg Arg Asn Val Ala Ser Ala Leu Gly Asn Leu Gly 
65 70 75 80 

Pro Glu Gly Leu Gly Glu Glu Leu Leu Gin Cys Glu Val Pro Gin Arg 

85 90 95 

Leu Leu Glu Met Ala Cys Gly Asp Pro Gin Pro Asn Val Lys Glu Ala 

100 105 110 

Ala Leu lie Ala Leu Arg Ser Leu Gin Gin Glu Pro Gly lie His Gin 

115 120 125 

Val Leu Val Ser Leu Gly Ala Ser Glu Lys Leu Ser Leu Leu Ser Leu 

130 135 140 

Gly Asn Gin Ser Leu Pro His Ser Ser Pro Arg Pro Ala Ser Ala Lys 
145 150 155 160 

His Cys Arg Lys Leu lie His Leu Leu Arg Pro Ala His Ser Met * 
165 170 175 



<210> 1190 

<211> 58 

<212> PRT 

<213> Homo sapiens 



<400> 1190 

Met Ala Gly Thr Ala Gin Leu Leu Gly Leu Lys Gin Leu lie Gly Leu 

15 10 15 

Glu Leu Leu Thr Ala Gin Cys Gly Gin lie Thr Gly Tyr Arg Asp Arg 

20 25 30 

Arg Glu Glu Leu Leu Pro Pro Arg Phe Leu Ala Thr Gly Pro Pro Ser 

35 40 45 

Cys His Pro Pro Ser Gin Thr Val Pro * 
50 55 57 



<210> 1191 

<211> 88 

<212> PRT 

<213> Homo sapiens 



<400> 1191 
Met Gly lie Cys Leu Thr Trp Lys 

1 5 
Leu lie Leu Leu Ser Glu Leu His 
20 

Pro Lys Ser Ser Pro His Phe Ser 
35 40 
Met Tyr Pro Gly Leu Ala Leu Leu 

50 55 
Glu Asn Gly Glu lie Leu Cys Arg 

65 70 
Glu Ser Lys Cys Thr lie Tyr * 
85 87 



Pro Pro Thr Gly Val Ser Val lie 

10 15 
Met Lys Ser Pro Gly Arg Leu Lys 

25 30 
Thr Val Leu Thr Pro Leu Thr Phe 
45 

His Ser Leu Tyr Trp His Trp Gin 
60 

Ala Ala Glu Pro Lys Phe Ala Gin 
75 80 
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<210> 1192 

<211> 136 

<212> PRT 

<213> Homo sapiens 



<400> 1192 



Met' Val 


Cys 


Leu 


Arg 


Leu Pro 


Gly 


Gly Ser 


Cys Met Ala Val Leu 


Thr 


1 






5 






10 


15 




Val Thr 


Leu 


Met 


Val 


Leu Ser 


Ser 


Pro Leu 


Ala Leu Ala Gly Asp 


Thr 






20 








25 


30 




Arg Pro 


Arg 


Phe 


Leu 


Glu Tyr 


Ser 


Thr Ser 


Glu Cys His Phe Phe 


Asn 




35 








40 




45 




Gly Thr 


Glu 


Arg 


Val 


Arg Tyr 


Leu 


Asp Arg 


Tyr Phe His Asn Gin 


Glu 


50 








55 






60 




Glu Asn 


Val 


Arg 


Phe 


Asp Ser 


Asp 


Val Gly 


Glu Phe Arg Ala Val 


Thr 


65 








70 






75 


80 


Glu Leu 


Gly 


Arg 


Pro 


Asp Ala 


Glu 


Tyr Trp 


Asn Ser Gin Lys Asp 


Leu 








85 






90 


95 




Leu Gly 


Thr 


Ala 


Arg 


Arg Thr 


Ser 


Trp Ser 


Arg Ser Gly Ala Gly 


Trp 






100 








105 


110 


Thr Thr 


Thr 


Ala 


Asp 


Thr Thr 


Thr 


Gly Leu 


Trp Arg Ala Ser Gin 


Cys 




115 








120 




125 


Ser Gly 


Glu 


Ser 


lie 


Leu Arg 


* 








130 








135 











<210> 1193 

<211> 99 

<212> PRT 

<213> Homo sapiens 



<400> 1193 
Met Leu Ala Ser Arg Gin Ala Cys Cys Pro 
1 5 ■ io 

Leu Pro Leu Ser Pro Thr Leu Ser Gly Phe 

20 25 
Ser His Leu His Val Pro Arg Gly Pro Ala 

35 40 
Ser His Gly Ser Pro Ser Gly Leu Pro Ala 

50 55 
Cys Leu Leu Val Val Gly Leu Gin Gin Asn 

65 70 
Pro lie Leu Ser Ser Arg Gly Leu Arg Val 
85 90 

Ala Asp * 
98 



<210> 1194 

<211> 50 

<212> PRT 

<213> Homo sapiens 



<400> 1194 



679 



Pro Val Ser Ser Leu Phe 
15 

Phe Thr Val Cys Ser Val 
30 

Arg Leu Cys Pro Arg Met 
45 

Glu Pro Ser Glu His Gly 
60 

Cys Thr Arg Leu Thr Ser 
75 80 
Gin Arg Arg Val Asn Leu 
95 
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Met Phe Ser Pro Ser Phe Gin Gly 

1 5 
Cys Val Ser Leu Ser Leu Cys Val 
20 

Cys Val Tyr Lys Glu Pro Gly Met 
35 40 

Leu * 
49 



He He Thr Lys Val Arg Cys Val 

10 15 
Cys Val Cys Val Cys Val Cys Val 

25 30 
Arg Ala Gly Arg Gly Gly Ser Arg 
45 



<210> 1195 

<211> 58 

<212> PRT 

<213> Homo sapiens 



<400> 1195 

Met Gin Gly Val Arg Val Ser Phe Gly Trp Ala Met Gly Leu Ala Trp 

1 5 10 15 

Gly Ser Cys Ala Leu Glu Ala Phe Ser Gly Thr Leu Leu Leu Ser Ala 

20 25 30 

Ala Trp Thr Leu Ser Leu Ser Pro Pro He Cys Gly His Leu Ser Pro 

35 40 45 

Gin Gin Val Gly Gly Arg Gly Gly Asp * 
50 55 57 



<210> 1196 
<211> 132 
<212> PRT 

<213> Homo sapiens 



<400> 1196 



Met Leu 


Pro 


Asn Ser Ser Ser Leu 


1 




5 


Phe Cys 


Val 


He Pro Ala Gly Gly 






20 


Gly Leu 


Arg 


Pro Thr Gly Asp Val 




35 


40 


Val Glu 


Pro 


Ser Gly Ser Arg Gly 


50 




55 


Leu Ser 


Met 


Phe Leu Ala His Phe 


65 




70 


He Leu 


Asp 


Gly Gin Arg Leu Gly 






85 


Asn Arg 


Arg 


Lys Lys Ser Leu Gin 






100 


Pro Val 


Arg 


Arg His Ala Gly Pro 




115 


120 


Arg Gly 


Pro 


Arg 


130 




132 



Trp Leu Val Met Arg He Leu He 

10 15 
Val Leu Gly Ala Pro Thr Ala Ala 

25 30 
Ala Leu Arg Arg Pro Ala Gly Ser 
45 

Leu Arg Ala Ser Val Cys Gin Arg 
60 

Leu Arg Gly His Phe Leu Trp Trp 
75 80 
Phe Pro Leu Ser Leu Ala Thr Trp 

90 95 
His Leu Leu His Lys His Val Leu 
105 no 
Cys Arg Gly Pro Gin Thr Thr Ala 
125 



<210> 1197 
<211> 64 
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<212> PRT 

<213> Homo sapiens 



<400> 1197 

Met Pro Tyr Leu He Leu Phe Phe Ala Val Tyr He Leu Tyr Lys He 

1 5 10 15 

Leu Val Lys Val His Leu Phe He Ala Glu He Ala Leu Tyr Asp Phe 

20 25 30 

Leu Lys Phe Phe Glu Leu Tyr Gly He Cys Met Phe Lys Thr Leu Thr 

35 40 45 

Cys Leu Val Val Thr Thr Leu He Phe He Asn Leu Leu Ser Leu * 
50 55 60 63 



<210> 1198 

<211> 53 

<212> PRT 

<213> Homo sapiens 



<400> 1198 
Met Leu Gly Pro Pro Glu Ala Arg 

1 5 
He Ser He Leu Cys Pro Trp Tyr 
20 

Trp Pro Tyr Pro He Phe Asp Ser 
35 40 
Thr Leu Leu Phe * 
50 52 



Leu Ser Leu Cys He Leu Leu Trp 

10 15 
Arg Phe Thr Leu Tyr Cys Ser Ser 

25 30 
Gly Tyr Arg Pro Leu Phe Gly Thr 
45 



<210> 


1199 




<211> 


50 




<212> 


PRT 




<213> 


Homo 


sapiens 


<221> 


raise 


feature 


<222> 


(1) . . 


(50) 


<223> 


Xaa = 


* any amino 



<400> 1199 

Met Leu Arg Leu Gly Leu Cys Ala Ala Ala Leu Leu Cys Val Cys Arg 

15 10 .15 

Pro Gly Ala Val Arg Ala Asp Cys Trp Leu He Glu Gly Asp Lys Gly 

20 25 30 

Tyr Val Trp Leu Ala He Cys Asn Gin Asn Gin Pro Ala Tyr Glu Thr 
35 40 45 

Xaa Pro 
50 



<210> 1200 
<211> 49 
<212> PRT 
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<213> Homo sapiens 



<400> 1200 



Met 


Gly Trp Ser 


Cys 


Leu 


Ala He 


Leu 


Ser 


Ser Ala He 


Gly His Leu 


1 




5 








10 




15 


He 


Cys Leu Trp 


Pro 


Phe 


Ala Met 


Val 


Val 


Ala Leu Phe 


Pro Tyr Leu 




20 








25 






30 


Gly 


Tyr Phe Ser 


Gly 


Ser 


Leu Ser 


Thr 


Gin 


He Gly Ser 


Asp Leu Pro 


* 


35 






40 






45 


48 




<210> 1201 


















<211> 46 


















<212> PRT 


















<213> Homo 


sapiens 














<400> 1201 
















Met 


Trp Ala Gly 


Tyr 


Val 


He Tyr 


Thr 


Leu 


Phe Cys Arg 


Phe Ser Phe 


l 




5 








10 




15 


Ser 


Leu He Ser 


He 


Arg 


He Arg 


Lys 


Leu 


Gly Ser He 


Gly Phe Glu 




20 








25 






30 


Leu 


Pro Leu Gly 


Asn 


Asn 


Ser Gin 


Leu 


Gly 


Cys Pro Leu 


* 




35 






40 






45 






<210> 1202 


















<211> 332 


















<212> PRT 


















<213> Homo 


sapiens 














<400> 1202 
















Met 


Pro Leu Pro 


Trp 


Ser 


Leu Ala 


Leu 


Pro 


Leu Leu Leu 


Ser Trp Val 


1 




5 








10 




15 


Ala 


Gly Gly Phe 


Gly 


Asn 


Ala Ala 


Ser 


Ala 


Arg His His 


Gly Leu Leu 




20 








25 






30 


Ala 


Ser Ala Arg 


Gin 


Pro 


Gly Val 


Cys 


His 


Tyr Gly Thr 


Lys Leu Ala 




35 






40 






45 




Cys 


Cys Tyr Gly 


Trp 


Arg 


Arg Asn 


Ser 


Lys 


Gly Val Cys 


Glu Ala Thr 




50 






55 






60 




Cys 


Glu Pro Gly 


Cys 


Lys 


Phe Gly 


Glu 


Cys 


Val Gly Pro 


Asn Lys Cys 


65 






70 








75 


80 


Arg 


Cys Phe Pro 


Gly 


Tyr 


Thr Gly 


Lys 


Thr 


Cys Ser Gin 


Asp Val Asn 






85 








90 




95 


Glu 


Cys Gly Met 


Lys 


Pro 


Arg Pro 


Cys 


Gin 


His Arg Cys 


Val Asn Thr 




100 








105 






110 


His 


Gly Ser Tyr 


Lys 


Cys 


Phe Cys 


Leu 


Ser 


Gly His Met 


Leu Met Pro 




115 






120 






125 




Asp 


Ala Thr Cys 


Val 


Asn 


Ser Arg 


Thr 


Cys 


Ala Met He 


Asn Cys Gin 




130 






135 






140 




Tyr 


Ser Cys Glu 


Asp 


Thr 


Glu Glu 


Gly 


Pro 


Gin Cys Leu 


Cys Pro Ser 


145 






150 








155 


160 


Ser 


Gly Leu Arg 


Leu 


Ala 


Pro Asn 


Gly 


Arg 


Asp Cys Leu 


Asp He Asp 



682 



WO 01/54477 



PCT/US01/02687 



165 



Glu 


Cys 


Ala 


Ser 


Gly 


Lys 


Val 


He 








180 










Asn 


Thr 


Phe 


Gly 


Ser 


Tyr 


Tyr 


Cys 






195 










200 


Gin 


Tyr 


He 


Ser 


Gly 


Arg 


Tyr 


Asp 




210 










215 




Met 


Asp 


Ser 


His 


Thr 


Cys 


Ser 


His 


225 










230 






Gly 


Ser 


Phe 


Lys 


Cys 


Lys 


Cys 


Lys 










245 








Arg 


Cys 


Ser 


Ala 


lie 


Pro 


Glu 


Asn 








260 










Pro 


Gly 


Thr 


He 


Lys 


Asp 


Arg 


He 






275 










280 


Ser 


Met 


Lys 


Lys 


Lvs 


Ala 


Lvs 


He 




290 










295 




Arg 


Thr 


Pro 


Thr 


Pro 


Lys 


Val 


Asn 


305 










310 






lie 


Val 


Ser 


Arg 


Gly 


Gly 


Asn 


Ser 










325 










<210> 1203 












<211> 825 












<212> PRT 












<213> Homo 


sapiens 








<400> 1203 










Met 


Ala 


Arg 


Leu 


Gly 


Asn 


Cys 


Ser 


1 








5 








Leu 


Leu 


Leu 


Pro 


Gly 


Ser 


Leu 


Glu 








20 










Ala 


Pro 


He 


Val 


His 


Leu 


Glv 


Aso 






35 










40 


Lvs 


Gin 


Asn 


Cys 


Ser 


His 


Leu 


Asp 




50 










55 




Leu 


Gly 


Ala 


Glu 


Leu 


Gin 


Pro 


Glv 


65 










70 






Gly 


Thr 


Gin 


Glu 


Ser 


He 


He 


Thr 










85 








Ala 


Phe 


Leu 


Ser 


Cys 


Cys 


Leu 


Asn 








100 










Asp 


Gin 


Val 


Glu 


Leu 


Arg 


Ala 


Glv 






115 










120 


Leu 


Ser 


Cys 


Leu 


Met 


Asn 


Leu 


Thr 




130 










135 




Glu 


Pro 


Gly 


Pro 


Glu 


Thr 


His 


Leu 


145 










150 






Phe 


Lys 


Ser 


Arg 


Gly 


Asn 


Cys 


Gin 










165 








Cys 


Val 


Pro 


Lys 


Asp 


Gly 


Gin 


Ser 








180 










Leu 


Leu 


Leu 


Tyr 


Gin 


Asn 


Met 


Gly 






195 










200 


Leu 


Gly 


Thr 


Ser 


Met 


Ser 


Pro 


Gin 




210 










215 





170 175 



Cys 


Pro 


Tvr 


Asn 


Arg Arg Cys Val 


185 








190 




Lys 


Cys 


His 


lie 


Gly Phe Glu Leu 










205 




Cvs 


He 


Aso 


He 


Asn Glu 


Cys Thr 








220 






His 


Ala 


Asn 


Cys 


Phe Asn 


Thr Gin 






235 






240 


Gin 


Gly 


Tvr 

J: 


Lvs 


Gly Asn Gly Leu 




250 








255 


Ser 


Val 


Lys 


Glu 


Val Leu Arg Ala 


265 








OTA 




Lys 


Lys 


Leu 


Leu 


Ala His 


Lys Asn 










285 






Asn 


Val 




Pro Glu 


Pro Thr 








300 






Leu 


Gin 


Pro 


Phe 


Asn Tyr 


Glu Glu 






315 






320 


His 


Gly 


Gly 


* 








330 


331 








Leu 


Tnr 


irp 


A-La 


Ala Leu 


He He 












15 


JL IX 






nib 


lie Ser 


Val Ser 


D 








30 




Pro 


lie 


Tnr 


i-VJLcl 


Ser Cys 


He He 










45 




Pro 


Glu 


Pro 


Gin 


He Leu 


Trp Arg 








D \J 






Gly 




Gin 


Gin 


Arg Leu 


Ser Asp 






75 






80 


Leu 


Pro 


His 


Leu 


Asn His 


Thr Gin 




90 








95 


Trt) 


Glv 


Asn 


Ser 


Leu Gin 


He Leu 


105 








110 






Pro 


Pro 


Ala 


He Pro 


His Asn 










125 




Thr 


Ser 


Ser 


Leu 


He Cys Gin Trp 








140 






Pro 


Thr 


Ser 


Phe 


Thr Leu 


Lys Ser 






155 






160 


Thr 


Gin 


Gly 


Asp 


Ser He 


Leu Asp 




170 








175 


His 


Cys 


Cys 


lie 


Pro Arg Lys His 


185 








190 




He 


Trp 


Val 


Gin 


Ala Glu 


Asn Ala 










205 




Leu 


Cys 


Leu 


Asp 


Pro Met Asp Val 



220 
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Val Lys Leu Glu Pro Pro Met Leu Arg Thr Met Asp Pro Ser Pro Glu 
225 230 235 240 

Ala Ala Pro Pro Gin Ala Gly Cys Leu Gin Leu Cys Trp Glu Pro Trp 

245 250 255 

Gin Pro Gly Leu His lie Asn Gin Lys Cys Glu Leu Arg His Lys Pro 

260 265 270 

Gin Arg Gly Glu Ala Ser Trp Ala Leu Val Gly Pro Leu Pro Leu Glu 

275 280 " 285 

Ala Leu Gin Tyr Glu Leu Cys Gly Leu Leu Pro Ala Thr Ala Tyr Thr 

290 295 300 

Leu Gin lie Arg Cys lie Arg Trp Pro Leu Pro Gly His Trp Ser Asp 
305 310 315 " 320 

Trp Ser Pro Ser Leu Glu Leu Arg Thr Thr Glu Arg Ala Pro Thr Val 

325 330 335 

Arg Leu Asp Thr Trp Trp Arg Gin Arg Gin Leu Asp Pro Arg Thr Val 

340 345 350 

Gin Leu Phe Trp Lys Pro Val Pro Leu Glu Glu Asp Ser Gly Arg lie 

355 360 * 365 

Gin Gly Tyr Val Val Ser Trp Arg Pro Ser Gly Gin Ala Gly Ala He 

370 375 380 

Leu Pro Leu Cys Asn Thr Thr Glu Leu Ser Cys Thr Phe His Leu Pro 
385 390 395 400 

Ser Glu Ala Gin Glu Val Ala Leu Val Ala Tyr Asn Ser Ala Gly Thr 

405 410 415 

Ser Arg Pro Thr Pro Val Val Phe Ser Glu Ser Arg Gly Pro Ala Leu 

420 425 430 

Thr Arg Leu His Ala Met Ala Arg Asp Pro His Ser Leu Trp Val Gly 

435 440 445 

Trp Glu Pro Pro Asn Pro Trp Pro Gin Gly Tyr Val He Glu Trp Gly 

450 455 460 

Leu Gly Pro Pro Ser Ala Ser Asn Ser Asn Lys Thr Trp Arg Met Glu 
465 470 475 480 

Gin Asn Gly Arg Ala Thr Gly Phe Leu Leu Lys Glu Asn He Arg Pro 

485 490 495 

Phe Gin Leu Tyr Glu He He Val Thr Pro Leu Tyr Glri Asp Thr Met 

500 505 " 510 

Gly Pro Ser Gin His Val Tyr Ala Tyr Ser Gin Glu Met Ala Pro Ser 

515 520 525 

His Ala Pro Glu Leu His Leu Lys His He Gly Lys Thr Trp Ala Gin 

530 535 ~ 540 

Leu Glu Trp Val Pro Glu Pro Pro Glu Leu Gly Lys Ser Pro Leu Thr 
545 550 555 560 

His Tyr Thr He Phe Trp Thr Asn Ala Gin Asn Gin Ser Phe Ser Ala 

565 570 575 

He Leu Asn Ala Ser Ser Arg Gly Phe Val Leu His Gly Leu Glu Pro 

580 585 590 

Ala Ser Leu Tyr His He His Leu Met Ala Ala Ser Gin Ala Gly Ala 

595 600 605 

Thr Asn Ser Thr Val Leu Thr Leu Met Thr Leu Thr Pro Ala Pro Thr 

610 615 620 

Gly Arg He Pro Ser Gly Gin Val Ser Gin Thr Gin Leu Thr Ala Ala 
625 630 635 640 

Trp Ala Pro Gly Cys Pro Gin Ser Trp Arg Arg Met Pro Ser Ser Cys 

645 650 655 

Pro Ala Leu Ala Arg His Pro Ser Pro Ser Ser Gin Cys Trp Arg Arg 

660 665 ~ 670 

Met Lys Arg Ser Arg Cys Pro Gly Ser Pro He Thr Ala Gin Arg Pro 

675 680 685 

Val Ala Ser Pro Leu Trp Ser Arg Pro Met Cys Ser Arg Gly Thr Gin 
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690 695 700 



Glu 


Gin 


Phe 


Pro 


Pro 


Ser 


Pro Asn Pro Ser Leu Ala 


Pro Ala lie 


Ara 


705 










710 


715 




720 


Ser 


Phe 


Met 


Gly 


Ser 


Cys 


Trp Ala Ala Pro Gin Ala 


Gin Gly Gin 


Gly 










725 




730 


735 




Thr 


lie 


Ser 


Ala 


Val 


Thr 


Pro Leu Ser Pro Ser Trp 


Arg Ala Ser 


Pro 








740 






745 


750 




Pro 


Ala 


Pro 


Ser 


Pro 


Met 


Arg Thr Ser Gly Ser Arg 


Pro Ala Pro 


Trp 






755 








760 


765 




Gly 


Pro 


Leu 


Val 


Thr 


Pro 


Ser Pro Lys Ser Gin Glu 


Asp Asp Cys 


Val 




770 










775 780 






Phe 


Gly 


Pro 


Leu 


Leu 


Asn 


Phe Pro Pro Ser Cys Arg 


Gly Ser Gly 


Ser 


785 










790 


795 




800 


Met 


Gly 


Trp 


Arg Arg 


Trp 


Gly Ala Ser Arg Ala Ser 


Leu Gly Phe 


Pro 










805 




810 


815 




Ser 


Trp 


Ala 


Cys 


Leu 


Leu 


Lys Ala * 












820 






824 







<210> 1204 

<211> 48 

<212> PRT 

<213> Homo sapiens 





<400> 1204 






Met 


Leu Leu Phe Ser Ser 


Arg 


Phe 


1 


5 






Ser 


Gly Val Cys Leu Ser 


Phe 


He 




.20 






Cys 


His Phe He Tyr Val 


Leu 


He 




35 




40 



He Met Phe Leu Trp Pro Pro Val 

10 15 
Arg Asp Arg Ser Phe Leu Pro Met 

25 30 
Leu Cys Asn Ser He Ala Leu * 
45 47 



<210> 1205 

<211> 46 

<212> PRT 

<213> Homo sapiens 



<400> 1205 

Met Gly Ser Phe Ser Phe He Leu Val Leu Phe He Asp Cys Leu Cys 

1 5 10 15 

Met Phe Pro Ser Val Leu Val Gin Leu Leu Cys Thr Tyr Ser Ser Leu 

20 25 30 

Met Lys Thr Pro Leu Trp Leu Gin Ala Arg Ser Ser His * 
35 40 45 



<210> 1206 

<211> 88 

<212> PRT 

<213> Homo sapiens 



<400> 1206 
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Met 


Gin 


Trp 


Cys 


Asn 


Leu 


Thr 


Ala 


Thr Ser Ala 


Phe 


Gin He Glu Ala 


1 








5 








10 






15 


lie 


Leu 


Leu 


Pro 


Gin 


Leu 


Ser 


Pro 


Val Ala Gly He 


Thr Gly Thr Cys 








20 










25 






30 


Tyr 


His 


Ala 


Trp 


Leu 


He 


Phe 


Val 


Phe Leu 


Val 


Glu 


Thr Gly Phe His 






35 










40 








45 


His 


Val 


Gly 


Gin 


Ala 


Gly 


Leu 


Glu 


Leu Leu 


Thr 


Ser 


Gly Asp Pro Pro 




50 










55 








60 




Thr 


Leu 


Ala 


Ser 


Gin 


Ser 


Ala 


Gly 


He Thr 


Ser 


Val 


Ser His His Ala 


65 










70 








75 




80 


Gin 


Pro 


Leu 


Lys 


Gly 


Thr 


Phe 


* 


















85 




87 














<210> 1207 




















<211> 186 




















<212> PRT 




















<213> Homo 


sapiens 
















<400> 1207 


















Met 


He 


Leu 


Asn 


Lys 


Ala 


Leu 


Met 


Leu Gly Ala Leu 


Ala Leu Thr Thr 


1 








5 








10 






15 


Val 


Met 


Ser 


Pro 


Cys 


Gly 


Gly 


Glu 


Asp He 


Val 


Ala 


Asp His Val Ala 








20 










25 






30 


Ser 


Tyr 


Gly 


val 


Asn 


Leu 


Tvr 


Gin 


Ser Tyr Gly Pro 


Ser Gly Gin Tyr 






35 










40 








45 


Ser 


His 


Glu 


Phe 


Asp 


Gly 


Asp 


Glu 


Glu Phe Tyr Val 


Asp Leu Glu Arg 




50 










55 








60 




Lys 


Glu 


Thr 


Val 


Trp 


Gin 


Leu 


Pro 


Leu Phe 


Arg 


Arg 


Phe Arg Arg Phe 


65 










70 








75 




80 


Asp 


Pro 


Gin 


Phe 


Ala 


Leu 


Thr 


Asn 


He Ala 


Val 


Leu 


Lys His Asn Leu 










85 








90 






95 


Asn 


He 


Val 


He 


Lys 


Arg 


Ser 


Asn 


Ser Thr 


Ala 


Ala 


Thr Asn Glu Val 








100 










105 






110 


Pro 


Glu 


Val 


Thr 


Val 


Phe 


Ser 


Lys 


Ser Pro 


Val 


Thr 


Leu Gly Gin Pro 






115 










120 








125 


Asn 


Thr 


Leu 


He 


Cys 


Leu 


Val 


Asp 


Asn He 


Phe 


Pro 


Pro Val Val Asn 




130 










135 








140 




He 


Thr 


Trp 


Leu 


Ser 


Asn 


Gly 


His 


Ser Val 


Thr 


Glu 


Gly Val' Ser Glu 


145 










150 








155 




160 


Thr 


Arg 


Pro 


Ser 


Ser 


Pro 


Lys 


Ser 


Asp His 


Phe 


Leu 


Leu Gin Asp Gin 










165 








170 






175 


Val 


Thr 


Ser 


Pro 


Ser 


Phe 


Pro 


Phe 


Glu * 














180 










185 










<210> : 


L208 




















<211> 46 




















<212> PRT 




















<213> Homo 


sapiens 
















<400> : 


L208 


















Met 


Asn 


Pro 


His 


Leu Gly 


Val 


Phe 


Leu Val 


Leu 


Val 


Ser Phe Phe Leu 


1 








5 








10 






15 


Ser 


Leu Leu Asp 


Ser 


Gin 


Leu 


His 


Ser Trp 


He 


Val 


Leu His Asn Ser 
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20 25 t 30 

Pro Ser Ser Arg Met Trp Lys Ser lie lie Phe Phe Leu * 
35 40 45 



<210> 1209 
<211> 199 
<212> PRT 

<213> Homo sapiens 



<400> 1209 

Met Ala Leu Leu Val Pro Leu Ala Leu Leu Val lie Gin Ala His Leu 

15 10 15 

Val Leu Ser Val Gin Leu Glu Arg Val Val Thr Glu Glu Lys Val Ala 

20 25 30 

Leu Leu Ala Leu Leu Val Leu Pro Val Leu Leu Val Pro Glu Val Leu 

35 40 45 

Leu Val Leu Lys Ala His Val Val Thr Lys Val Lys Gin Val Asn Val 

50 55 60 

Glu Leu Leu Ala Ser Lys Asp lie Glu Asp Ser Leu Val He Gin Val 
65 70 75 80 

Pro Gin Val Leu Gin Ala Leu Leu Val Ser Arg Val Gin Ser Ala Val 

85 90 95 

Gin Asp Leu Gin Ala Pro Glu Asp Leu Leu Asp Pro Val Asp Leu Leu 

100 105 110 

Ala Lys Met Glu Pro Val Asp He Gin Val Pro Leu Asp His Gin Gly 

115 120 125 

Leu Glu Val Thr Glu Val Lys Glu Asp Leu Arg Ala Pro Gin Ala Thr 

130 135 140 

Gin Gly Asn Gin Ala Leu Leu Asp Leu Leu Val Pro Leu Val Leu Ala 
145 150 155 160 

Val Val Val Leu Glu Pro Leu Pro Leu Leu Gly Leu Glu Val Lys Lys 

165 170 175 

Leu Ala Val Leu Pro Arg He Met Glu Met Asn Gin Trp He Ser Lys 

180 185 * 190 

Ser Thr Pro Met Arg Leu * 
195 198 



<210> 1210 

<211> 59 

<212> PRT 

<213> Homo sapiens 



<400> 1210 

Met Leu Val Thr Arg Pro Ser Gly Asn Thr Trp He Pro Phe Phe Cys 

1 5 10 15 

Trp Leu Leu Phe Cys Val Val Glu Leu Leu Ser Pro Gly Asn Leu Gly 

20 25 30 

Pro Ser Val Leu Glu Val Val Leu Pro Asp Val Phe Lys Leu Asp Leu 

35 40 45 

Leu Ser Ser Leu Leu Asp Val Gly Ser Leu * 
50 55 58 
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<210> 1211 

<211> 227 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 

<222> (1) . . . (227) 

<223> Xaa = any amino acid or nothing 



<400> 1211 



Met 


Ala 


Ser 


He 


Cys 


Ser 


iL F 


Arg Val 


Met 


■UC n 


Hid. Xip jri. JL d rt.ld 


Cys 


1 








5 










10 








Lr 


Val 




Ala 


hid 




nia 


Leu 


Ser 






jrro Arg ocl inr 


irne 








20 










25 






J u 






Leu 




Leu 


Cp-y 
OCi. 


o jl y 


lie 


Ser 


Leu 


Pro 


Add 


Jrro lie File lieu 


Pro 






35 










40 














AT a 


VelJL 


Ser 


Leu 


Leu 


inr 


Pro 


Lys 


Asp 


vai 


Lys Tyr Ala Arg 


Ser 




jU 










c c 
bb 










60 




Pro 


Asn 


Cys 


Phe 


Lys 


Ala 


Ala 


Leu 


Asn 


He 


Pro 


Asp Pro Gly Ala 


Val 


65 










70 










75 




80 


His 


Leu 


He 


He 


Ala 


Leu 


Leu 


Leu 


Thr 


Asp 


Gly 


Ala He Pro Leu 


Leu 










85 










90 




95 






Pro 


Ala 


Arg 


Vol 


Lys 


Lys 


Ser 


Asn 


Ala 


TT -! 

HIS 


val Pne Leu His 


Phe 








100 










105 






110 




Ala 


Gly 


Gly 


Asp 


Leu 


Leu 


Pro 


Ser 


Asn 






His Lys He Leu 


lie 






115 










120 








125 




Trn 

XT 


Ser 


Arg 


Gly 


Trp 


Arg 


Gin 


Gly Leu 


Gly 


Gly 


Php rjl -u- Tl » Tlo 

Jtri-lG V3 J. y 1±C J.J.C 


lie 




130 










135 










140 




Leu 


Ala 


Asp 


Asn 


Asp 


Leu 


V d J- 


Trp 


Ser 


Trp 


Vj_L y 


uin ber -»-rp Arg 


TT ■! — 
HIS 


145 










150 










155 




160 


Glv 


Cys 


Leu 


Leu 


Gly 


Val 


Gly 


Ala 


Leu 




nxa 


T.^ii T.^ti T.on XT-! ts 


IT -5 o 

xllS 










165 










170 




J- / -3 




Leu 


Asn 


Pro 


His 


Pro 


Tyr 


Leu 


Val 


Leu 






riO vjiy riO /Ha 


<aiy 








180 










185 






190 




Lys 


Glu 


Ala 


Pro 


Pro 


Pro 




Pro 


Val 




R-i C* 

n jl fc> 


rxu rru nia vain 


inr 






195 










200 








205 




Arg 


Pro 


Pro 


Ser 


Gin 


Leu 


Pro 


His 


Ser 


Pro 


Gin 


Thr Phe His Ser 


Ala 




210 










215 










220 




Pro 


Glu 


* 






















225 


226 


























<210> 1212 






















<211> 62 






















<212> PRT 






















<213> Homo 


sapiens 


















<400> 1212 




















Met 


Cys 


Val 


Ser 


Val Arg 


Val 


Cys Val 


Cys 


Val 


Cys Val Cys Ala 


Arg 


1 








5 










10 




15 




Val 


Cys 


Ala Arg 


Leu 


Cys 


Val 


Cys Val 


His 


Ala 


Arg Leu Cys Val 


His 








20 










25 






30 




Val 


Arg Val 


Ser 


Ala Arg 


Val 


Ser 


Val 


Tyr 


Val 


Cys Thr Arg Val 


Ser 






35 










40 








45 




Val 


Cys 


Val 


His 


Ala 


Arg 


Ala 


Arg 


His 


His 


Arg 


Ser He * 
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50 55 60 61 



<210> 1213 

<211> 55 

<212> PRT 

<213> Homo sapiens 



<400> 1213 



Met 


Phe Arg Arg Leu 


Thr 




7\ 1 
nld 


Gin Leu Leu 


Phe Ala Thr 


"t T_ 1 

Val 


Leu 


1 






5 








10 




15 




Gly 


He Ala Gly Gly 


Val 


Tyr 


lie 


Phe Gin Pro 


Val Phe Glu 


Gin 


Tyr 








20 








25 


30 






i-iXct 


Lys Asp Gin Lys 


Glu 


Leu 


Lys 


Glu Lys Met 


Gin Leu Val 


Gin 


Glu 






35 








40 




45 






Coy 
OCX 


Glu 


Glu 


Lys Lys 


Ser 
















50 






54 
















<210> 


1214 


















<211> 


642 


















<212> : 


PRT 


















<213> Homo sapiens 
















<400> ; 


1214 
















Met 


Thr 


Met 


Tyr Leu 


Trp 


Leu 


Lys 


Leu Leu Ala Phe Gly Phe 


Ala 


Phe 








5 








10 




15 




Leu 


Asp 


Thr 


Glu Val 


Phe 


vax 


Thr 


Gly Gin Ser 


Pro Thr Pro 


Ser 


Pro 








20 








25 


30 






Thr 


Asp 


Ala 


Tyr Leu 


Asn 


Aid 


Ser 


Glu Thr Thr 


Thr Leu Ser 


Pro 


Ser 






35 








A A 

40 




45 






Gly 


Ser 


Ala 


Val He 


Ser 


inr 


inr 


Thr He Ala 


Thr Thr Pro 


Ser 


Lys 




50 














60 




Pro 


Thr 


Cys 


Asp Glu 


Lys 


Tyr 


ax a 


Asn He Thr 


Val Asp Tyr 


Leu 


Tyr 


D J 








70 






75 






80 


Asn 


Lys 


Glu 


Thr Lys 


Leu 


Phe 


Thr 


Ala Lys Leu 


Asn Val Asn 


Glu 


Asn 








85 








90 




95 




Val 


Glu 


Cys 


Gly Asn 


Asn 


Thr 


Cys 


Thr Asn Asn 


Glu Val His 


Asn 


Leu 








100 








105 


110 






Thr 


Glu 


Cys 


Lys Asn 


Ala 


Ser 


Val 


Ser He Ser 


His Asn Ser 


Cys 


Thr 






115 








120 




125 




Ala 


Pro 


Asp 


Lys Thr 


Leu 


He 


Leu 


Asp Val Pro Pro Gly Val 


Glu 


Lys 




130 








135 






140 






Phe 


Gin 


Leu 


His Asp 


Cys 


Thr 


Gin 


Val Glu Lys Ala Asp Thr 


Thr 


He 


145 








150 






155 






160 


Cys 


Leu 


Lys 


Trp Lys 


Asn 


He 


Glu 


Thr Phe Thr 


Cys Asp Thr 


Gin 


Asn 








165 








170 




175 




He 


Thr 


Tyr 


Arg Phe 


Gin 


Cys 


Gly 


Asn Met He 


Phe Asp Asn 


Lys 


Glu 








180 








185 


190 






He 


Lys 


Leu 


Glu Asn 


Leu 


Glu 


Pro 


Glu His Glu Tyr Lys Cys 


Asp 


Ser 






195 








200 




205 






Glu 


He 


Leu 


Tyr Asn 


Asn 


His 


Lys 


Phe Thr Asn 


Ala Ser Lys 


He 


lie 




210 








215 






220 






Lys 


Thr 


Asp 


Phe Gly 


Ser 


Pro 


Gly 


Glu Pro Gin 


He He Phe 


Cys 


Arg 


225 








230 






235 






240 
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Ser 


Glu Ala Ala His 


.Gin 


Gly 


Val 




245 








Ser 


Phe His Asn Phe 


Thr 


Leu 


Cys 




260 








Cys 


Leu Asn Leu Asp 


Lys 


Asn 


Leu 




275 






280 


Lys 


Pro Tyr Thr Lys 


Tyr 


Val 


Leu 




290 




295 




Lys 


Val Gin Arg Asn 


Gly 


Ser 


Ala 


305 




310 






Ser 


Ala Pro Pro Ser 


Gin 


Val 


Trp 




325 








Asp 


Asn Ser Met His 


Val 


Lvs 


Cvs 

J 




340 








Pro 


His Glu Arg Tyr 


His 


Leu 


Glu 




355 






360 


Arcr 


Asn Glu Ser His 


LVS 

JL *-* 


Asn 


Gvs 




370 




375 




Tvr 


Ser Thr Asp Tyr 


Thr 


Phe 


Lys 


385 




390 






Pro 


Gly Glu Pro Phe 


He 


Leu 


His 




405 








Ala 


Leu lie Ala Phe 


Leu 


Ala 


Phe 




420 








Leu 


Leu Val Val Leu 


Tvr 


Lys 


He 




435 






440 


Cys 


Asn Leu Asn Glu 


Gln 


Gin 


Glu 




450 




455 




Gin 


Leu Met Asn Va 1 


Glu 


Pro 


lie 


465 




470 






Tvr 


Lys Arg Lys lie 


Ala 


Asp 


Glu 




485 








Gin 


Ser He Pro Arcr 


Val 


Phe 


Ser 




500 








Lvs 


Pro Phe Asn Gin 

-w ^ w i* iiw noil win 


Asn 


Lys 


Asn 




515 






520 


Asp 


Tvr Asn Arcr Val 


Glu 


Leu 


Ser 




530 




535 




Asn 


Tyr He Asn Ala 


Ser 


Tvr 

JL 


He 


545 




550 






Tvr 
.< 


He Ala Ala Gin 


Glv 


Pro 


Arg 




565 








Arg 


Met He Trp Glu 


Gin 


Lys 


Ala 




580 








Cys 


Glu Glu Gly Asn 


Arg 


Asn 


Lys 




595 






600 


Glu 


Glu Gly Thr Arg 


Ala 


Phe 


Gly 




610 




615 




Lys 


His Lys Arg Cys 


Pro 


Arg 


Leu 


625 




630 






Lys 


★ 









641 



He 


Thr 


Trp 


Asn 


Pro 


Pro 


Gin 


Arcr 




250 










255 




Tyr 


He 


Lvs 


Glu 


Thr 


Glu 


Lvs 


Asp 


265 










270 






He 


Lys 


Tyr 


Asp 


Leu 


Gin 


Asn 


Leu 










285 








Ser 


Leu 


His 


Ala 


TVr 


He 


He 


Ala 








300 










Ala 


Met 


Cvs 


His 


Phe 


Thr 


Thr 


Lvs 






315 










320 


Asn 


Met 


Thr 


Val 


Ser 


Met 


Thr 


Ser 




330 










335 




Arcr 


Pro 


Pro 


Arcr 


Asp 


Arcr 


Asn 


Glv 


345 










350 






Val 


Glu 


Ala 


Glv 


Asn 


Thr 


Leu 


Val 










365 








Asp 


Phe 


Arcr 


Val 


Lys 


Asp 


Leu 


Gin 








380 










Ala 


Tvr 


Phe 


His 


Asn 


Glv 


Asp 


Tvr 






395 










400 


His 


Ser 


Thr 


Ser 


Tvr 
xyx 


Asn 


Ser 






410 










415 




Leu 


He 


He 


Val 


Thr 

X 111. 


Ser 


lie 


Al a 


425 










430 






Tvr 


Asp 


Leu 




uy 




Arg 


£>er 










445 








Leu 


Val 


Glu 


-arg 




fib LJ 


\J J- LL 


iiys 








460 










His 


Ala 


Asp 


Tl p» 
lie 


Lieu 


Leu 


U-LU 


inr 






475 










480 


Gly 


Arg 


Leu 


Phe 


Leu 


Ala 




IT IlC 




490 










495 




jjys 




Jri \J 


Tl (=• 
■lie 


Xjys 


_L Li 


nla 


Arg 


505 










510 






Arcr 


Tvr 
±yi 


Val 


7\ en 
no 


Tl « 
lie 


iJCU 


Xr X. U 


lyr 










525 








Glu 


He 


Asn 


Glv 


Asp 


Ala 


Glv 










540 










Asp 


Glv 


Phe 


Lys 


cn n 

ul U. 


Pro 




_ 

l^ys 






555 










560 


Asp 


Glu 


Thr 


Val 


Asp 


Asp 


Phe 


up 




570 










575 




Thr 


Val 


■lie 


Val 


Met 


Val 


Thr 


Arg 


585 










590 






Cys 


Ala 


Glu 


Tyr 


Trp 


Pro 


Ser 


Met 










605 








Glu 


Cys 


Cys 


Cys 


Lys 


Asp 


Leu 


Thr 








620 










His 


His 


Ser 


Glu 


He 


Glu 


His 


Cys 






635 










640 



<210> 1215 
<211> 85 
<212> PRT 

<213> Homo sapiens 
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<400> 1215 



Met 


Leu 


Phe 


Leu 


Thr 


Leu 


He 


Ser 


Phe 


Cys 


Gly 


Phe 


Leu 


Leu 


Leu His 


1 








5 










10 










15 


Arg 


Leu 


Thr 


Ser 


Met 


Val 


Arg 


Leu 


Phe 


Leu 


Gly 


Ala 


Ala 


He 


Gin Lys 








20 










25 










30 




He 


Leu 


Ser 


Lys 


Arg Leu 


Glu 


Phe 


Ser 


Leu 


Leu 


Pro 


Leu Val 


Ser Phe 






35 










40 










45 






Ala 


Gly 


Ser 


Val 


Asn 


Met 


Ala 


Gly 


Pro 


Cys 


Thr 


Ala 


Asn 


Ala 


Gly Pro 




50 










55 










60 








His 


Gly 


Gly 


Leu 


Gly Lys 


Pro 


Gly 


Arg 


Leu 


Cys 


Gly Ser Phe 


Arg Ser 


65 










70 










75 








80 


Ser 


Arg 


Ser 


Gin 


* 




























84 


























<210> 1216 


























<211> 403 


























<212> PRT 


























<213> Homo 


sapiens 






















<400> 1216 
























Met 


Ala 


Ser 


Val 


Val 


Leu 


Pro 


Ser 




Ser 


Gin 


Cys 


Ala 


Ala 


Ala Ala 


1 








5 










10 












Ala 


Ala 


Ala 


Ala 


Pro 


Pro 


Glv 


Leu 




Leu 




Leu 


Leu 


Leu 










20 










25 










30 




Phe 


Ser 


Ala 


Ala 


Ala 


Leu 


He 


Pro 


Thr 


Glv 


Asp 


Gly Gin Asn 








35 




















45 






Thr 


Lys 


Asp 


Val 


Thr 


Val 


He 


Glu 


Glv 


Glu 


Val 


Ala 


Thr 


He 


Q pi ■»- C\rci 




50 










55 










60 








Gin 


Val 


Asn 


Lys 


Ser 


Asp 


Asp 


Ser 


Val 


He 


Gin 


Leu 


Leu 


Asn 




65 










70 










75 








o u 


Arg 


Gin 


Thr 


He 


Tyr 


Phe 


Arq 


Asp 


Phe 


Arq 


Pro 


Leu 


Lys 


Asp 


Ser Arg 










85 










90 










95 


Phe 


Gin 


Leu 


Leu 


Asn 


Phe 


Ser 


Ser 


Ser 


Glu 


Leu 


Lys 


Val 


Ser 


Leu Thr 








100 










105 










110 




Asn 


Val 


Ser 


He 


Ser 


Asp 


Glu 


Glv 


Arq 


Tyr 


Phe 


Cys 


Gin 


Leu 


Tyr Thr 






115 










120 










125 






Asp 


Pro 


Pro 


Gin 


Glu 


Ser 


Tyr 


Thr 


Thr 


He 


Thr 


Val 


Leu 


Val 


Pro Pro 




130 










135 










140 








Arq 


Asn 


Leu 


Met 


He 


Asp 


He 


Gin 


Lvs 


Asp 


Thr 


Ala 


Val 


Glu 


Gly Glu 


145 










150 










155 








160 


Glu 


He 


Glu 


Val 


Asn 


Cys 


Thr 


Ala 


Met 


Ala 


Ser 


Lys 


Pro 


Ala 


Thr Thr 










165 










170 










175 


He 


Arg 


Trp 


Phe 


Lys 


Gly 


Asn 


Thr 


Glu 


Leu 


Lys 


Gly Lys 


Ser 


Glu Val 








180 










185 










190 




Glu 


Glu 


Trp 


Ser 


Asp 


Met 


Tyr 


Thr 


Val 


Thr 


Ser 


Gin 


Leu 


Met 


Leu Lys 






195 










200 










205 






Val 


His 


Lys 


Glu 


Asp 


Asp 


Gly 


Val 


Pro 


Val 


He 


Cys 


Gin 


Val 


Glu His 




210 










215 










220 








Pro 


Ala 


Val 


Thr 


Gly 


Asn 


Leu 


Gin 


Thr 


Gin 


Arg 


Tyr Leu Glu 


Val Gin 


225 










230 










235 








240 


Tyr 


Lys 


Pro- 


Gin 


Val 


His 


He 


Gin 


Met 


Thr 


Tyr 


Pro 


Leu 


Gin 


Gly Leu 










245 










250 










255 


Thr 


Arg 


Glu 


Gly 


Asp 


Ala 


Leu 


Glu 


Leu 


Thr 


Cys 


Glu 


Ala 


He 


Gly Lys 








260 










265 










270 
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Pro Gin Pro Val Met Val Thr Trp Val Arg Val Asp Asp Glu Met Pro 

275 280 285 

Gin His Ala Val Leu Ser Gly Pro Asn Leu Phe lie Asn Asn Leu Asn 

290 295 300 

Lys Thr Asp Asn Gly Thr Tyr Arg Cys Glu Ala Ser Asn lie Val Gly 
305 310 315 320 

Lys Ala His Ser Asp Tyr Met Leu Tyr Val Tyr Asp Pro Pro Thr Thr 

325 330 335 

lie Pro Pro Pro Thr Thr Thr Thr Thr Thr Thr Thr Thr Thr Thr Thr 

340 345 350 

Thr lie Leu Thr lie lie Thr Asp Ser Arg Ala Gly Glu Glu Gly Ser 

355 360 365 

He Arg Ala Val Asp His Ala Val He Gly Gly Val Val Ala Val Val 

370 375 380 

Val Phe Ala Met Leu Cys Leu Leu He He Leu Gly Arg Tyr Phe Ala 
385 390 395 400 

Gin Thr * 
402 



<210> 1217 

<211> 49 

<212> PRT 

<213> Homo sapiens 



<400> 1217 

Met Arg Ala Trp Ala Trp Pro Phe Cys Thr Ser Val Thr Ser Leu Ser 

15 10 15 

Ala Met Ala Ser Pro Trp Arg Arg Trp Pro Arg Arg Pro Ala Ser Arg 

20 25 30 

Thr Ala Ser Arg Ala Pro Ser Ala Gly He Ser Gly Ser Thr Ala Pro 
35 40 45 48 

* 



<210> 1218 

<211> 304 

<212> PRT 

<213> Homo sapiens 





<400> 1218 








Met 


Ala 


Arg 


Arg 


Ser 


Arg His Arg Leu 


Leu Leu Leu Leu Leu Arg Tyr 


1 








5 




10 15 


Leu 


Val 


Val 


Ala 


Leu 


Gly Tyr His Lys 


Ala Tyr Gly Phe Ser Ala Pro 








20 




25 


30 


Lys 


Asp 


Gin 


Gin 


Val 


Val Thr Ala Val 


Glu Tyr Gin Glu Ala He Leu 






35 






40 


45 


Ala 


Cys 


Lys 


Thr 


Pro 


Lys Lys Thr Val 


Ser Ser Arg Leu Glu Trp Lys 




50 








55 


60 


Lys 


Leu 


Gly 


Arg 


Ser 


Val Ser Phe Val 


Tyr Tyr Gin Gin Thr Leu Gin 


65 










70 


75 80 


Gly 


Asp 


Phe 


Lys 


Asn 


Arg Ala Glu Met 


He Asp Phe Asn He Arg He 










85 




90 95 


Lys 


Asn 


Val 


Thr 


Arg 


Ser Asp Ala Gly 


Lys Tyr Arg Cys Glu Val Ser 
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100 










105 








110 






Ala Pro 


Ser 


Glu 


Gin 


Gly 


Gin 


Asn 


Leu 


Glu 


Glu Asp 


Thr 


Val 


Thr 


Leu 




115 










120 








125 








Glu Val 


Leu 


Gly 


Asp 


Val 


His 


Val 


Leu 


Ala 


Pro Ala 


Val 


Pro 


Ser 


Cvs 


130 










135 








140 








Glu Val 


Pro 


Ser 


Ser 


Ala 


Leu 


Ser 


Gly 


Thr 


Val Val 


Glu 


Leu 


Arg 


Cvs 


145 








150 










155 








160 


Gin Asp 


Lys 


Glu 


Gly 


Asn 


Pro 


Ala 


Pro 


Glu 


Tyr Thr 


Trp 


Phe 


Lys 


Asp 








165 










170 








175 




Gly lie 


Arg 


Leu 


Leu 


Glu 


Asn 


Pro 


Arg 


Leu 


Gly Ser 


Gin 


Ser 


Thr 


Asn 






180 










185 








190 






Ser Ser 


Tyr 


Thr 


Met 


Asn 


Thr 


Lys 


Thr 


Glv 


Thr Leu 


Gin 


Phe 


Asn 


Thr 




195 










200 








205 








Val Ser 


Lys 


Leu 


Asp 


Thr 


Gly 


Glu 


Tvr 
j 


Ser 


Cys Glu 


Ala 


*"-y 


Asn 


Ser 


210 










215 








220 










Val Gly 


Tyr 


Arg 


Arg 


Cys 


Pro 


Gly 


Lys 


Arg 


Met Gin 


Val 


Asp 


Asp 


Leu 


225 








230 










235 








240 


Asn lie 


Ser 


Gly 


He 


He 


Ala 


Ala 


Val 


Val 


Val val 


Ala 


Leu 


Val 


He 








245 










250 








255 




Ser Val 


Cys 


Gly 


Leu 


Glv 


Val 


Cys 


Vw 


Ala 




uy & 




Tyr 


xrlie 






260 










J 








o *7 n 






Ser Lys 


Glu 


Thr 


Ser 


Phe 


Gin 






nail 


Ocl OCX 


Ser 


Lys 


ax a 


lrir 




275 










280 








285 








Thr Met 


Ser 


Glu 


Asn 


Asp 


Phe 


Lys 


His 


Thr 


Lys Ser 


Phe 


He 


Tip 


* 


290 










295 








300 






303 




<210> 1219 
























<211> 1126 
























<212> PRT 
























<213> Homo 


sapiens 




















<400> 1219 
























Met Trp 


Phe 


Leu 


Phe 


Leu 


Cvs 


Pro 


Asn 


Leu 


Trn AT a 


Met 


Pro 


Val 


m n 


1 






5 










10 








15 




lie lie 


Met 


Gly 


Val 


He 


Leu 


Leu 


Tvr 
x i *• 


Asn 


Lf»u Lf*!! 

J— J \A J^rv^ \A. 


Gly Ser 


Ser 


Ala 






20 










25 








30 






Leu Val 


Gly 


Ala 


Ala 


Val 


He 


Val 


Leu 


Leu 


Ala Pro 


He 


Gin 




Phe 




35 










40 








45 






He Ala 


Thr 


Lys 


Leu 


Ala 


Glu 


Ala 


Gin 


Lys 


Ser Thr 


Leu Asp 


Tvr 


Ser 


50 










55 








60 










Thr Glu 


Arg 


Leu 


Lys 


Lys 


Thr 


Asn 


Glu 


He 


Leu Lys 


Gly 


He 


Lys 


Leu 


65 








70 










75 








80 


Leu Lys 


Leu 


Tyr 


Ala 


Trp 


Glu 


His 


He 


Phe 


Cys Lys 


Ser 


Val 


Glu 


Glu 








85 










90 








95 




Thr Arg 


Met 


Lys 


Glu 


Leu 


Ser 


Ser 


Leu 


Lys 


Thr Phe 


Ala 


Leu 


Tvr 


Thr 






100 










105 








110 






Ser Leu 


Ser 


He 


Phe 


Met 


Asn 


Ala 


Ala 


He 


Pro lie 


Ala 


Ala 


val 


Leu 




115 










120 








125 








Ala Thr 


Phe 


Val 


Thr 


His 


Ala 


Tyr 


Ala 


Ser 


Gly Asn 


Asn 


Leu 


Lys 


Pro 


130 










135 








140 










Ala Glu 


Ala 


Phe 


Ala 


Ser 


Leu 


Ser 


Leu 


Phe 


His He 


Leu 


Val 


Thr 


Pro 


145 








150 










155 








160 


Leu Phe 


Leu 


Leu 


Ser 


Thr 


Val 


Val 


Arg 


Phe 


Ala Val 


Lys 


Ala 


He 


He 








165 










170 








175 




Ser Val 


Gin 


Lys 


Leu 


Asn 


Glu 


Phe 


Leu 


Leu 


Ser Asp 


Glu 


He 


Gly 


Asp 



180 185 190 
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Asp 


Ser 


Trp 


Arg 


Thr 


Gly 


Glu 


Ser 


Ser 


Leu 


Pro 


Phe 


Glu 


Ser 


Cys 


Lys 






195 










200 










205 








Lys 


His 


Thr 


Gly 


Val 


Gin 


Pro 


Lvs 


Thr 


He 


Asn 


Arcr 


Lys 


Gin 


Pro 


Glv 

vjxy 




210 










215 










220 










Arg 


Tyr 


His 


Leu 


Asp 


Ser 


Tvr 


Glu 


Gin 


Ser 


Thr 


Arcr 


Arcr 


Leu 


Arcr 


Pro 


225 










230 










235 










240 


Ala 


Glu 


Thr 


Glu 


Asp 


He 


Ala 


He 


Lvs 


Val 


Thr 


Asn 


Glv 


Tvr 


Phe 


Ser 










245 










250 










255 




Trp 


Gly 


Ser 


Gly 


Leu 


Ala 


Thr 


Leu 


Ser 


Asn 


He 


Asp 


He 


Arcr 


He 


Pro 








260 










265 










270 






Thr 


Gly 


Gin 


Leu 


Thr 


Met 


He 


Val 


Glv 


Gin 


Val 


Glv 


Cys 


Glv 


Lys 


Ser 






275 










280 










285 








Ser 


Leu 


Leu 


Leu 


Ala 


He 


Leu 


Glv 


Glu 


Met 


Gin 


Thr 


Leu 


Glu 




Lys 




290 










295 










300 










Val 


His 


Tro 


Ser 


Asn 


Val 


Asn 


Glu 


Ser 


Glu 


Pro 


Cor 


■tr lit: 


vJJ. Li 


Zll =» 


11 1L 


305 










310 










315 










320 


Arg 


Ser 


Arg 


Asn 


Arg 


Tvr 
iyx 


Ser 


Val 


Ala 


Tvr 
±yx 


Ala 


7\1 a 


17XX1 


_ 

i»ys 


Pro 


Trp 










325 










330 










335 




Leu 


Leu 


Asn 


Ala 


Thr 


Val 


Glu 


Glu 


Asn 


He 


Thr 


Phe 


fll V 
oxy 


Ser 


Pro 










340 










345 










O J w 






Asn 


Lys 


Gin 


Arg 


Tvr 
xyx 


Lys 


Ala 


Val 


TVir 

J. 1 JUL 




Al a 


Cys 


Ser 


Leu 


r<i n 
v^in 


Pro 






355 










360 










365 








Asp 


lie 


Asp 


Leu 


Leu 


XT X \J 


Jr lit; 


Gl v 
uiy 


Asp 


V7JL11 


Thr 
1 Hi 


tslll 


Tl A 

lie 


vjiy 


(jIU 


Arg 




370 










375 










380 










Glv 


lie 


Asn 


Leu 


Ser 


Gl v 
vjj.y 




VJJLXl 


Arg 




Arg 


Tl o 

lie 


Cys 


vai 


Aia 


Arg 


385 










390 










395 










Ann 

ft U U 


Ala 


Leu 




Gin 


Asn 


Thr 


Asn 


Tl « 

JL JLC 


v al 


xr lit; 


XicrlL 


Asp 


Asp 


Pro 


jrne 


Ser 










405 










410 














Ala 


Leu 


Asp 


lie 


U-i e 


Leu 


CJ /u >- 


ASp 


XlJLb 


Leu 


Mot- 


r*l n 

bin 


VjjIU 


vjiy 


lie 


Leu 








420 










425 










** j u 






Lys 


Phe 


Leu 


Gin 


ASp 


ASp 


Lys 


Arg 


THr 


Leu 


\7=a 1 
VaX 


Leu 


vai 


inr 


His 


Lys 






435 










440 










445 








Levi 


Gin 


ryr 


J_itr U. 


TVir 

X III. 


nib 


TV 1 a 


Asp 


Trp 


Tl o 
11c 


lie 


Til =» 

Aia 




Lys 


ASp 


Giy 




450 










455 










*±o u 










Ser 


Val 


Leu 




Glu 


Gly 


TV»r 

-L 11-L 




juy t» 




lie 




Thr 


Lys 


Asp 


vai 


465 










470 










475 










480 


Glu 


Leu 


Tvr 
xyj. 


Glu 


His 


±rp 


xiy £» 


Thr 
ins. 


Leu 




7i C2 Tl 
,M.t>ll 


Arg 


K3±Il 


Asp 


r*l n 

tain 


bill 










485 










490 














Leu 


Glu 


Lys 


Asp 


Met 


Glu 


Ala 


Asp 


Gin 


Thr 


Thr 


Leu 


Glu 




Lys 


Thr 
1 ILL 








500 










505 










510 






Leu 


Ara 


Axcr 


Ala 


Met 


A Jr x 


Ser 


Arcr 


Glu 


Ala 


Lys 


Ala 


Gin 


Met 


ox u. 


Asp 






515 










520 










525 








Glu 


Asp 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Asp 


Glu 


Asp 


Asp 


Asn 


1*1 tr L. 


Ser 




530 










535 










540 










Thr 


Val 


Met 


Arcr 


Leu 




Thr 


Lys 


Met 


Pro 


Tm 


Lys 


Thr 


Cys 


Tm 




545 










550 










555 










560 


Tvr 


Leu 


Thr 


Ser 


Glv 


Glv 


Phe 


Phe 


Leu 


Leu 


He 


Leu 


Met 


He 


Phe 


Ser 










565 










570 














Lys 


Leu 


Leu 


Lys 


His 


Ser 


Val 


He 


Val 


Ala 


He 


Asp 


T\/r 
±yx 


Tm 


Leu 


al a 








580 










585 










590 






Thr 


Trp 


Thr 


Ser 


Glu 


Tyr 


Ser 


He 


Asn 


Asn 


Thr 


Gly 


Lys 


Ala 


Asp 


Gin 






595 










600 










605 








Thr 


Tyr 


Tyr 


Val 


Ala 


Gly 


Phe 


Ser 


He 


Leu 


Cys 


Gly 


Ala 


Gly 


He 


Phe 




610 










615 










620 










Leu 


Cys 


Leu 


Val 


Thr 


Ser 


Leu 


Thr 


Val 


Glu 


Trp 


Met 


Gly 


Leu 


Thr 


Ala 


625 










630 










635 










640 


Ala 


Lys 


Asn 


Leu 


His 


His 


Asn 


Leu 


Leu 


Asn 


Lys 


He 


He 


Leu 


Gly 


Pro 










645 










650 










655 




lie 


Arg 


Phe 


Phe 


Asp 


Thr 


Thr 


Pro 


Leu 


Gly 


Leu 


He 


Leu 


Asn 


Arg 


Phe 
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660 










665 








670 


Ser 


Ala 


Asp 


Thr 


Asn 


He 


He 


Asp 


Gin 


His 


He 


Pro 


Pro Thr Leu Glu 






675 










680 










685 


Ser 


Leu 


Thr 


Arg 


Ser 


Thr 


Leu 


Leu 


Cys 


Leu 


Ser 


Ala 


He Gly Met He 




690 










695 










700 


Ser 


Tyr 


Ala 


Thr 


Pro 


Val 


Phe 


Leu 


Val 


Ala 


Leu 


Leu 


Pro Leu Gly Val 


705 










710 










715 




720 


Ala 


Phe 


Tyr 


Phe 


He 


Gin 


Lys 


Tyr 


Phe 


Arg 


Val 


Ala 


Ser Lys Asp Leu 










725 










730 






735 


Gin 


Glu 


Leu 


Asp 


Asp 


Ser 


Thr 


Gin 


Leu 


Pro 


Leu 


Leu 


Cys His Phe Ser 








740 










745 








750 


Glu 


Thr 


Ala 


Glu 


Gly 


Leu 


Thr 


Thr 


He 


Arg 


Ala 


Phe 


Arg His Glu Thr 






755 










760 










765 


Arg 


Phe 


Lys 


Gin 


Arg 


Met 


Leu 


Glu 


Leu 


Thr 


Asp 


Thr 


Asn Asn He Ala 




770 










775 










780 




Tyr 


Leu 


Phe 


Leu 


Ser 


Ala 


Ala 


Asn 


Arg 


Trp 


Leu 


Glu 


Val Arg Thr Asp 


785 










790 










795 




800 


Tyr 


Leu 


Gly 


Ala 


Cys 


He 


Val 


Leu 


Thr 


Ala 


Ser 


He 


Ala Ser He Ser 










805 










810 






815 


Gly 


Ser 


Ser 


Asn 


Ser 


Gly 


Leu 


Val 


Gly 


Leu 


Gly 


Leu 


Leu Tyr Al a Leu 








820 










825 








830 


Thr 


He 


Thr 


Asn 


Tyr 


Leu 


Asn 


Trp 


Val 


Val 


Arq 


Asn 


Leu Ala Aso Lpu 






835 










840 










845 


Glu 


Val 


Gin 


Met 


Gly 


Ala 


Val 


Lys 


Lvs 


Val 


Asn 


Ser 


Phe Leti Thr* Mf=»t- 

c u. nil net. 




850 










855 










860 




Glu 


Ser 


Glu 


Asn 


iy r 


Glu 


Gly 


Thr 


Met 


Asp 


Pro 


Ser 


Gin Val Pro Glu 


865 










870 










875 




880 


His 


Trp 


Pro 


Gin 


Glu 


Gly 


Glu 


He 


Lys 


He 


His 


Aso 


Leu Cvs Val Ara 










885 










890 






895 


Tyr 


Glu 


Asn 


Asn 


Leu 


Lys 


Pro 


Val 


Leu 


Lvs 


His 


Val 


Lvs Ala Tvr 11 £=» 








900 










905 








910 


Lys 


Pro 


Gly 


Gin 


Lys 


Val 


Gly 


He 


Cys 


Gly 


Arq 


Thr 


Glv Ser Glv Lvs 






915 










920 










925 


Ser 


Ser 


Leu 


Ser 


Leu 


Ala 


Phe 


Phe 


Arq 


Met 


Val 


Asp 


He Phe Asp Gly 




930 










935 










940 


Lys 


He 


Val 


He 


Asp 


Gly 


He 


Asp 


He 


Ser 


Lys 


Leu 


Pro Leu His Thr 


945 










950 










955 




960 


Leu 


Arg 


Ser 


Arg 


Leu 


Ser 


lie 


He 


Leu 


Gin 


Asp 


Pro 


He Leu Phe Ser 










965 










970 






975 


Gly 


Ser 


He 


Arg 


Phe 


Asn 


Leu 


Asp 


Pro 


Glu 


Cys 


Lys 


Cys Thr Asp Asp 








980 










985 








990 


Arg 


Leu 


Trp 


Glu 


Ala 


Leu 


Glu 


He 


Ala 


Gin 


Leu 


Lys 


Asn Met Val Lys 






995 








1000 








1005 


Ser 


Leu 


Pro 


Gly 


Gly 


Leu 


Asp Ala 


Val 


Val 


Thr 


Glu Gly Gly Glu Asn 



1010 1015 1020 



Phe Ser Val Gly Gin Arg Gin Leu Phe Cys Leu Ala Arg Ala Phe Val 
1025 1030 1035 1040 

Arg Lys Ser Ser He Leu He Met Asp Glu Ala Thr Ala Ser He Asp 

1045 1050 1055 

Met Ala Thr Glu Asn He Leu Gin Lys Val Val Met Thr Ala Phe Ala 

1060 1065 1070 

Asp Arg Thr Val Val Thr Met Ala His Arg Val Ser Ser He Met Asp 

1075 1080 1085 

Ala Gly Leu Val Leu Val Phe Ser Glu Gly He Leu Val Glu Cys Asp 

1090 1095 1100 

Thr Val Pro Asn Leu Phe Ala His Lys Asn Gly Pro Phe Ser Thr Leu 
H05 1110 1115 1120 

Val Met Thr Asn Lys * 
1125 
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<210> 1220 
<211> 46 
<212> PRT 

<213> Homo sapiens 



<400> 1220 



Met 


Ser Ser Val 

kJW4» VUl 


Ser 


Leu 


He Glu 


Phe 


Drr> T.e»n T^itt* Mot* 
riu ucu lyi rlcL 


lie Lya riO 


1 




5 








10 


13 


Phe 


rtJLCl JJCU r~\ l ct 


Ala 


Phe 


j-iys ±nr 


rile 


Ser Leu Ala Leu 


He Leu Asp 
















JU 


He 


Leu Leu Thr 


He 


Phe 


Leu Asp 


Asp 


He His Phe Val 


* 




35 






40 










11 A TOOT 

<^1U> 1221 
















-Oil. r~ /— 

<zll> bo 
















<212> PRT 
















^aJlj> nomo 


sapiens 


























i v ieu 


Leu He Leu 


Leu 


Leu 


Leu Glu 


Phe 


Gly lie Tnr lie 


He Lys Val 


-L 




5 








10 


15 


XLII. 


v-yS ATy Lieu 


Arg 


He 


Val Leu 


Cy s 


Tyr Arg Lys Tyr 


Lys Thr Lys 
















30 


Arg 


ASu J-iyS JjyS 


Leu 


Lys 


Leu Gly 


Asn 


Asn Ser Lys Phe 


Gin Arg Met 










A C\ 




A C 




Cys 


T.oii "Rt^/-r H" 1 -v* 
ilCU fiiy 1 XljT 


Ser 


Phe 


rllS ^ 










50 
















^^1U? xzzz 
















































<213> Homo 


sapiens 












<400> 1222 














Met 


Gly Cys Ala 


He 


He 


Ala Gly 


Phe 


Leu His Tyr Leu 


Phe Leu Ala 


1 




5 








10 


15 


Cys 


Phe Phe Trp 


Met 


Leu 


Val Glu 


Ala 


Val He Leu Phe 


Leu Met Val 




20 








25 




30 


Arg 


Asn Leu Lys 


Val 


Val 


Asn Tyr 


Phe 


Ser Ser Arg Asn 


He Lys Met 




35 






40 




45 




Leu 


His He Cys 


Ala 


Phe 


Gly Tyr 


Gly 


Leu Pro Met Leu 


Val Val Val 




50 






55 




60 




He 


Ser Ala Ser 


Val 


Gin 


Pro Gin 


Gly 


Tyr Gly Met His 


Asn Arg Cys 


65 






70 






75 


80 


Trp 


Leu Asn Thr 


Glu 


Thr 


Gly Phe 


He 


Trp Ser Phe Leu 


Gly Pro Val 






85 








90 


95 


Cys 


Thr Val He 


Val 


He 


Asn Ser 


Leu 


Leu Leu Thr Trp 


Thr Leu Trp 




100 








105 




110 


He 


Leu Arg Gin 


Arg 


Leu 


Ser Ser 


Val 


Asn Ala Glu Val 


Ser Thr Leu 
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115 










120 




Lys 


Asp 


Thr 


Arq 


Leu 


Leu 


Thr 


Phe 


Lys 




130 










135 






Leu 


Gly 


Cys 


Ser 


Trp 


val 


Leu 


Gly 


He 


145 










150 








Gly 


Val 


Met 


Ala 


Tyr 


Leu 


Phe 


His 


His 










165 










Leu 


His 


Leu 


Pro 


His 


Pro 


Leu 


Ser 


Ala 








180 










185 


He 


Gin 


Glu 


Val 


Asp 


His 


Trp 


Glu 


Asp 






195 










200 




Asp 


Leu 


Lys 


Asp 


Leu 


Ala 


Val 


Leu 


His 




210 










215 






Leu 


Lys 


Ser 


Phe 


Leu 


Ala 


Phe 


Lvs 


Tvr 


225 










230 








Gly 


Thr 


Ser 


Ser 


Phe 


Pro 


Cys 


Arq 


Glu 










245 












<210> 1223 














<211> 858 














<212> PRT 














<213> Homo 


sapiens 










<400> 1223 












Met 


Lys 


Met 


Leu 


Thr 


Arg 


Leu 


Gin 


V CLX 


1 








5 










Lys 


Gly 


Phe 


Leu 


Leu 


Ser 


XJC U. 


n.1 v 
uiy 


Asp 








20 










25 


He 


Lys 


He 


Glu 


Gly 


Asp 


Leu 


Val 








35 










40 




Glu 


Lys 


Gly 


Thr 


Gly 


Thr 


Glu 


Glu 






50 










55 






Glv 


He 


Gin 


Arg 


Leu 


Glu 


Ala 


Met 


Leu 


65 










70 








Lys 


Asp 


Asp 


Tyr 


Leu 


Leu 


Pro 


Gly 


Val 










85 










Asp 


Thr 


Cys 


Ser 


Arg 


Asp 


Thr 


Tvr 
j 


Ala 








100 










105 


Val 


Arg 


Ala 


Ser 


Leu 


Thr 


Lys 


Val 


Asp 






115 










120 




Asr> 


Gly 


Ser 


Tyr 


Ala 


He 


Gin 


Glu 


Asn 




130 










135 






Val 


He 


Gly 


Gly 


Ser 


Tyr 


Ser 


Arcr 


Val 


145 










150 








Leu 


Arg 


Leu 


Phe 


Gin 


He 


Pro 


Gin 


He 










165 










Lys 


Leu 


Ser 


Asp 


Lys 


Ser 


Arg 


Tyr 


Asp 








180 










185 


Pro 


Asp 


Phe 


Tyr 


Gin 


Ala 


Lys 


Ala 


Met 






195 










200 




Asn 


Trp 


Thr 


Tyr 


Val 


Ser 


Thr 


Val 


Ala 




210 










215 






Thr 


Gly 


He 


Glu 


Ala 


Phe 


Glu 


Gin 


Glu 


225 


t 








230 








He 


Ala 


Thr 


Ala 


Glu 


Lys 


Val 


Gly 


Arg 



PCT/US01/02687 



125 



Ala 


Phe Ala Gin Leu 


Phe He 




140 




Phe 


Gin He Gly Pro 


Val Ala 




155 


160 


His 


Gin Gin Pro Ala 


Gly Gly 


170 




175 


Gin 


Arg Pro Gly Thr 


Arg Arg 




190 




Glu 


Ala Gin Leu Pro 


Val Pro 




205 




Ala 


He Arg Phe Gin 


Asp Gly 




220 




Ala 


Met Glu Pro Thr 


Val Gly 




235 


240 


Pro 


Tyr Pro * 




250 


252 





Leu 


Thr Leu Ala Leu 


Phe 


Ser 


10 




15 




His 


Asn Phe Leu Arg 


Arg Glu 




30 






Gly 


Gly Leu Phe Pro 


He 


Asn 




45 






Gly 


Arg He Asn Glu 


Asp Arg 




60 






Phe 


Ala He Asp Glu 


He 


Asn 




75 




80 


Lys 


Leu Gly Val His 


He 


Leu 


90 




95 




Leu 


Glu Gin Ser Leu 


Glu 


Phe 




110 






Glu 


Ala Glu Tyr Met 


Cys 


Pro 




125 






He 


Pro Leu Leu He 


Ala Gly 




140 






Ser 


He Gin Gly Ala 


Asn 


Leu 




155 




160 


Arg 


Tyr Ala Ser Thr 


Ser 


Ala 


170 




175 




Tyr 


Phe Ala Arg Thr 


Val 


Pro 




190 






Ala 


Glu lie Leu Arg 


Phe 


Phe 




205 






Ser 


Glu Gly Asp Tyr 


Gly Glu 




220 






Ala 


Arg Leu Arg Asn 


He 


Cys 




235 




240 


Ser 


Asn He Arg Lys 


Ser 


Tyr 


250 




255 
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Asp 


Ser 


Val 


He 


Arg. 


Glu 


Leu 


Leu 


Gin 


Lvs 


Pro 


Asn 


Ala 


Arcr 


Val 


Val 








260 










265 










270 






Val 


Leu 


Phe 


Met 


Arg 


Ser 


Asp 


Asp 


Ser 


Arcr 


Glu 


Leu 


He 


Ala 


Ala 


Ala 






275 










280 










285 








Ser 


Arg 


Ala 


Asn 


Ala 


Ser 


Phe 


Thr 


Trp 


Val 


Ala 


Ser 


Asp 


Glv 


Tro 


Glv 




290 










295 










300 










Ala 


Gin 


Glu 


Ser 


He 


He 


Lys 


Glv 


Ser 


Glu 


His 


Val 


Ala 


Tvr 


Glv 


Ala 


305 










310 










315 










320 


He 


Thr 


Leu 


Glu 


Leu 


Ala 


Ser 


Gin 


Pro 


Val 


Arcr 


Gin 


Phe 


Asp 


Arcr 


Tvr 










325 










330 










335 




Phe 


Gin 


Ser 


Leu 


Asn 


Pro 


Tvr 


Asn 


Asn 


His 


Arcr 


Asn 


Pro 


Trrj 

X XJJ 


Phe 


Arcr 








340 










345 










350 






Asp 


Phe 


Trp 


Glu 


Gin 


Lys 


Phe 


Gin 


Cys 


Ser 


Leu 


Gin 


Ajsn 


Lys 


Arcr 


Asn 






355 










360 










365 








His 


Arcr 


Arcr 


Val 


Cvs 


Asp 


Lys 


His 


Leu 


Ala 


He 


Asp 


Ser 


Ser 


Asn 


iyx 




370 










375 










380 










Glu 


Gin 


Glu 


Ser 


Lys 


He 


Met 


Phe 


Val 


Val 


Asn 


Ala 


Val 


xyx: 


Ala 




385 










390 










395 










400 


Ala 


His 


Ala 


Leu 


His 


Lys 


Met 


Gin 




Thr 


Leu 




Pro 
Jrx \j 


Asn 


Thr 


Thr 

X1XX 










405 










410 










415 




Lys 


Leu 


Cys 


Asp 


Ala 


Met 


Lys 


He 


T^i i 




Gl v 

v3 X y 


Xiy o 


Lys 


Leu 


xyr 


T 

Lys 








420 










425 










430 






Asp 




Leu 


Leu 


Lys 


He 


Asn 




X 11X 


nld 


ir ro 


flic 


Asn 


Pro 


Asn 


Lys 






435 










440 










445 








Asp 


Ala 


Asp 


OCX 


lie 


V dX 


Xjy Jd 


flic 


Asp 


Thr 

XUX 


file 




Asp 


bly 


Mot- 

riet. 


oxy 




450 










455 










*± o u 












T\/r 

xyr 


Asn 


V d-L 


ir lie 


Zi on 


Phi* 
lr lie 


uin 


Asn 


V ctX 


oXy 


^rxy 


Lys 


Tyr 


Ser 


Tyr 


465 










470 










475 










Aon 
*± o u 


Leu 


Lys 


Val 


m v 

VJXy 


XIX o 


xip 


Ala 


uiU 


1 JLlx 


Leu 


Ser 


Leu 


Asp 


Vdl 


Asn 


Ser 










485 










490 










4 95 




He 


His 


irp 


OCX 


Arg 


Asn 


Ser 


VelX 


Pro 


1 11X 


Ser 




Cys 


Ser 


Asp 


Pro 








500 










505 










JlU 






v- y <=» 


/-IX CI 




Asn 


wl LI 


M<=>h 
rict 


Lys 


Asn 


Mot- 
wee 


m n 

OXll 


Pro 




Asp 


vax 


Cys 


Cys 






515 




























xxp 


He 


PVR 




JrX 


fS/C! 


ul U 


Pro 


Tyr 


ulU 


Tyr 


Leu 


rila 


Asp 


blU 


fne 




530 










535 










540 










Thr 


\-y to 


Met 




Cys 


Gly 


Ser 


m v 

vjxy 


OX11 


Tm 
ixrp 


Pro 


Thr 

X 1XX 


AT ^ 
/-IX ct 


Asp 


T.oi i 


XIlX 


545 










550 










555 












Glv 
\jxy 


Cys 


Tvr 
xyx 


Asp 


Leu 


Pro 


Glu 


Asp 


iyx 


He 


Arg 


irp 


Glu 


Asp 


Ala 


XX 










565 










570 










575 




Ala 


He 


Glv 


Pro 


Val 


Thr 


He 


Ala 


Cys 


Leu 


Glv 
oxy 


Phe 


Met 




Thr 


*-ys 








580 










585 










590 






Met 


Val 


Val 


Thr 


Val 


Phe 


He 


Lys 


His 


Asn 


Asn 


Thr 


Pro 


Leu 


Val 


Lys 






595 










600 










605 








Ala 


Ser 


Glv 


Arcr 
-mx y 


Glu 


Leu 


Cys 


Tvr 
xyx 


He 


Leu 


Leu 


Phe 


Gly 


Val 


Glv 
oxy 


Leu 




610 










615 










620 










Ser 




Cys 


Met 


Thr 


Phe 


Phe 


Phe 


He 


Ala 


Lys 


Pro 


Ser 


Pro 


Val 


He 


625 










630 










635 










640 


Cys 


Ala 


Leu 


Arcr 


Arcr 


Leu 


Glv 

\jxy 


Leu 


Glv 


Ser 


Ser 


Phe 


Ala 


He 


Cys 


J-yx 










645 










650 










655 




Ser 


Ala 


Leu 


Leu 


Thr 


Lys 


Thr 


Asn 


Cys 


He 


Ala 


Arg 


lie 


Phe 


Asp 


Gly 








660 










665 










670 






Val 


Lys 


Asn 


Gly 


Ala 


Gin 


Arg 


Pro 


Lys 


Phe 


He 


Ser 


Pro 


Ser 


Ser 


Gin 






675 










680 










685 








Val 


Phe 


He 


Cys 


Leu 


Gly 


Leu 


He 


Leu 


Val 


Gin 


He 


Val 


Met 


Val 


Ser 




690 










695 










700 










Val 


Trp 


Leu 


He 


Leu 


Glu 


Ala 


Pro 


Gly 


Thr 


Arg 


Arg 


Tyr 


Thr 


Leu 


Ala 


705 










710 










715 










720 


Glu 


Lys 


Arg 


Glu 


Thr 


Val 


He 


Leu 


Lys 


Cys 


Asn 


Val 


Lys 


Asp 


Ser 


Ser 
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725 730 735 

Met Leu lie Ser Leu Thr Tyr Asp Val lie Leu Val lie Leu Cys Thr 

740 745 750 

Val Tyr Ala Phe Lys Thr Arg Lys Cys Pro Glu Asn Phe Asn Glu Ala 

755 760 765 

Lys Phe lie Gly Phe Thr Met Tyr Thr Thr Cys He He Trp Leu Ala 

770 775 780 

Phe Leu Pro He Phe Tyr Val Thr Ser Ser Asp Tyr Arg Val Gin Thr 
785 790 795 800 

Thr Thr Met Cys He Ser Val Ser Leu Ser Gly Phe Val Val Leu Gly 

805 810 815 

Cys Leu Phe Ala Pro Lys Val His He He Leu Phe Gin Pro Gin Lys 

820 825 830 

Asn Val Val Thr His Arg Leu His Leu Asn Arg Phe Ser Val Ser Gly 

835 840 845 

Thr Gly Thr His He Leu Ser Val Leu * 
850 855 857 



<210> 1224 
<211> 69 
<212> PRT 

<213> Homo sapiens 



<400> 1224 
Met Ser His Met Val Pro Leu Ala 

1 5 
Ser Arg Arg Ala Ala Leu Pro Phe 
20 

Phe Pro Ala Thr Thr Asp Leu Pro 
35 40 
Ala Val His Cys Arg His Gly Gly 

50 55 
Leu Ser Glu Arg * 
65 68 



Leu Leu Leu Pro Leu Phe Pro Thr 

10 15 
Leu Pro Leu Phe Phe Gly Leu Met 

25 30 
Pro Pro His Pro Ser Ala Asp Leu 
45 

Leu He Ser Asp Arg Lys Leu Arg 
60 



<210> 1225 

<211> 55 

<212> PRT 

<213> Homo sapiens 



<400> 1225 

Met Cys Tyr His Thr Trp Leu He Phe He Phe Leu Val Glu Met Gly 

1 5 10 15 

Phe Tyr His Val Gly Gin Ala Gly Phe Lys Leu Leu Ala Ser Ser Gly 

20 25 30 

Pro Pro Ala Ser Ala Ser Gin Ser Ala Gly He Thr Gly Val Ser His 

35 40 45 

His Ala Arg Pro Thr Phe * 
50 54 



<210> 1226 
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<211> 51 

<212> PRT 

<213> Homo sapiens 



<400> 1226 

Met lie Leu Ser Leu Leu Lys Phe Phe Pro Leu Leu Ser Ser Asp Thr 

15 10 15 

Pro Asn Ser Ser Val Pro Leu Leu Thr Thr Pro Arg Asp Pro Pro Tyr 

20 25 30 

His Leu Ser Pro Cys Ser Ser Ser Tyr Phe Val Lys Glu Gly Phe Ser 

35 40 45 

Val Val * 
50 



<210> 1227 

<211> 47 

<212> PRT 

<213> Homo sapiens 



<400> 1227 

Met lie Leu Phe Cys Val Met Val Phe He Leu Phe He Thr Phe His 

15 10 15 

Leu Gin Leu Pro Thr Val Gly Asp Val Thr Tyr Cys Phe Cys Ser Asn 

20 25 30 

Lys Leu Arg Lys Thr Arg Glu Leu Lys Lys He Ser Ser Asn * 
35 40 45 46 



<210> 1228 

<211> 60 

<212> PRT 

<213> Homo sapiens 



<400> 1228 

Met Phe Ser Thr Ala Phe Trp Pro Pro Phe Leu Asn Pro Ser Leu Met 

15 10 15 

Phe Phe Thr Leu Leu Cys Ser Asp Phe Met Pro Cys Glu Ala Val Cys 

20 25 30 

Ser Ser He He Tyr Ser Phe He Pro Val Thr Lys Thr Gin Gly Ala 

35 40 45 

Ala Pro His Thr Arg Gly Pro Gin Pro His Thr * 
50 55 59 



<210> 1229 

<211> 52 

<212> PRT 

<213> Homo sapiens 



<400> 1229 

Met Cys Glu Ser Thr Glu Leu Asn Met Thr Phe His Leu Phe He Val 
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1 5 
Ala Leu Ala Gly Ala Gly Ala Ala 
20 

Met Val Leu Ser Ala Asn Trp Ala 
35 40 
Ala Glu Val * 
50 51 



10 15 
Val lie Ala Met Val His Tyr Leu 

25 30 
Tyr Val Lys Asp Ala Cys Arg Met 
45 



<210> 1230 
<211> 362 
<212> PRT 

<213> Homo sapiens 



<400> 1230 



Met 


Pro 


Val 


lie 


Trp 


Ser Ala Leu 


Ser Ala 


Val 


Leu Leu Leu Ala 


Ser 


1 








5 






10 




15 




Ser 


Tyr 


Phe 


Val 


Gly 


Ala Leu He 


Val 


His 


Ala 


Asp Cys Phe Leu 


Met 








20 






25 






30 




Arg 


Asn 


His 


Thr 


He 


Thr Glu Gin 


Pro 


Met 


Cys 


Phe Gin Arg Thr 


Thr 






35 






40 








45 




Pro 


Leu 


He 


Leu 


Gin 


Glu Val Ala 


Ser 


Phe 


Leu 


Lys Arg Asn Lys 


His 




50 








55 








60 




Gly 


Pro 


Phe 


Leu 


Leu 


Phe Val Ser 


Phe 


Leu 


His 


Val His He Pro 


Leu 


65 










70 






75 




80 


lie 


Thr 


Met 


Glu 


Asn 


Phe Leu Gly 


Lys 


Ser 


Leu 


His Gly Leu Tyr 


Gly 










85 






90 




95 




Asp 


Asn 


Val 


Lys 


Glu 


Met Asp Trp 


Met 


Val 


Gly 


Arg He Leu Asp 


Thr 








100 






105 






110 




Leu 


Asp 


Val 


Glu 


Gly 


Leu Ser Asn 


Ser 


Thr 


Leu 


He Tyr Phe Thr 


Ser 






115 






120 








125 




Asp 


His 


Gly 


Gly 


Ser 


Leu Glu Asn 


Gin 


Leu 


Gly 


Asn Thr Gin Tyr 


Gly 




130 








135 








140 




Gly 


Trp 


Asn 


Gly 


He 


Tyr Lys Gly 


Gly Lys 


Gly 


Met Gly Gly Trp 


Glu 


145 










150 






155 




160 


Gly 


Gly 


He 


Arg 


Val 


Pro Gly He 


Phe Arg 


Trp 


Pro Gly Val Leu 


Pro 










165 






170 




175 




Ala 


Gly 


Arg 


Val 


He 


Gly Glu Pro 


Thr 


Ser 


Leu 


Met Asp Val Phe 


Pro 








180 






185 






190 




Thr 


Val 


Val 


Arg 


Leu 


Ala Gly Ser 


Glu 


Val 


Pro 


Gin Asp Arg Val 


He 






195 






200 








205 




Asp 


Gly 


Gin 


Asp 


Leu 


Leu Pro Leu 


Leu 


Leu 


Gly 


Thr Ala Gin His 


Ser 




210 








215 








220 




Asp 


His 


Glu 


Phe 


Leu 


Met His Tyr 


Cys 


Glu 


Arg 


Phe Leu His Ala 


Ala 


225 










230 






235 




240 


Arg 


Trp 


His 


Gin 


Arg 


Asp Arg Gly 


Thr 


Met 


Trp 


Lys Val His Phe 


Val 










245 






250 




255 




Thr 


Pro 


Val 


Phe 


Gin 


Pro Arg Gly 


Ser Arg 


Cys 


Leu Leu Trp Lys 


Glu 








260 






265 






270 




Lys 


Val 


Cys 


Pro 


Cys 


Phe Gly Glu 


Lys 


Ser 


Ser 


Pro Pro Arg Ser 


His 






275 






280 








285 




Pro 


Cys 


Phe 


Phe 


Asp 


Leu Ser Arg 


Ala 


Pro 


Ser 


Glu Thr His He 


Leu 




290 








295 








300 




Thr 


Pro 


Ala 


Ser 


Glu 


Pro Val Phe 


Tyr Gin 


Val 


Met Glu Arg Ser 


Pro 


305 










310 






315 




320 


Ala 


Gly 


Gly 


Val 


Gly 


Thr Pro Ala 


Asp 


Thr 


Gin 


Pro Ser Ser Ser 


Ala 










325 






330 




335 
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Ala Gly Gin Ala Gly Gin Tyr Leu 
340 

Trp Ala Val Pro Pro Leu Val Gly 
355 360 



Glu Thr Gly Gly Ala Ala Leu Leu 
345 350 
Pro * 
361 



<210> 1231 

<211> 53 

<212> PRT 

<213> Homo sapiens 



<400> 1231 

Met Leu Arg Leu Gly Val Ala Phe His Met Glu Leu Leu Cys Arg Gly 

1 5 10 15 

Arg Leu Leu Leu Leu He Pro Thr Ala Glu Thr Arg Cys Asp His Arg 

20 25 30 

Arg Leu Gin Asn Leu Lys Leu Gly Leu Ser Asn Thr Leu Asp Lys His 

35 40 45 

Gin Glu Pro His * 
50 52 



<210> 1232 

<211> 56 

<212> PRT 

<213> Homo sapiens 



<400> 1232 
Met Leu Asn Phe 
1 

Pro Ser Ala Leu 
20 

Pro Pro Pro Thr 
35 

Ser Pro Leu Leu 
50 



He Ser Pro Phe 
5 

Pro Pro Ser Pro 

Thr Pro Leu Pro 
40 

Ser Phe Phe * 
55 



Gly Ser Thr He 
10 

Pro Ser Arg Cys 
25 

Leu Pro Leu Pro 



Leu Leu Leu He 
15 

Ser Leu Leu Ser 
30 

Ser Pro Phe Ser 
45 



<210> 1233 

<211> 56 

<212> PRT 

<213> Homo sapiens 



<400> 1233 

Met Gin Leu His Val Ser Leu Pro 

1 5 

Asp Cys Thr Leu His Pro Asp Gin 
20 

Thr He Asp Leu Leu Asp Ser Val 

35 40 

Phe Gly Val Leu Gin Met His He 

50 55 56 



Trp Leu Leu Arg Phe Pro Gly Leu 

10 15 
Pro Ser He Gin Leu Leu Gin Gly 

25 30 
He Leu Ser Cys Ser Leu Cys Leu 
45 
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<210> 1234 
















<211> 125 
















<212> PRT 
















< 2 1 3 > Hnmn 


sapiens 












<400> 1234 














Met 


Leu Se*r dl n 


Leu 


Pro Arg 


Cys 


Gin 


Ser 


Ser Val Pro Ala Leu Ala 


1 




5 








10 


15 


His 


p to Thf* Attt 


Leu 


His Tyr 


Leu Leu Arg 


Leu Leu Thr Phe Leu Leu 




20 








25 




30 


Gly 


Pro Gly Ala 


Gly 


Gly Ala 


Glu Ala Gin Gly Met Leu Gly Arg Ala 




35 






40 






45 


Leu 


Leu Leu Ser 


Ser 


Leu Pro 


Asp Asn Cys 


Ser Phe Trp Asp Ala Phe 




50 




55 








60 


Arg 


JtTO Ij-LU i^±y 


Arg 


Arg Ser 


Val Leu Arg Thr He Gly Glu Tyr Leu 


o z> 






70 








75 80 




Gin Asp Glu 


Glu 


Gin Pro 


Thr Pro Ser Gly Phe Glu Pro Thr Val 






85 








90 


95 


As XI 


xrJUJ Del Del 


Gly 


lie Ser 


Lys 


Met 


Glu 


Leu Leu Ala Cys Phe Ser 




100 








105 




110 


17=1 1 


Ser Ala Leu 


Pro 


Glu Gly 


Lys 


Leu 


Leu 


Glu Gin * 




11C 

±±D 






120 






124 




<zJJLU> 
















<211> 72 
































<^u> Homo 


sapiens 












<400> 1235 














Met 


Phe Cys Phe 


Leu 


His Val 


Phe 


Leu 


Val 


Ser Leu Pro Phe Leu Thr 


l 




5 








10 


15 


Ser 


Tyr Ser Cys 


Leu 


Gin lie 


He 


Ser 


Tyr 


Ser Ser Phe Lys Ala Trp 




*s U 








25' 




30 




L>ys xyr pro 


Phe 


Leu Cys 


Lys 


He 


Phe 


Pro Thr Leu Pro Asn Asn 




35 






40 






45 


Asp 


Cpv Tien Gl n 


Gin 


Thr Pro 


Leu Val His Gly Val Cys Leu Gin Gin 




50 




55 








60 




val n.15 HIS 


Arg 


Leu lie 


* 








65 






70 71 












<210> 1236 
















<211> 48 
















<212> PRT 
















<213> Homo 


sapiens 












<400> 1236 














Met 


Ala Pro Gly 


Gly Ala Lys 


Gly Gin Gly Ala Ser Ala Leu Ala Leu 


1 




5 








10 


15 


Leu 


Phe lie Leu 


Ala 


Ser Pro 


Ala Thr Gly Gly Gly Pro Arg Leu Trp 



20 25 30 
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Arg Ala Gly Gly Leu Gly Phe Thr His Cys Gin Ala Asn Ser Thr Thr 
35 40 45 48 



<210> 1237 

<211> 208 

<212> PRT 

<213> Homo sapiens 



<400> 1237 

Met Ala Phe Leu Arg Lys Val Tyr Ser lie Leu Ser Leu Gin Val Leu 

15 10 15 

Leu Thr Thr Val Thr Ser Thr Val Phe Leu Tyr Phe Glu Ser Val Arg 

20 25 30 

Thr Phe Val His Glu Ser Pro Ala Leu lie Leu Leu Phe Ala Leu Gly 

35 40 45 

Ser Leu Gly Leu He Phe Ala Leu He Leu Asn Arg His Lys Tyr Pro 

50 55 60 

Leu Asn Leu Tyr Leu Leu Phe Gly Phe Thr Leu Leu Glu Ala Leu Thr 
65 70 75 80 

Val Ala Val Val Val Thr Phe Tyr Asp Val Tyr He He Leu Gin Ala 

85 90 95 

Phe lie Leu Thr Thr Thr Val Phe Phe Gly Leu Thr Val Tyr Thr Leu 

100 105 110 

Gin Ser I3ys Lys Asp Phe Ser Lys Phe Gly Ala Gly Leu Phe Ala Leu 

115 120 125 

Leu Trp He Leu Cys Leu Ser Gly Phe Leu Lys Phe Phe Phe Tyr Ser 

130 135 140 

Glu He Met Glu Leu Val Leu Ala Ala Ala Gly Ala Leu Leu Phe Cys 
145 150 155 160 

Gly Phe He He Tyr Asp Thr His Ser Leu Met His Lys Leu Ser Pro 

165 170 175 

Glu Glu Tyr Val Leu Ala Ala lie Ser Leu Tyr Leu Asp lie lie Asn 

180 185 190 

Leu Phe Leu His Leu Leu Arg Phe Leu Glu Ala Val Asn Lys Lys * 
195 200 205 207 



<210> 1238 
<211> 173 
<212> PRT 

<213> Homo sapiens 



<400> 1238 

Met Lys Val Val Pro Ser Leu Leu Leu Ser Val Leu Leu Ala Gin Val 

15 10 15 

Trp Leu Val Pro Gly Leu Ala Pro Ser Pro Gin Ser Pro Glu Thr Pro 

20 25 30 

Ala Pro Gin Asn Gin Thr Ser Arg Val Val Gin Ala Pro Lys Glu Glu 

35 40 45 

Glu Glu Asp Glu Gin Glu Ala Ser Glu Glu Lys Ala Ser Glu Glu Glu 

50 55 60 

Lys Ala Trp Leu Met Ala Ser Arg Gin Gin Leu Ala Lys Glu Thr Ser 
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65 70 
Asn Phe Gly Phe Ser Leu Leu Arg 
85 

Asn Met Val Phe Ser Pro Phe Gly 
100 

Met Leu Gly Ala Thr Gly Pro Thr 
115 120 
His Leu Gin Ala Leu Lys Pro Thr 

130 135 
Phe Lys Gly Leu Arg Glu Thr Leu 
145 150 
Thr Ala Gly Glu Phe Cys Leu His 
165 



75 80 
Lys lie Ser Met Arg His Asp Gly 

90 95 
Met Ser Leu Ala Met Thr Gly Leu 
105 110 
Glu Thr Gin lie Lys Arg Gly Leu 
125 

Lys Pro Gly Leu Leu Pro Ser Leu 
140 

Ser Arg Asn Leu Glu Leu Gly Leu 
155 160 
Pro Gin Gly Phe * 
170 172 



<210> 1239 
<211> 357 
<212> PRT 

<213> Homo sapiens 



<400> 1239 



Met 


Ala 


Phe 


Leu 


Gly 


Leu 


Phe 


Ser 


Leu Leu 


Val 


Leu 


Gin Ser 


Met Ala 


1 








5 








10 








15 


Thr 


Gly 


Ala' 


Thr 


Phe 


Pro 


Glu 


Glu 


Ala He 


Ala 


Asp 


Leu Ser 


Val Asn 








20 










25 






30 




Met 


Tyr 


Asn 


Arg 


Leu 


Arg 


Ala Thr Gly Glu 


Asp 


Glu 


Asn lie 


Leu Phe 






35 










40 








45 




Ser 


Pro 


Leu 


Ser 


He 


Ala 


Leu Ala Met Gly 


Met 


Met 


Glu Leu 


Gly Ala 




50 










55 








60 






Gin 


Gly 


Ser 


Thr 


Gin 


Lys 


Glu 


He Arg His 


Ser 


Met 


Gly Tyr 


Asp Ser 


65 










70 








75 






80 


Leu 


Lys 


Asn 


Gly 


Glu 


Glu 


Phe 


Ser 


Phe Leu 


Lys 


Glu 


Phe Ser 


Asn Met 










85 








90 








95 


Val 


Thr 


Ala 


Lys 


Glu 


Ser 


Gin Tyr Val Met 


Lys 


He 


Ala Asn 


Ser Leu 








100 










105 






110 




Phe 


Val 


Gin 


Asn 


Gly 


Phe 


His 


Val 


Asn Glu 


Glu 


Phe 


Leu Gin 


Met Met 






115 










120 








125 




Lys 


Lys 


Tyr 


Phe 


Asn 


Ala 


Ala 


Val 


Asn His 


Val 


Asp 


Phe Ser 


Gin Asn 




130 










135 








140 






Val 


Ala 


Val 


Ala 


Asn 


Tyr 


He 


Asn 


Lys Trp 


Val 


Glu 


Asn Asn 


Thr Asn 


145 










150 








155 






160 


Asn 


Leu 


Val 


Lys 


Asp 


Leu 


Val 


Ser 


Pro Arg 


Asp 


Phe Asp Ala 


Ala Thr 










165 








170 








175 


Tyr 


Leu 


Ala 


Leu 


He 


Asn 


Ala 


Val 


Tyr Phe 


Lys 


Gly Asn Trp 


Lys Ser 








180 










185 






190 




Gin 


Phe 


Arg 


Pro 


Glu 


Asn 


Thr 


Arg 


Thr Phe 


Ser 


Phe 


Thr Lys 


Asp Asp 






195 










200 








205 




Glu 


Ser 


Glu 


Val 


Gin 


He 


Pro Met Met Tyr 


Gin 


Gin Gly Glu 


Phe Tyr 




210 










215 








220 






Tyr 


Gly 


Glu 


Phe 


Ser 


Asp 


Gly Ser Asn Glu 


Ala 


Gly Gly He 


Tyr Gin 


225 










230 








235 






240 


Val 


Leu 


Glu 


He 


Pro 


Tyr 


Glu Gly Asp Glu 


He 


Ser 


Met Met 


Leu Val 










245 








250 








255 


Leu 


Ser 


Arg 


Gin 


Glu 


Val 


Pro 


Leu 


Ala Thr 


Leu 


Glu 


Pro Leu 


Val Lys 








260 










265 






270 




Ala 


Gin 


Leu 


Val 


Glu 


Glu 


Trp Ala Asn Ser 


Val 


Lys 


Lys Gin 


Lys Val 






275 










280 








285 
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Glu Val Tyr Leu Pro Arg Phe Thr Val Glu Gin Glu He Asp Leu Lys 

290 295 300 

Asp Val Leu Lys Ala Leu Gly He Thr Glu He Phe He Lys Asp Ala 
305 310 315 320 

Asn Leu Thr Gly Leu Ser Asp Asn Lys Glu He Phe Leu Ser Lys Ala 

325 330 335 

He His Lys Ser Phe Leu Glu Val Asn Glu Glu Ala Gin Lys Leu Leu 

340 345 350 

Leu Ser Gin Glu * 
355 356 



<210> 1240 
<211> 707 
<212> PRT 

<213> Homo sapiens 



<400> 1240 



Met 


Leu 


Ser 


Leu 


Arg 


Arg 


Cys 


Thr Ser 


Met 


Arg 


Leu 


Cys 


Leu 


Ser 


Ser 


1 








5 








10 










15 




ser 


Leu 


Ala 


Ser 


Pro 


Cys 


Ser 


Thr Met 


Leu 


Ser 


Thr 


Val 


Val 


Leu 


Tyr 
















25 










30 




T t tn 

Lys 


val 


Cys 


Asn 


Ser 


Til* ~ 

Phe 


Val 


Glu Met 


Gly 


Ser 


Ala 


Asn 


Val 


Gin 


Ala 






35 










40 








45 








Thr 


Asp 


Tyr 


Leu 


Lys 


Gly 


Val 


Ala Ser 


Leu 


Phe 


Val 


Val 


Ser 


Leu 


Gly 














55 








60 










Gly 


Ala 


Til „ 

Ala 


Val 


Gly 


Leu 


Val 


Phe Ala 


Phe 


Leu 


Leu 


Ala 


Leu 


Thr 


Thr 


65 










/ u 


















o n 
80 


Arg 


Phe 


Thr 


Lys 


Arg 


Val 


Arg 


He He 


Glu 


Pro 


Leu 


Leu 


Val 


Phe 


Leu 










85 








90 










95 




Leu 


Ala 


Tyr 


Ala 


Ala 


Tyr 


Leu 


Thr Ala 


Glu 


Met 


Ala 


Ser 


Leu 


Ser 


Ala 








100 








105 










110 






He 


Leu 


Ala 


Val 


Thr 


Met 


Cys 


Gly Leu 


Gly 


Cys 


Lys 


Lys 


Tyr 


Val 


Glu 






115 










120 








125 








Ala 


Asn 


He 


Ser 


His 


Lys 


Ser Arg Thr 


Thr 


Val 


Lys 


Tyr 


Thr 


Met 


Lys 




130 










135 








140 










Thr 


Leu 


Ala 


Ser 


Cys 


Ala 


Glu 


Thr Val 


He 


Phe 


Met 


Leu 


Leu 


Gly 


He 


145 










150 








155 










160 


Ser 


Thr 


Val 


Asp 


Ser 


Ser 


Lys Trp Ala 


Trp 


Asp 


Ser 


Gly 


Leu 


Val 


Leu 










165 








170 










175 




Gly 


Thr 


Leu 


He 


Phe 


He 


Leu 


Phe Phe 


Arg 


Ala 


Leu 


Gly 


Val 


Val 


Leu 








180 








185 










190 






Gin 


Thr 


Trp 


Val 


Leu 


Asn 


Gin Phe Arg 


Leu 


Val 


Pro 


Leu 


Asp 


Lys 


He 






195 










200 








205 








Asp 


Gin 


Val 


Val 


Met 


Ser 


Tyr Gly Gly 


Leu 


Arg 


Gly 


Ala 


Val 


Ala 


Phe 




210 










215 








220 










Ala 


Leu 


Val 


He 


Leu 


Leu 


Asp Arg Thr 


Lys 


Val 


Pro 


Ala 


Lys 


Asp 


Tyr 


225 










230 








235 










240 


Phe 


Val 


Ala 


Thr 


Thr 


He 


Val 


Val Val 


Phe 


Phe 


Thr 


Val 


He 


Val 


Gin 










245 








250 










255 




Gly 


Leu 


Thr 


He 


Lys 


Pro 


Leu 


Val Lys 


Trp 


Leu 


Lys 


Val 


Lys 


Arg 


Ser 








260 








265 










270 






Glu 


His 


His 


Lys 


Pro 


Thr 


Leu 


Asn Gin 


Glu 


Leu 


His 


Glu 


His 


Thr 


Phe 






275 










280 








285 








Asp 


His 


He 


Leu 


Ala 


Ala 


Val Glu Asp 


Val 


Val 


Gly 


His 


His 


Gly 


Tyr 




290 










295 








300 










His 


Tyr 


Trp 


Arg 


Asp 


Arg 


Trp Glu Gin 


Phe 


Asp 


Lys 


Lys 


Tyr 


Leu 


Ser 
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305 






310 




Gin 


Leu 


Leu 


Met Arg Arg 


Ser Ala Tyr 








325 




Asp 


Val 


Tyr 


Tyr Arg Leu 


Asn He Arg 








340 


345 


Gin 


Gly 


Gly 


His Val Leu 


Ser Ser Thr 






355 




360 


Pro 


Ser 


Arg 


Asn Ser Val 


Ala Glu Thr 




370 






375 


Glu 


Ser 


Gly 


Ser Gly Ala 


Cys Leu Asp 


385 






390 




Arg 


Ser 


Gly 


Arg Asp Arg 


Glu Asp Ala 








405 




Gly 


Gly 


Leu 


Tyr Lys Pro 


Arcr Arcr Arcr 








420 


425 


His 


Phe 


He 


Ser Glu Asp 


Ala Gin Glu 






435 




440 


Gin 


Gin 


Asn 


Met Lys Arg 


Arg Leu Glu 




450 






455 


Asn 


lie 


Cvs 


Phe Thr Lys 


Ser Lvs Pro 


465 






470 




Arcr 


Lvs 


Lys 


Asn Glv Val 


Ala A^n AT a 








485 




Arcr 


Glv 


Leu 


Gly Phe Gin 


Aso Thr A 1 a 








500 


505 


Ser 


Glu 


Glu 


Glu Glu Glu 


Glu RpT* Acsri 






515 




520 


Asp 


Asp 


Glu 


Glv He lie 


Phe Val Ala 




530 






535 


Gin 


Glu 


Glv 


Lvs Val Ser 


Glv Spr Tipn 


545 






550 




lie 


He 


Pro 


Pro Ser Pro 


Thr CV«? Ala 








565 




Ser 


Glv 


Gin 


Glv Aso Lpu 


Ala Val Tvr 








580 


585 


lie 


Val 


Pro 


Val Asn Met 


Gin Thr Glv 






595 




600 


Leu 


Glu 


Ser 


Leu Ala Ser 


Pro Pro Cys 




610 






615 


Cys 


Leu 


Pro 


Pro His Pro 


Arg Gly Thr 


625 






630 




His 


Leu 


Pro 


Spr A cjd Pro 


Arcr Spr Spr 

my ocx. uci 








645 




Ala 


Lys 


Ala 


Gly Arg Ser 


Arg Ser Glu 








660 


.665 


Gin 


Gin 


Glu 


Leu Gin Pro 


Leu Met Gly 






675 




680 


Ser 


Pro 


Gly 


Thr Ala Thr 


Ser His Trp 




690 






695 


Ser 


Arg 


Leu 
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315 








320 


Arg He 


Arq 


Asp Gin He 


Tro 


330 






335 




Asp Ala 


He 


Ser 


Phe Val 


ASD 








350 




Gly Leu 


Thr 


Leu 


Pro Ser 


Met 






365 






Ser Val 


Thr 


Asn 


Leu Leu 


Arcr 




380 








Leu Gin 


Val 


He Asp Thr 


Val 


395 








400 


Val Met 


His 


His 


Leu Leu 


Cys 


410 






415 




Tyr Lys 


Ala 


Ser 


Cys Ser 


Arcr 








430 




Arg Gin 


Asp 


Lys 


Glu Val 


Phe 






445 






Ser Phe 


Lys 


Ser Thr Lys 


XTJ-O 




460 








Arg Pro 


Arcr 


Lys Thr Gly 


Arg 


475 








480 


Glu Ala 


Thr 


Asn Gly Lys 




490 






495 




Ala Val 

nx CL V CI -X 


He 


Leu 


Thr Val 










510 




S^r Spr 


Glu 


Thr 


Glu Lys 


ni ii 

UIU 






525 








x IxX 


Ser 


Glu Val 


Leu 




540 








Glu Val 




Pro 


Ser Pro 


Arg 


555 








joU 


fill] T.VQ 


V3X U 


Leu 


Pro Trp 


Lys 


570 






575 




Val Ser 


S er 


Glu 


Thr Thr 


Lys 








590 




Trp Asn 


Gin 


Ser 


He Ser 


Ser 






605 






A«5n G 1 n 


Ala 


Pro 


He Leu 


X XIX 




620 










Pro 


Gin 


Val Pro 


Leu 


635 








640 


Phe Ala 


Phe 


Pro 


Pro Ser 


Leu 


650 






655 




Ser Ser 


Ala 


Asp Leu Pro 


Gin 








670 




His Lys 


Asp 


His 


Thr His 


Leu 






685 






Cys He 


Gin 


Phe 


Asn Arg 


Gly 




700 
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<400> 1241 



Met 


Ala 


Phe 


Arg 


Thr 


Phe 


Ser 


Trp 


He 


Phe 


Ser 


Gly 


Leu 


Leu 


Ser 


Pro 


1 








5 










10 










15 




Thr 


Leu 


Ala 


Ser 


Pro 


Ser 


Val 


Ser 


Met 


Met 


Thr 


Met 


Glu 


Val 


Leu 


Leu 








20 










25 










30 






Ser 


Gly He 


Leu 


Cys 


Ser 


Ser 


Arg 


Ala 


Leu 


Phe 


Ser 


He 


Leu 


Met 


Pro 






35 










40 










45 








Leu 


Ser 


Ser 


Pro 


Ser 


Leu 


Met 


Leu 


Val 


He 


Pro 


Leu 


Ser 


Ser 


Met 


Leu 




50 










55 










60 










Phe 


Thr 


Asn 


Val 


Leu 


Ala 


Ser 
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Val 
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Val 
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Tyr 


405 








He 
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Phe 


Leu 
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Thr 
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Cys 
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Leu 


Gin 
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Lys 
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He 


Val 


Thr 


Tyr 
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Ser 


Leu 


Lys 
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Thr 
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Leu 


Met 
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Gin 
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Gly 
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Val 
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Arcr 
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Gin 
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Arcr 


Tvr 
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Pro 


Gin 


Gly 
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Ala 


Val 


Ala 


Ala 


Arg 


Pro 


His 








680 


Leu 


Leu 


Leu 
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695 




His 


Arg 


Asn 


Gly 
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Arg 


Ala 


Ala 


Gly 



725 
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Asn 


Thr 


Ala Ser 




410 
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Glu Ala 


425 






Ser 


Tyr 


Thr Ser 


Tyr 


Asn 


Asn Leu 
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Asn 


Lys 


Glu Asn 
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He 


Lys 


Tyr Met 
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Glu 


Thr 


Glu Glu 


505 






Gin 


Leu 


Phe Pro 


Met 


Gin 


Gin Ser 
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Phe 


Tyr 


Glu Asp 
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Gin 


Lys 


Gly Gin 




570 




Met 


Tvr 


Gin Gin 


585 






Tyr 


Leu 


Met Leu 


Leu 


Arcr 


Ser Leu 
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Arg 


Ala 


Arg Pro 
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Glu 


Leu 


Ala Arg 




650 




Ala 


Leu 


Arg Val 
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Leu 


Ala 


Leu Val 


Leu 


Gly 


Glu Gin 






700 


Gin 


Leu 


Arg Lys 
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Ala 


His 


Phe Pro 




730 







400 


Asp Asp Leu 


Glu 


415 




Arg Gly Leu 


Glu 


430 




Thr Ala Met 


Ala 


445 




He Phe He 


Trp 


Phe He Tyr 


Leu 




480 


Ala Arg Ser 


Phe 


495 




He Trp Tyr 


Leu 


510 




Ser Lys Gly 


Trp 


525 




Ser Leu Tyr 


Ala 


Ser Lys Leu 


Tyr 




560 


Leu Val Lys 


Arcr 


575 




His Thr Ser 
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590 




Ser" Phe* 11 f» 

*J w A- rue X JL w 


Asp 


605 




Pro Ser Prn 


Gin 


Pro Arg Val 


Leu 




640 


Hi<5 Lpu Pro 


Gly 
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Arcr Gin Ala 


Val 
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Gly Glu Gin 


Gin 
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Leu Ala Lys 


Arg 


Asp Leu Gin 


Pro 




720 


Gly Gin Gly 
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735 
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<210> 1248 

<211> 175 

<212> PRT 

<213> Homo sapiens 



<400> 1248 

Met Gly Trp Val Trp Thr Leu Cys Thr Ala Ser Ala Cys Leu Thr Leu 

15 10 15 

Leu Phe Trp Ser Gin Thr Pro Gly Lys Ala Phe Gin He Pro Cys Pro 
20 25 30 
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Pro 


Pro 


His 


Leu Ser 


His 


Trp 


Cys 


Leu 


Ser 


Pro 


Met 


Gin 


Met 


Asp Asp 
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40 
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Ala 
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Cys 
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Trp 


Thr 


Ala 


Trp 


Met 


Arcr 


Trp Arcr 
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Val 
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Cys 
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Val 


Trp 


Ala 


Thr 
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Leu 
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Val 


Ala Leu 


Gly 


Asn 


Glu 


Pro 


Leu 


Glu 


Met 


Trp 


Pro 


Leu Thr 
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Gin 
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Glu 


Glu Cys 


Thr 


Val 


Thr 


Gly 


Phe 


Leu 


Arg 
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Lys 


Leu Gin 
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110 




Tyr 


Arg 


Ser 


Arg Leu 


Gin 


Tyr 


Met 


Lys 


His 


Tyr 


Phe 


Pro 


lie 


Asn Tyr 
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Lys 
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Arg 


Val Pro 


Tyr 


Glu 


Gly 


Val 


Phe 


Arg 


He 


Ala 


Asn 


Val Thr 
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Arg 


Leu 


Arg 


Ala Gin 


Gly 


Ser 


Glu 


Arg 


Glu 


Leu 


Arg 


Tyr 


Leu 


Gly Val 


145 








150 
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Leu 


Val 


Ser 


Leu Ser 


Ala 


Thr 


Glu 


Ser 


Val 
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Asp 


Glu 


Leu 


Leu 
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<400> 1249 



Met 


Phe 


His 


Arg Cys Arg 


Leu 


Lys 


Ala 


Gly 


Leu 


Met 


Leu 


Trp 


Arg Ser 


1 






5 








10 
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Leu 


Glu 


Ser 


Gly Leu Cys 


Ala 


Gly 


Ala 


His 


Arg 


Leu 


Trp 


Leu 


Glu Gly 
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Met 


Ala 


Phe Pro Glu 


Leu 


Gly 


Glu 


Lys 
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Leu 


Leu 


Ala Ser 
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Pro 


Leu 


Ala 


Leu He Pro 


Gin 
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Leu 


He 


Gly 


Leu 


Gly 


Gly 


Leu Arg 



50 55 60 

Gly Ala Trp * 
65 67 



<210> 1250 
<211> 209 
<212> PRT 

<213> Homo sapiens 



<400> 1250 
Met Ser Phe Cys Phe Thr Phe Leu 

1 5 
Leu He Leu Gin Pro Ser Ser Lys 
20 

Cys Ala Leu Ser Phe Phe Leu Phe 
35 40 
He Leu Leu Val Ser Leu Pro Val 

50 55 
Phe Met Ser Thr Trp Phe Leu Leu 

65 70 
Leu Leu Leu Lys Asp Glu Leu Leu 



Ser Leu Leu Pro Ala Cys He Lys 

10 15 
Gly Phe Lys Phe Thr Leu Val Ser 

25 30 
Ser Phe Gin Val His Glu Lys Ser 
45 

Cys Leu Val Leu Ser Glu He Pro 
60 

Val Ser Thr Phe Ser Met Leu Pro 
75 80 
Met Pro Ser Val Val Thr Thr Met 
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Ala Cys Val 
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Ser Phe 


Ser He Phe Glu Lys 
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105 
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Lys 
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Tyr 
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Ser Arg 


He He Gin Tyr Leu 
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Leu 


He 


Ser Val 


He Thr Met 
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TVit* T.^ii M^t- TVit Val 

llli. UC LI rlCL ±111. V ctX 
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Leu 


Asp 


Pro Pro 


Gin Lys Leu 
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Asp Leu 


Phe Ser Val Leu Val 


Cys 
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Val 


Ser Cys 


Leu Asn Phe 


Leu 


Phe Phe 


Leu Val Tyr Phe Asn 


He 
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He 


Met Trp 


Ben Ser Lvs 
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Gly Arg 
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* 
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Trp Glu Ala 
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Tyr 
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Ser Arg 


Val Ala Gly Thr 


Thr Gly 


Thr His His Tyr Ala 


Trp 
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He 
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He Phe Ser 


Thr 


Asp Gly 


Val Ser Pro Arg Trp 
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<210> 1253 

<211> 73 

<212> PRT 

<213> Homo sapiens 



<400> 1253 
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Glu Phe Gly 


Leu 


Ser 


Trp 


Leu 


Phe 


Leu Val Ala 
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Leu 


Lys 


Gly 
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Val 


Gin Cys Glu 
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Gin 
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Val 
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Val 
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Ser Tyr Ala 
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Val 
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Gly 
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Gly 
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Gly 


Ala Gly Val 
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<210> 1254 

<211> 209 

<212> PRT 

<213> Homo sapiens 



<400> 1254 

Met Ser Phe Cys Phe Thr Phe Leu Ser Leu Leu Pro Ala Cys lie Lys 

15 10 15 

Leu lie Leu Gin Pro Ser Ser Lys Gly Phe Lys Phe Thr Leu Val Ser 

20 25 30 

Cys Ala Leu Ser Phe Phe Leu Phe Ser Phe Gin Val His Glu Lys Ser 

35 40 45 

lie Leu Leu Val Ser Leu Pro Val Cys Leu Val Leu Ser Glu lie Pro 

50 55 60 

Phe Met Ser Thr Trp Phe Leu Leu Val Ser Thr Phe Ser Met Leu Pro 
65 70 75 80 

Leu Leu Leu Lys Asp Glu Leu Leu Met Pro Ser Val Val Thr Thr Met 

85 90 95 

Ala Phe Phe lie Ala Cys Val Thr Ser Phe Ser lie Phe Glu Lys Thr 

100 105 110 

Ser Glu Glu Glu Leu Gin Leu Lys Ser Phe Ser lie Ser Val Arg Lys 

115 120 125 

Tyr Leu Pro Cys Phe Thr Phe Leu Ser Arg lie lie Gin Tyr Leu Phe 

130 135 140 

Leu lie Ser Val He Thr Met Val Leu Leu Thr Leu Met Thr Val Thr 
145 150 155 160 

Leu Asp Pro Pro Gin Lys Leu Pro Asp Leu Phe Ser Val Leu Val Cys 

165 170 175 

Phe Val Ser Cys Leu Asn Phe Leu Phe Phe Leu Val Tyr Phe Asn He 

180 185 190 

He He Met Trp Asp Ser Lys Ser Gly Arg Asn Gin Lys Lys He Ser 
195 200 205 208 

* 
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<212> PRT 

<213> Homo sapiens 
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Cys 


He 






35 










40 


Ser 


Ala 


Glu 


Cvs 


Gin 


Asp 


Glv 


Ser 


















Ser 


Val 


Thr 


uyt» 


i-i y o 


OCX. 


vjx y 


7\ an 
nop 












7(1 
/ u 






Arcr 


Cys 


lie 


Pro 


Gin 


Phe 


lrp 




















Asn 


Gly 


Ser 


Asp 


V5X IX 


Gin 


uiy 


Cys 








inn 










Glu 


Phe 


Arg 




His 


Asp 


vjx y 


Lys 






1 1 c 










1 O A 


Asp 


Ser 


Asp 


«x y 


Asp 


Cys 


Leu 


Asp 
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Thr 


Leu 


Cvs 
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He 


Lys 
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Cys 
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Val 
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Gly 
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Asp 


He 


Asp 
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Gin 


Asp 
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Val 


Asn 


Leu 
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Gly 


Gly 


Tyr 


Lys 
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Leu 


Asp 


Pro 


His 


Thr 


Lys 


Ala 


Cys 


385 










390 






Leu 


Phe 


Phe 


Thr 


Asn 


Arg 
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Glu 



405 



Arcr 


Tro 


Thr Val 
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Cys Gl u 
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Phe 
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Ser 


Tvr 


Lys Trp 


Val Cys Asp 


Glv 
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125 






Ser 
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Ala Ser Cys 
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Ser Ser Thr 


Cys 
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Asn 
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Fro Asp 
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nib Lyb 
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bXU 
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V CtX 


Ala 
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He 
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Z D U 
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Glu Val 


oxy o vax 
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Phe 


Lys Cys 
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Met 


Ala Arg 


Asp Cys Arg 


Asp 
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Gly 


Thr Asn 


Glu Cys Leu 


Asp 






315 
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Asn 


Asp Leu 


Lys He Gly 


Tyr 
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Gin 


Leu 


Val Ala 


Gin Arg Arg 


Cys 


345 
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Pro 


Asp 


Thr Cys 


Ser Gin Leu 


Cys 
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Gin 


Cys Glu 


Glu Gly Phe 


Gin 
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Lys 
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Val Gly 


Ser He Ala 


Tyr 
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400 


Val 


Arg 


Lys Met 


Thr Leu Asp 


Arg 




410 




415 
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Thr 
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He 
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Asn 
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Val 


Val 


Ala 


Leu 
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Thr 
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Val 
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He 


Tyr 


Trp 


Ser 
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Ser 


Gin 
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Met 


He 
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Thr 


Gin 


Leu 
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Val 


Ser 
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Tyr 
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He 
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He 


Gin 
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465 










470 
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Trp 


He 
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Ser 
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He 


Tyr 


Trp 


Thr 
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Ser 


Val 


Leu 


Gly 










485 
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Thr 


Lys 
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Lys 


Thr 
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510 
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Lys 
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Val 


Val 


Asp 
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Val 
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525 
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Phe 
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Trp 


Thr 
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Trp 


Gly 


Thr 
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He 


Lys 
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Gly 
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Val 
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He 
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Trp 
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He 
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Trp 


Val 
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Ser 
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Ser 
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Ser 


Ser 


He 


Asp 


Val 


Asn 


Gly 
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Arg 


Lys 
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He 


Leu 


Glu 


Asp 
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Lys 


Arg 


Leu 


Ala 


His 


Pro 
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Phe 
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Val 
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Glu 


Asp 


Lys 


Val 


Phe 


Trp 


Thr 
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He 


He 
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He 


Phe 
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Ala 


Asn 
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Leu 
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Gly 


Ser 
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Val 


Asn 
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Glu 
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Lys 
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Val 
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Pro 


Thr 
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Val 


Gly 
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Gly Ser 


Lvs 


Gly Glu Lys 


Gly 


Asd 








85 
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Ser 


Gly 


Asp lie 


Gly Pro 


Pro 


Gly 


Pro Asn 


Gly 


Glu Pro Gly 


Leu 


Pro 
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Cys 


Glu 


Cys Ser 


Gin Leu 


Arg 


Lys 


Ala lie 
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Glu Met Asp 


Asn 


Gin 
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120 
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Val 


Ser 


Gin Leu 


Thr Ser 


Glu 


Leu 


Lys Phe 


He 


Lys Asn Ala 


Val 


Ala 
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Arg Glu 


Thr Glu 


Ser 


Lys 


lie Tyr 


Leu 


Leu Val Lys 


Glu 


Glu 
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155 
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Lvs 
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Tyr Ala 
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Gin 


Leu 


Ser Cys 


Gin 


Gly Arg Gly 


Glv 


Thr 
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170 
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Met Pro 


Lvs Asd 
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Ala 


Ala Asn 


Glv 


Leu Met Ala 


Ala 


Tvr 
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Gly Leu 
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Arg 


Val Phe 


He 


Gly He Asn 
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Leu 
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Glu 


Lys 


Glu Gly 


Ala Phe 


Val 


Tyr 


Ser Asp 
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Ser Pro Met 


Arg 


Thr 




210 
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220 






Phe 


Asn 


Lys Trp 


Arg Ser 


Gly 


Glu 


Pro Asn 


Asn 


Ala Tyr Asp 


Glu 


Glu 


225 
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240 
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Cys 


Val Glu 


Met Val 


Ala 
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Gly Gly 


Trp 


Asn Asp Val 


Ala 


Cys 
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Thr 


Thr Met 


Tyr Phe 


Met 















260 263 



<210> 1257 
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Gly 


Ala 


Ala 
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Trp 
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Val 
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45 
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Leu 
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Ala 
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Thr 


Arg 
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Leu 


Glu 


Arg 


Arg 
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Ser 


Ala 
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Cys 
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70 
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Gin 


Gly 


Thr 


Glu 


Gly 
85 


Ser 


Thr 


Asp 


Leu 


Pro 
90 


Leu 


Ala 


Pro 


Glu 


Ser 
95 


Arg 


Val 


Asp 


Pro 


Glu 
100 


Val 


Leu 


His 


Ser 


Leu 
105 


Gin 


Thr 


Gin 


Leu 


Lys 
110 


Ala 


Gin 


Asn 


Ser 


Arg 
115 


He 


Gin 


Gin 


Leu 


Phe 
120 


His 


Lys 


Val 


Ala 


Gin 
125 


Gin 


Gin 


Arg 


His 


Leu 
13 0 


Glu 


Lys 


Gin 


His 


Leu 
135 


Arg 


He 


Gin 


His 


Leu 
140 


Gin 


Ser 


Gin 


Phe 


Gly 


Leu 


Leu 


Asp 


His 


Lys 


His 


Leu 


Asp 


His 


Glu 


Val 


Ala 


Lys 


Pro 


Ala 


145 










150 










155 










160 


Arg 


Arg 


Lys 


Arg 


Leu 
165 


Pro 


Glu 


Met 


Ala 


Gin 
170 


Pro 


Val 


Asp 


Pro 


Ala 
175 


His 


Asn 


Val 


Ser 


Arg 


Leu 


His 


Arg 


Leu 


Pro Arg 


Asp 


Cys 


Gin 


Glu 


Leu 


Phe 
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190 
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Gin Val 


Gly 


Glu 


Arg 


Gin 


Ser Gly 


Leu 
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200 




Ser Pro 


Pro 


Phe 


Leu 


Val 


Asn Cys 


Lys 


210 










215 






Thr Val 


He 


Gin 


Arg 


Arg 


His 


Asp 


Gly 


225 








230 








Trp Glu 


Ala 


Tyr 


Lys 


Ala 


Gly Phe 


Gly 








245 










Leu Gly 


Leu 


Glu 


Lys 


Val 


His 


Ser 


He 






260 










265 


Leu Ala 


Val 


Gin 


Leu 


Arg 


Asp 


Trp 


Asp 




275 










280 




Phe Ser 


Val 


His 


Leu 


Gly 


Gly Glu 


Asp 


290 










295 






Thr Ala 


Pro 


Val 


Ala 


Gly 


Gin 


Leu 


Gly 


305 
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Gly Leu 


Ser 


Val 


Pro 


Phe 


Ser 


X IXX. 


Trp 








325 










Arg Asp 


Lys 


Asn 


Cys 


Ala 


.uys 


OCX. 


Leu 






340 










345 


Thr Cys 


Ser 
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Ser 


Asn 


Leu 


Asn 


Gly 




355 














Gin Gin 


Arg 


Gin 


Lys 


Leu 


Lys 


Lys 


Gly 


370 
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Gly Arg 


Tyr 


Tyr 


Pro 


Leu 


m n 


AJLa, 


Thr 


385 
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Ala Ala 
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Ala 


Ala 


Ser 
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<210> 1258 
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<212> PRT 












<213> Homo 


sapiens 








<400> 1258 












Met Met 


Thr 


Pro 


Lys 


Leu 


Met 


lie 


Trp 


1 






5 










Ser lie 


Ser 


Met 


Leu 


Glu 


Lys 


Ser 


Ser 






20 










25 


Ser Ser 


Phe 


Ala 


Lys 


Asn 


Leu 


Val 


Met 




35 










40 




Ala Leu 


Met 


Ser 


Glu 


Asn 


Phe 


Tyr 


Arg 
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55 






Thr Leu 


Leu 


Pro 


Ser 


Thr 


Gin 


Glu 


Cys 
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70 








Leu Met 


Gin 


Lys 


Arg 
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Lys Asp 


Ser 








85 










Glu Lys 
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Phe 


Arg 


He 


Leu 


Ser 


Leu 
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Asn Lys 


Ser 


Met 


Ala 


Leu 
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Phe 


Glu 


He Gin Pro 


Gin Gly 






205 




Met 


Thr 


Ser Asp Gly 


Gly Trp 






220 




Ser 


Val 


Asp Phe Asn 


Arg Pro 




235 




240 


Asp 


Pro 


His Gly Glu 


Phe Trp 


250 






255 


Thr Gly 


Asp Arg Asn 


Ser Arg 






270 




Gly Asn 


Ala Glu Leu 


Leu Gin 






285 




Thr 


Ala 


Tyr Ser Leu 


Gin Leu 






300 




Ala 


Thr 


Thr Val Pro 


Pro Ser 




315 




320 


Asp 


Gin 


Asp His Asp 


Leu Arg 


330 






335 


Ser Gly 


Gly Trp Trp 


Phe Gly 






350 




Gin 


Tyr 


Phe Arg Ser 


He Pro 






365 




He 


Phe 


Trp Lys Thr 


Trp Arg 






380 




Thr 


Met 


Leu He Gin 


Pro Met 
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400 



Leu 


Leu 


Leu Gin Ala 


Lys Ser 


10 






15 


Lys 


Cys 


Leu Gly Arg 


Cys Phe 
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He 


Gin 


Ser Cys Val 


Ser Trp 






45 




Thr 


Leu 


Met Leu Cys 


Thr Thr 
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Val 


His 


Leu Pro Leu 


Gly Ala 




75 




80 


Phe 


Cys 


Thr Thr Thr 


Gin Arg 
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95 


Glu 


Ser 


Ser Lys Gin 


Trp His 
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<212> PRT 

<213> Homo sapiens 



<400> 1259 



Met 


Val 


Cys 


Leu 


Arg 


Leu 


Pro 


Gly 


1 








5 








val 


Thr 


Leu 


Met 
20 


Val 


Leu 


Ser 


Ser 


Arg 


Pro 


Arg 
35 


Phe 


Leu 


Glu 


Tyr 


Ser 
40 


Gly 


Thr 
50 


Glu 


Arg 


Val 


Arg 


Phe 
55 


Leu 


Glu 


Tyr 


Val 


Arg 


Phe 


Asp 


Ser 


Asp 


65 










70 






Glu 


Leu 


Gly 


Arg 


Pro 


Asp 


Ala 


Glu 








85 








Pro 


Trp 


Asn 


Ser 
100 


Gin 


Lys 


Asp 


lie 


Asp 


Thr 


Tyr 
115 


Cys 


Arg 


His 


Asn 


Tyr 
120 


Gin 


Arg 
130 


Arg 


Val 


His 


Pro 


Lys 
135 


Val 


Pro 


Leu 


Gin 


Ala 


Pro 


Gin 


Pro 


Ala 


145 










150 







Gly Ser Cys Met Ala Val Leu Thr 

10 15 
Pro Leu Ala Leu Ala Gly Asp Thr 

25 30 
Thr Gly Glu Cys Tyr Phe Phe Asn 
45 

Asp Arg Tyr Phe Tyr Asn Gin Glu 
60 

Val Gly Glu Tyr Arg Ala Val Thr 
75 80 
Tyr Leu Glu Gin Pro Glu Gly Arg 

90 95 
Leu Glu Asp Glu Arg Ala Ala Val 
105 110 
Gly Val Val Glu Ser Phe Thr Val 
125 

Thr Val Tyr Pro Ser Lys Thr Gin 
140 

Val Leu Phe Cys Glu Trp Phe * 
155 159 



<210> 1260 

<211> 111 

<212> PRT 

<213> Homo sapiens 



<400> 1260 

Met Leu Thr Phe Leu Met Leu Val Arg Leu Ser Thr Leu Cys Pro Ser 

15 10 15 

Ala Val Leu Gin Arg Leu Asp Arg Leu Val Glu Pro Leu Arg Ala Thr 

20 25 30 

Cys Thr Thr Lys Val Lys Ala Asn Ser Val Lys Gin Glu Phe Glu Lys 

35 40 45 

Gin Asp Glu Leu Lys Arg Ser Ala Met Arg Ala Val Ala Ala Leu Leu 

50 55 60 

Thr lie Pro Glu Ala Glu Lys Ser Pro Leu Met Ser Glu Phe Gin Ser 
65 70 75 80 

Gin lie Ser Ser Asn Pro Glu Leu Ala Ala lie Phe Glu Ser lie Gin 

85 90 95 

Lys Asp Ser Ser Ser Thr Asn Leu Glu Ser Met Asp Thr Ser * 
100 105 110 



<210> 1261 
<211> 123 
<212> PRT 

<213> Homo sapiens 



<400> 1261 
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Met 


He 


Pro 


Ala 


Arg 


Phe 


Ala 


Gly 


Val 


Leu 


Leu 


Ala Leu 


Ala 


Leu 


He 
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Leu 


Pro 


Gly 


Thr 
20 


Leu 


Cys 


Ala 


Glu 


Gly 
25 


Thr 


Arg 


Gly Arg 


Ser 
30 


Ser 


Thr 


Ala 


Arg 


Cys 
35 


Ser 


Leu 


Phe 


Gly 


Ser 
40 


Asp 


Phe 


Val 


Asn Thr 

45 


Phe 


Asp 


Gly 


Ser 


Met 
50 


Tyr 


Ser 


Phe 


Ala 


Gly 
55 


Tyr 


Cys 


Ser 


Tyr 


Leu Leu 
60 
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Gly 


Gly 


Cys 


Gin 


Lys 


Arg 


Ser 


Phe 


Ser 


He 


He 


Gly 


Asp 


Phe Gin 


Asn 


Gly 


Lys 
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Arg 


Val 


Ser 


Leu 


Ser 
85 


Val 


Tyr 


Leu 


Gly 


Glu 
90 


Phe 


Phe Asp 


He 


His 
95 


Leu 


Phe 


Val 


Asn 


Gly 
100 


Thr 


Val 


Thr 


Gin 


Gly 
105 


Asp 


Gin 


Arg Val 


Ser 
110 


Met 


Pro 


Tyr 


Ala 


Ser 
115 


Lys 


Gly 


Leu 


Tyr 


Leu 
120 


Glu 


Thr 
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<212> PRT 
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Met 


Phe 


Pro 


Ala 


Gly 


Pro 


Pro 


Trp 


Pro 


Arg 


Val 


Arg Val Val 


Gin 


Val 
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Trp 


Ala 
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Leu 


Ala 


Val 


Leu 


Leu 


Ala 
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Trp Arg Leu 


Trp 


Ala 
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He 
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Phe 


Gin 


Glu 


Cys 


Thr 


Trp 


Gin 


Val 


Val Leu Asn 


Glu 


Phe 






35 










40 
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Lys 


Arg 


Val 


Gly 


Glu 


Ser 


Gly 


Val 


Ser 


Asp 


Ser 


Phe Phe Glu 


Gin 


Glu 
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55 
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Pro 


Val 


Asp 


Thr 


Val 


Ser 


Ser 


Leu 


Phe 


His 


Met 


Leu Val Asp 


Ser 


Pro 
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He 
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Pro 


Ser 


Glu 


Lys 


Tyr 


Leu 


Gly 


Phe 


Pro 


Tyr Tyr Leu 


Lys 


He 










85 










90 
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Asn 


Tyr 


Ser 


Cys 


Glu 


Glu 


Lys 


Pro 


Ser 


Glu 


Asp 


Leu Val Arg 


Met 


Gly 
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105 






110 






His 


Leu 


Thr 


Gly 


Leu 


Lys 


Pro 


Leu 


Val 


Leu 


Val 


Thr Phe Gin 


Ser 


Pro 






115 










120 








125 






Val 


Asn 


Phe 


Tyr 


Arg 


Trp 


Lys 


He 


Glu 


Gin 


Leu 


Gin He Gin 


Met 


Glu 
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140 






Ala 


Ala 


Pro 


Phe 


Arg 


Ser 


Lys 


Gly 


Gly 


Pro 


Gly 


Gly Gly Gly 


Arg 


Asp 


145 
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Arg 
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Ala 


Gly 


Met 


Asn 


He 


Asn 


Gly 


Phe 


Leu Lys Arg 


Asp 


Arg 
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Asp 
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Asn 


He 


Gin 


Phe 


Thr 


Val 


Gly 


Glu 


Glu 


Leu Phe Asn 


Leu 


Met 
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Gin 


Tyr 


Phe 


Val 


Gly 


Val 


Ser 


Ser 


Arg 


Pro 


Leu Trp His 


Thr 


Val 
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200 








205 






Asp 


Gin 


Ser 


Pro 


Val 


Leu 


He 


Leu 


Gly 


Gly 


He 


Pro Asn Glu 


Lys 


Tyr 




210 










215 










220 






Val 


Leu 


Met 


Thr 


Asp 


Thr 


Ser 


Phe 


Lys 


Asp 


Phe 


Ser Leu Val 


Glu 


Val 


225 










230 










235 






240 


Asn 


Gly 


Val 


Gly 


Gin 


Met 


Leu 


Ser 


He 


Asp 


Ser 


Cys Trp Val 


Gly 


Ser 










245 
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Ser 


Gly 


Phe 


Thr 


Ala 


Thr 


He Tyr Asp 


Thr 


He 
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260 



Ala 


Thr 


Glu 


Ser 


Thr 


Leu 


Phe 


He 






275 










280 


Phe 


Thr 


Gly 


Thr 


Tyr 


Thr 


Thr 


Leu 




290 










295 




Glu 


Cys 


Ala 


Val 


Ala 


Gly 


Pro 


Thr 


305 










310 






Pro 


Ser 


Thr 


Glu 


Gly 


Ser 


Trp 


He 










325 








Lys 


Lys 


Leu 


Cys 


Pro 


Val 


Tyr 


Phe 








340 










Met 


Ala 


Leu 


Thr 


Thr 


Gly 


Lys 


His 






355 










360 


lie 


Arg 


Val 


Thr 


Thr 


Cys 


Ser 


He 




370 










375 




Glu 


Tyr 


Thr 


Leu 


Leu 


Leu 


Leu 


Val 


385 










390 






Lys 


Arg 


Phe 


Gin 


Val 


Val 


Ser 


Tvr 
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Leu 


Leu 


Tyr 
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He 


Pro 


Glu 


Phe 
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Phe 


Leu 


Met 


He 


Leu 


Gly 


Thr 


Glu 
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Lys 
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He 


Phe 
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Asn 


Pro 
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Glv 


Asn 


Phe 


Leu 
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Gin 


Ser 


Ser 
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Ala 
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Leu 


Ser 
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Val 
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He 


Val 


Thr 
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Ser 


Tyr 


Arq 


Val 


Tyr 
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He 
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Leu 


Lvs 


Leu 
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Asn 
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Thr 


Met 


Leu 


Thr 
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545 










550 
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Met 
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Leu 


Leu 
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Lys 


Gly 


Gly 
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Pro 


Phe 
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Met 


Arg 
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Arg 
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Thr 


Arg 


Gin 


Glu 


Arg 


Tyr 
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Glu 


Arg 


Ser 


Gly 


Phe 


Pro 


Gin 


Gly 
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Pro 


Gly 


Leu 


Leu 


Pro 


Ala 


Val 


Ala 








660 










Arg 


Gly 


Pro 


Gly 


Ala 


Arg 


Pro 


His 






675 










680 


Thr 


Arg 


Pro 


Gly 


Leu 


Leu 


Leu 


Leu 




690 










695 




Gly 


Arg 


Arg 


Val 


His 


Arg 


Asn 


Gly 


705 










710 






Arg 


Val 


Arg 


Val 


Arg 


Ala 


Ala 


Gly 



725 



265 




270 






Arcr 


Gin 


Asn Gin Leu Val 


Tvr 


Tvr 






285 






Tvr 


Glu 


Arg Asn Arg Gly 


Ser 


Glv 






300 






Pro 


Glv 


Glu Gly Thr Leu 


Val 


Asn 






315 




320 


Arcr 


Val 


Leu Ala Ser Glu 


Cys 


lie 




330 




335 
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Ser 


Asn Glv Ser Glu 


Tvr 
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Glu 


Glv 


Tyr Val His Phe 


Glv 


Thr 
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Ser Glu Tvr T 1 


Ala 
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Trp 
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Lys 
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Leu 
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oiu biu lie 1 rp 
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Leu 
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Trp 
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Php 




/^J "1 * i 7\cn Oar T.-i ;o 

uiu j-vo^j otrx jjys 


Leu 


Tyr 
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650 
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Ala 
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670 






Leu 


Ala 


Leu Val Gly Glu 


Gin 


Gin 






685 
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Gin 


Pro 
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<210> 1263 

<211> 48 

<212> PRT 

<213> Homo sapiens 



<400> 1263 



Met 


Gly Ala Gly 


Cys 


Thr Pro Val Val 


Leu 


Glv Ala al a 

Ui y -rt. J. CX jri-L ct 


T.pii r Pyyx T.Oll 
ilCU ± J. IjfcJLl 


1 




5 




10 






Trp 


Arg Trp Phe 


Ser 


Arg Trp Gly Leu 


Gly 


Gly Leu Cys 


Trp Arg Pro 




20 
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30 


Cys 


Thr Cys Thr 


Pro 


Cys His Ser Ala 


Ser 


Pro Gly Ala 


Gly Arg * 
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45 
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<212> PRT 














< /> x j > xiomo 


sapiens 










<400> 1264 












Met 


Met Tvr Tl e 


Leu 


Phe Leu Gin Ala 


cilc 


j.j.e jjeu Asp 


Tyr Tyr Gin 


1 




5 








X D 




rue n \j j_ y 


Leu 


Asn Cys Val Tyr 


Ser 


iyi o-Ln oci 


Lys Lys Asp 




20 




25 






30 


Phe 


Ser Gin lie 


Trp 


Ser Gin Gly Trp 


Phe 


Ala Leu Leu 


Trp He Leu 




35 




40 




45 




Cys 


Leu Ser Arg 


He 


Leu Glu Ser Phe 


Phe 


Phe Leu * 






50 




55 




60 






<210> 1265 














<211> 58 














<212> PRT 














<213> Homo 


sapiens 










<400> 1265 












Met 


Val Gly Phe 


Leu 


Cys Cys Phe Tyr 


Leu 


Phe Gin Leu 


Leu Gly Pro 


1 




5 




10 




15 


Gly 


Leu Leu Cys 


Leu 


Pro Lys Ala Val 


Leu 


Ser Phe Leu 


Gly Leu Leu 




20 




25 






30 


Glu 


Ala Ala His 


His 


Leu Leu Val Lys 


Gly 


Phe Leu Leu 


Pro Val Leu 




35 




40 




45 




Asp 


Leu Pro Gin 


Val 


He Val His Gin 


* 







50 55 57 
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<212> PRT 

<213> Homo sapiens 
<400> 1266 



Met 


Ala 


Leu 


Gin Leu 


Trp 


Ala 


Leu 


Thr 


Leu 


Leu 


Gly Leu Leu 


Gly 


Ala 


1 






5 










10 






15 




Gly 


Ala 


Ser 


Leu Arg 


Pro 


Arg 


Lys 


Leu 


Asp 


Phe 


Phe Arg Ser 


Glu 


Lys 








20 








25 






30 






Glu 


Leu 


Asn 


His Leu 


Ala 


Val 


Asp 


Glu 


Ala 


Ser 


Gly Val Val 


Tvr 


Leu 






35 








40 








45 






Gly 


Ala 


Val 


Asn Ala 


Leu 


Tyr 


Gin 


Leu 


Asp 


Ala 


Lys Leu Gin 


Leu 


Glu 




50 








55 










60 






Gin 


Gin 


Val 


Ala Thr 


Gly 


Pro 


Val 


Leu 


Asp 


Asn 


Lys Lys Cys 


Thr 


Pro 


65 








70 










75 






80 


Pro 


He 


Glu 


Ala Ser 


Gin 


Cys 


His 


Glu 


Ala 


Glu 


Met Thr* Astd 

* Jklli. 


Asn 


Val 








85 










90 






95 




Asn 


Gin 


Leu 


Leu Leu 


Val 


Asp 


Pro 


Pro 


Arg 


Lys 


Arg Leu Val 


Glu 


Cys 








100 








105 






110 






Gly 


Gin 


Leu 


Leu Lys 


Gly 


He 


Leu 


Arg 


Ser 


Ala 


Arg Pro Glu 


Gin 


His 






115 








120 














Leu 


Pro 


Pro 


Pro Val 


Leu 


Ara 


Glv 


Arcr 


Gin 




Glv Glu Val 


Phe 






130 








135 










140 






Gly 


Gin 


Gin 


* 




















145 




147 
























<210> 1267 






















<211> 227 






















<212> PRT 






















<213> Homo sapiens 




















<400> 1267 




















Met 


Arg 


Trp 


Leu Trp 


Pro 


Leu 


Ala 


Val 


Ser 


Leu 


Ala Val He 


Leu 


Ala 


l 






5 










10 






15 




Val 


Gly 


Leu 


Ser Arg 


Val 


Ser 


Glv 


Glv 


Ala 


Pro 


Leu His Leu 


Glv 


Arg 








20 








25 






30 






His 


Arg 


Ala 


Glu Thr 


Gin 


Glu 


Gin 


Gin 


Ser 


Arg 


Ser Lys Arg 


Gly 


Thr 






35 








40 








45 






Glu 


Asp 


Glu 


Glu Ala 


Lys 


Gly 


Val 


Gin 


Gin 


Tyr 


Val Pro Glu 


Glu 


Trp 




50 








55 










60 






Ala 


Glu 


Tyr 


Pro Arg 


Pro 


He 


His 


Pro 


Ala 


Glv 


Leu Gin Pro 


Thr 


Lys 


65 








70 










75 






80 


Pro 


Leu 


Val 


Ala Thr 


Ser 


Pro 


Asn 


Pro 


Asp 


Lys 


Asp Gly Gly 


Thr 


Pro 








85 










90 






95 




Asp 


Ser 


Gly 


Gin Glu 


Leu 


Arg" 


Gly 


Asn 


Leu 


Thr 


Gly Ala Pro 


Gly 


Gin 








100 








105 






110 






Arg 


Leu 


Gin 


He Gin 


Asn 


Pro 


Leu 


Tyr 


Pro 


Val 


Thr Glu Ser 


Ser 


Tyr 






115 








120 








125 






Ser 


Ala 


Tyr 


Ala He 


Met 


Leu 


Leu 


Ala 


Leu 


Val 


Glu Phe Ala 


Ala 


Gly 




130 








135 










140 






He 


Val 


Gly 


Asn Leu 


Ser 


Val 


Met 


Cys 


He 


Ala 


Trp His Ser 


Tyr 


Tyr 


145 








150 










155 






160 


Leu 


Lys 


Ser 


Ala Trp 


Asn 


Ser 


He 


Leu 


Ala 


Ser 


Leu Ala Leu 


Trp 


Asp 








16 5 










170 






175 




Phe 


Leu 


Val 


Leu Phe 


Phe 


Cys 


Leu 


Pro 


lie 


Val 


He Leu Asn 


Glu 


lie 








180 








185 






190 
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Thr Lys Gin Arg Leu Leu Gly Asp Ala Pro Cys Pro Cys Arg Ala Leu 

195 200 205 

His Gly Gly Leu Leu Ser Gly Ser His Asp Phe Gin Pro Leu Cys Pro 

210 215 220 

Gly His * 
225 226 



<210> 1268 

<211> 983 

<212> PRT 

<213> Homo sapiens 



<400> 1268 



Met 


Leu 


uiy 


Asn 


vdl 


Leu 


Leu 


Leu 


Cys 


jrne 


Fne 


vai 


irne 


irne 


lie 


Pne 










c 
O 










1U 










lb 




vJ-L y 


Tl & 


V ell 


uiy 


Veil 




Leu 


Trp 


Aia 


biy 


Leu 


Leu 


Arg 


Asn 


Arg 


Cys 








2 0 




















t n 
o u 








L6U 


Pro 


ulU 


Asn 


riie 


Ser 


Leu 


Pro 


Leu 


Ser 


val 


Asp 


Leu 


Glu 


Arg 






35 










d n 










*± o 








Tyr 


Tyr 


m n 


X ill 


bill 


Asn 


pi I-, 


Asp 


rii,, 

bJLU 


ber 


Pro 


Pne 


lie 


Cys 


Ser 


Gin 














c c: 










D u 










Pro 


Arg 


bill 


Asn 




l v Jct 


Arg 


Ser 


Cys 


Arg 


Ser 


val 


Pro 


Thr 


Leu 


Arg 


65 










i \j 










/ D 










oU 


Gly 


ASp 




vaiy 


oiy 


r*i \r 
biy 


Pro 


Pro 


Cys 


oiy 


Leu 


Asp 


Tyr 


IjIU 


Aia 


Tyr 










85 










on 














Asn 


ocl 


Ser 


Ser 


Asn 


inr 


inr 


Cys 


Vdl 


Asn 


Trp 


Asn 


din 


Tyr 


Tyr 


Tnr 








100 










IUj 










ilU 






Asn 




Ser 


Ala 


m v 

vjiy 


vjl U 


nio 


Asn 


Pro 


Jrilc 


Lys 


vaxy 


Pi-L cX 


lie 


Asn 


file 






115 










120 










IOC 
1^ J 








Asp 


Asn 


lie 


ui y 




al a 


Trp 


lie 


Ala 


11€ 


Jr lie 


bin 


Val 


lie 


inr 


Leu 




130 










135 










14 0 










Glu 


Gly 


Trp 


Val 


Asp 


He 


Met 


Tyr 


Phe 


Val 


Met 


Asp 


Ala 


His 


Ser 


Phe 


145 










15 0 










155 










160 


Tyr 


Asn 


Phe 


He 


Tyr 


Phe 


He 


Leu 


Leu 


He 


He 


Val 


Gly 


Ser 


Phe 


Phe 










165 










170 










175 




Met 


He 


Asn 


Leu 


Cys 


Leu 


Val 


Val 


He 


Ala 


Thr 


Gin 


Phe 


Ser 


Glu 


Thr 








180 










185 










190 






Lys 


Gin 


Arg 


Glu 


Ser 


Gin 


Leu 


Met 


Arg 


Glu 


Gin 


Arg 


Val 


Arg 


Phe 


Leu 






195 










200 










205 








Ser 


Asn 


Ala 


Ser 


Thr 


Leu 


Ala 


Ser 


Phe 


Ser 


Glu 


Pro 


Gly 


Ser 


Cys 


Tyr 




210 










215 










220 










Glu 


Glu 


Leu 


Leu 


Lys 


Tyr 


Leu 


Val 


Tyr 


He 


Leu 


Arg 


Lys 


Ala 


Ala 


Arg 


225 










230 










235 










240 


Arg 


Leu 


Ala 


Gin 


Val 


Ser 


Arg 


Ala 


Ala 


Gly 


Val 


Arg 


Val 


Gly 


Leu 


Leu 










245 










250 










255 




Ser 


Ser 


Pro 


Ala 


Pro 


Leu 


Gly 


Gly 


Gin 


Glu 


Thr 


Gin 


Pro 


Ser 


Ser 


Ser 








260 










265 










2.70 






Cys 


Ser 


Arg 


Ser 


His 


Arg 


Arg 


Leu 


Ser 


Val 


His 


His 


Leu 


Val 


His 


His 






275 










280 










285 








His 


His 


His 


His 


His 


His 


His 


Tyr 


His 


Leu 


Gly 


Asn 


Gly 


Thr 


Leu 


Arg 




290 










295 










300 










Ala 


Pro 


Arg 


Ala 


Ser 


Pro 


Glu 


He 


Gin 


Asp 


Arg 


Asp 


Ala 


Asn 


Gly 


Ser 


305 










310 










315 










320 


Arg 


Arg 


Leu 


Met 


Leu 


Pro 


Pro 


Pro 


Ser 


Thr 


Pro 


Ala 


Leu 


Ser 


Gly 


Ala 










325 










330 










335 




Pro 


Pro 


Gly 


Gly 


Ala 


Glu 


Ser 


Val 


His 


Ser 


Phe 


Tyr 


His 


Ala 


Asp 


Cys 
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340 










345 






350 




His 


Leu 


Glu 


Pro 


Val 


Arg 


Cys 


Gin 


Ala 


Pro 


Pro 


Pro Arg Ser Pro 


Ser 






355 










360 








365 




Glu 


Ala 


Ser 


Gly 


Arg 


Thr 


Val 


Gly 


Ser 


Gly 


Lys 


Val Tyr Pro Thr 


Val 




370 










375 










380 




His 


Thr 


Ser 


Pro 


Pro 


Pro 


Glu 


Thr 


Leu 


Lys 


Glu 


Lys Ala Leu Val 


Glu 


385 










390 










395 




400 


Val 


Ala 


Ala 


Ser 


Ser 


Gly 


Pro 


Pro 


Thr 


Leu 


Thr 


Ser Leu Asn He 


Pro 










405 










410 




415 




Pro 


Gly 


Pro 


Tyr 


Ser 


Ser 


Met 


His 


Lys 


Leu 


Leu 


Glu Thr Gin Ser 


Thr 








420 










425 






430 




Gly 


Ala 


Cys 


Gin 


Ser 


Ser 


Cys 


Lys 


He 


Ser 


Ser 


Pro Cys Leu Lys 


Ala 






435 










440 








445 




Asp 


Ser 


Gly 


Ala 


Cys 


Gly 


Pro 


Asp 


Ser 


Cvs 


Pro 


Tyr Cys Ala Arg 


Ala 




450 










455 










460 




Gly 


Ala 


Gly 


Glu 


Val 


Glu 


Leu 


Ala 


Asp 


Ara 


Glu 


Met Pro Asp Ser 


Asp 


465 










470 










475 




480 


Ser 


Glu 


Ala 


Val 


Tvr 
j 


Glu 


Phe 


Thr 


Gin 


Asp 


Ala 


Gin Hi^t Ser Asr> 

iixo ucx rii9^/ 


Leu 










485 










490 




495 




Arcr 


Aso 


Pro 


His 


Ser 


Ara 


Ara 


Gin 


Arg 


Ser 


Leu 


Glv Pro A AT a 


Glu 








500 










505 






510 




Pro 


Ser 


Ser 


Val 


Leu 


Ala 


Phe 






Leu 


He 


Ovc; A«sd Thr Php 

v— jo ncz J. 1 IX. it lie 


A y-rr 

«rg 






515 










520 








525 




Lys 


He 


Val 


Asp 


Ser 


Lys 


Tvr 


Phe 


Gly 


Arcr 


Gly 


Hp Mpt Tip Ala 


lie 




530 










535 










540 




Leu 


Val 


Asn 


Thr 


Leu 


Ser 


Met 


Gly 


He 


Glu 


Tvr 


nlo wJ_ U V3111 JtrlU 


uxu 


545 










550 










555 




560 


Glu 


Leu 


Thr 


Asn 


Ala 


Leu 


Glu 


He 


Ser 


Asn 


He 


Val PHpk Trir Qpr 
» di. riic X ill oci 


Leu 










565 










570 




575 




Phe 


Ala 


Leu 


Glu 


Met 


Leu 


Leu 


Lys 


Leu 


Leu 


Val 


x y jl uxy r lu xrixc 


rn xr 
v3iy 








580 










585 






590 




Tvr 


He 


Lys 


Asn 


Pro 


Tvr 


Asn 


He 


Phe 


Asp 


Glv 
\aiy 


Val Tip Val Val 
v d i lie val vax 


Tl p 
lie 






595 










600 








605 




Ser 


Val 


Tro 


Glu 


He 


Val 


Glv 

JT 


Gin 


Gin 


Glv 

oiy 


Glv 
vsiy 


Glv TiPn Qpr Val 

wi y od vd_i_ 


Leu 




610 










615 










620 




Ara 


Thr 


Phe 


Arcr 


Leu 


Met 


Ara 


Val 


Leu 


Lys 


Leu 


Va 1 Srrr Pine T\^n 
vax niy xr lie dcu 


Pro 


625 










630 










635 




640 


Ala 


Leu 


Gin 


Arg 


Gin 


Leu 


Val 


Val 


Leu 


Met 


Lys 


Thr MpI - A«?r) Ann 

■Liii. rici. /iok/ rvoii 


Val 










645 










650 




655 




Ala 


Thr 


Phe 


Cvs 


Met 


Leu 


Leu 


Met 


Leu 


Phe 


He 


Phe lie Phe Ser 


He 








660 










665 






670 




Leu 


Gly 


Met 


His 


Leu 


Phe 


Glv 


Cys 


Lys 


Phe 


Ala 


Ser Glu Arg Asp 


Glv 

vjiy 






675 










680 








685 




Asp 


Thr 


Leu 


Pro 


Aso 


Arcr 


Lys 


Asn 


Phe 


Asp 


Ser 


Leu Leu Trp Ala 


He 




690 










695 










700 




Val 


Thr 


Val 


Phe 


Gin 


He 


Leu 


Thr 


Gin 


Glu 


Asp 


Trp Asn Lys Val 


Leu 


705 










710 










715 




720 


Tvr 


Asn 


Gly 


Met 


Ala 


Ser 


Thr 


Ser 


Ser 


TrD 


Ala 


Ala Leu Tvr Phe 


He 










725 










730 




735 




Ala 


Leu 


Met 


Thr 


Phe 


Glv 
vjiy 


Asn 


Tvr 
xyi 


Val 


Leu 


Phe 


J\on TiOii Ti^ii Val 
noil XjcIX lieu val 


Al a 

«la 








740 










745 






750 




He 


Leu 


Val 


Glu 


Gly 


Phe 


Gin 


Ala 


Glu 


Gly 


Asp 


Ala Asn Lys Ser 


Glu 






755 










760 








765 




Ser 


Glu 


Pro 


Asp 


Phe 


Phe 


Ser 


Pro 


Ser 


Leu 


Asp 


Gly Asp Gly Asp 


Arg 




770 










775 










780 




Lys 


Lys 


Cys 


Leu 


Ala 


Leu 


Val 


Ser 


Leu 


Gly 


Glu 


His Pro Glu Leu 


Arg 


785 










790 










795 




800 


Lys 


Ser 


Leu 


Leu 


Pro 


Pro 


Leu 


He 


He 


His 


Thr 


Ala Ala Thr Pro 


Met 










805 










810 




815 
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Ser 


Leu 


Pro 


Lys 


Ser 


Thr 








820 






Ala 


Ser 


Arg 


Arg 


Thr 


Ser 






835 








His 


Glu 


Met 


Lys 


Ser 


Pro 




850 










Trp 


Ser 


Ala 


Ala 


Ser 


Ser 


865 










870 


Leu 


Gly 


Arg 


Ala 


Pro 


Ser 










885 




Arg 


Ser 


Leu 


Leu 


Ser 


Gly 








900 






Ser 


Ser 


Glu 


Glu 


Glu 


Arg 






915 








Arg 


Gly 


Ser 


Leu 


Glu 


Arg 




930 










Thr 


Leu 


Gin 


Val 


Pro 


Gly 


945 










950 


Ala 


Ser 


Glu 


His 


Gin 


Gly 










965 




Gly 


Pro 


Gly 


Pro 


Ala 


Ala 








980 




982 




<210> 1269 








<211> 708 








<212> PRT 








<213> Homo 


sapiens 




<400> 1269 






Met 


Leu 


Ser 


Leu 


Arg 


Arg 


l 








5 




Ser 


Leu 


Ala 


Ser 


Pro 


Cys 








20 






Lys 


Val 


Cys 


Asn 


Ser 


Phe 






35 








Thr 


Asp 


Tyr 


Leu 


Lys 


Gly 




50 










Gly 


Ala 


Ala 


Val 


Gly 


Leu 


65 










70 


Arg 


Phe 


Thr 


Lys 


Arg 


Val 










85 




Leu 


Ala 


Tyr 


Ala 


Ala 


Tyr 








100 






He 


Leu 


Ala 


Val 


Thr 


Met 






115 








Ala 


Asn 


He 


Ser 


His 


Lys 




130 










Thr 


Leu 


Ala 


Ser 


Cys 


Ala 


145 










150 


Ser 


Thr 


Val 


Asp 


Ser 


Ser 










165 




Gly 


Thr 


Leu 


He 


Phe 


He 








180 






Gin 


Thr 


Trp 


Val 


Leu 


Asn 






195 








Asp 


Gin 


Val 


Val 


Met 


Ser 



Ser 


Thr Gly Leu 


Gly 


Glu 






825 








Ser 


Ser Gly Ser 


Ala 


Glu 




840 










Pro 


Ser Ala Arg 


Ser 


Ser 


855 










860 


Trp 


Thr 


Ser Arg 


Arg 


Ser 










875 




Leu 


Lys Arg Arg 


Ser 


Pro 








890 






Glu 


Gly Gin Glu 


Ser 


Gin 






905 








Ala 


Ser 


Pro 


Ala 


Gly 


Ser 




920 










Glu 


Ala Lys 


Ser 


Ser 


Phe 


935 










940 


Leu 


His Arg Thr 


Ala 


Ser 










955 




Leu 


Gin 


TlTD 


Gin 


Val 


Gly 


* 






970 






Cys 


Thr 


Ser 


Met 


Arg 


Leu 








10 






Ser 


Thr 


Met 


Leu 


Ser 


Thr 






25 








Val 


Glu 


Met 


Gly 


Ser 


Ala 




40 










Val 


Ala 


Ser 


Leu 


Phe 


Val 


55 










60 


Val 


Phe 


Ala 


Phe 


Leu 


Leu 










75 




Arg 


He 


He 


Glu 


Pro 


Leu 








90 






Leu 


Thr 


Ala 


Glu 


Met 


Ala 






105 








Cys 


Gly Leu Gly 


Cys 


Lys 




120 










Ser 


Arg 


Thr 


Thr 


Val 


Lys 


135 










140 


Glu 


Thr 


Val 


He 


Phe 


Met 










155 




Lys 


Trp Ala Trp 


Asp 


Ser 








170 






Leu 


Phe 


Phe 


Arg 


Ala 


Leu 






185 








Gin 


Phe 


Arg 


Leu 


Val 


Pro 




200 










Tyr 


Gly Gly Leu 


Arg 


Gly 
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Ala 


Leu 


Gly 


Pro 




830 






Pro 


Gly 


Ala 


Ala 


845 








Pro 


His 


Ser 


Pro 


Ser 


Arg 


Asn 


Ser 








880 


Ser 


Gly 


Glu 


Arg 






895 




Asp 


Glu 


Glu 


Glu 




910 






Asp 


His 


Arg 


His 


925 








Asp 


Leu 


Pro 


Asp 


Gly 


Arg 


Gly 


Ser 








960 


Phe 


Arg 


Ala 


Pro 






975 




Cys 


Leu 


Ser 


Ser 






15 




Val 


Val 


Leu 


Tyr 




30 






Asn 


Val 


Gin 


Ala 


45 








Val 


Ser 


Leu 


Gly 


Ala 


Leu 


Thr 


Thr 








80 


Leu 


Val 


Phe 


Leu 






95 




Ser 


Leu 


Ser 


Ala 




110 






Lys 


Tyr 


Val 


Glu 


125 








Tyr 


Thr 


Met 


Lys 


Leu 


Leu 


Gly 


He 








160 


Gly 


Leu 


Val 


Leu 






175 




Gly 


Val 


Val 


Leu 




190 






Leu 


Asp 


Lys 


He 


205 








Ala 


Val 


Ala 


Phe 
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210 










215 




Ala 


Leu 


Val 


He 


Leu 


Leu 


Asp 


Arg 


225 










230 






Phe 


Val 


Ala 


Thr 


Thr 


He 


Val 


Val 










245 








Gly 


Leu 


Thr 


He 


Lys 


Pro 


Leu 


Val 








260 










Glu 


His 


His 


Lys 


Pro 


Thr 


Leu 


Asn 






275 










280 


Asp 


His 


lie 


Leu 


Ala 


Ala 


Val 


Glu 




290 










295 




His 


Tyr 


Trp 


Arg 


Asp 


Arg 


Trp 


Glu 


305 










310 






Gin 


Leu 


Leu 


Met 


Arg 


Arg 


Ser 


Ala 










325 








Asp 


Val 


Tvr 


Tvr 


Arcr 


Leu 


Asn 


He 








340 










Gin 


Glv 


Glv 


His 


Val 


Leu 


Ser 


Ser 






355 










360 


Pro 


Ser 


Ara 


Asn 


Ser 


Val 


Ala 


Glu 




370 










375 




Glu 


Ser 


Glv 


Ser 


Glv 


Ala 
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Glv 


Arcr 
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Arg 
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Asp 
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Leu 
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Lys 
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Arcr 


Arcr 
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Gin 


Asn 


Met 
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Lys 
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Val 


Ala 
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Leu 


Glv 


Phe 


Gin 


Asp 


Thr 
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Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Ser 
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Asp 


Asp 


Glu 


Glv 


He 


He 


Phe 


Val 
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Gin 


Glu 
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Val 


Ser 


Gly 


Ser 


545 
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Pro 


Pro 


Ser 


Pro 


Thr 
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Gly 


Gin 


Gly 


Asp 
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Leu 


Ala 


Val 
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Met 


Gin 
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Leu 


Ala 


Ser 


Pro 


Pro 
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Cys 


Leu 


Pro 


Pro 


His 


Pro 


Arg 


Gly 
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His 


Leu 


Pro 


Ser 


Asp 


Pro 


Arg 


Ser 
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Ala 


Lys 


Ala 


Gly 


Arg 


Ser 


Arg 


Ser 
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Gin 


Gin 


Glu 


Leu 


Gin 


Pro 


Leu 


Met 
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Thr 


Lys 


Val 


Pro 


Ala 


Lys Asp 


Tyr 
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240 


Val 


Phe 


Phe 


Thr 


Val 


He 


Val 


Gin 
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Lys 


Trp 


Leu 


Lys Val 


Lys 


Arg 


Ser 


265 
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Gin 


Glu 


Leu 


His 


Glu 


His 


Thr 


Phe 










285 








Asp 


Val 


Val 


Gly His 


His 


Gly 


Tyr 








300 










Gin 


Phe 


Asp 


Lys 


Lys 


Tyr 


Leu 


Ser 






315 










320 


Tyr 


Arg 


He 


Arg Asp 


Gin 


He 


Trp 




330 










335 




Arg 


Asp 
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He 


Ser 


Phe 


Val 
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345 
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Thr 


Gly 


Leu 


Thr 


Leu 
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Ser 


Met 
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Thr 


Ser 


Val 


Thr 


Asn 


Leu 


Leu 


Arcr 








380 
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Leu 


Gin 


Val 


He 


Asp Thr 


Val 






395 










400 


Ala 


Val 


Met 


His 


His 


Leu 


Leu 


Cvs 




410 










415 




Arcr 


Tvr 


Lys 


Ala 


Ser 


Cys 


Ser 


Arg 


425 










430 






Glu 


Arg 


Gin 


Asp Lys 


Glu 


Val 


Phe 










445 








Glu 


Ser 


Phe 


Lys 


Ser 


Thr 


Lys 


His 








460 










Pro 


Arcr 


Pro 


Arg Lys 


Thr Gly 


Arg 
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Ala 


Glu 


Ala 


Thr 


Asn 


Gly Lys 


His 




490 










495 




Ala 


Ala 


Val 


He 


Leu 


Thr 


Val 


Glu 


505 










510 






Asp 


Ser 


Ser 


Glu 


Thr 


Glu 


Lys 


Glu 










525 








Ala 


Arg 


Ala 


Thr 


Ser 


Glu 


Val 


Leu 








540 










Leu 


Glu 


Val 


Cys 


Pro 


Ser 


Pro 


Arg 






555 










560 


Ala 


Glu 


Lys 


Glu 


Leu 


Pro 


Trp 


Lys 




570 










575 




Tyr 


Val 


Ser 


Ser 


Glu 


Thr 


Thr 


Lys 


585 










590 






Gly 


Trp 


Asn 


Gin 


Ser 


He 


Ser 


Ser 










605 








Cys 


Asn 


Gin 


Ala 


Pro 


He 


Leu 


Thr 
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Thr 


Glu 


Glu 


Pro 


Gin 


Val 


Pro 


Leu 
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Ser 


Phe 


Ala 


Phe 


Pro 


Pro 


Ser 


Leu 
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Glu 


Ser 


Ser 


Ala Asp 


Leu 


Pro 


Gin 
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670 






Gly 


His 


Lys 


Asp His 


Thr 


His 


Leu 
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Ser Pro Gly Thr Ala Thr Ser His Trp Cys lie Gin Phe Asn Arg Gly 

690 695 700 

Ser Arg Leu * 
705 707 



<210> 1270 

<211> 93 

<212> PRT 

<213> Homo sapiens 



<400> 1270 



Met 


Leu 


Gin Ala Ala 


Leu 


Trp 


Cys 


1 




5 








Leu 


Arg 


Leu Gly Val 


Glu 


Val 


Thr 






20 








Pro 


Arg 


Arg Ala Asp 


His 


Leu 


Arg 






35 






40 


Gin 


His 


Gly Glu Thr 


Pro 


Ser 


Leu 




50 






55 




Met 


Trp 


Trp His lie 


Pro 


Val 


He 


65 






70 






Gly 


Glu 


Ser Leu Glu 


Arg 


Gly 


Arg 



85 



Gly He Gly Leu Tyr Leu Val Thr 

10 15 
Pro Glu Ser Gin His Phe Gly Arg 

25 30 
Pro Gly Gly Arg Gly Gin Ser Gly 
45 

Leu Glu He Gin Lys He Ser Trp 
60 

Pro Ala Thr Trp Glu Ala Glu Ala 
75 80 
Trp Arg Leu Gin * 
90 92 



<210> 1271 

<211> 648 

<212> PRT 

<213> Homo sapiens 



<400> 1271 

Met Leu Trp Val Thr Gly Pro Val Leu Ala Val lie Leu He He Leu 

15 10 15 

He Val He Ala He Leu Leu Phe Lys Arg Lys Arg Thr His Ser Pro 

20 25 30 

Ser Ser Lys Asp Glu Gin Ser He Gly Leu Lys Asp Ser Leu Leu Ala 

35 40 45 

His Ser Ser Asp Pro Val Glu Met Arg Arg Leu Asn Tyr Gin Thr Pro 

50 55 60 

Gly Met Arg Asp His Pro Pro He Pro He Thr Asp Leu Ala Asp Asn 
65 70 75 ' 80 

He Glu Arg Leu Lys Ala Asn Asp Gly Leu Lys Phe Ser Gin Glu Tyr 

85 90 95 

Glu Ser He Asp Pro Gly Gin Gin Phe Thr Trp Glu Asn Ser Asn Leu 

100 105 110 

Glu Val Asn Lys Pro Lys Asn Arg Tyr Ala Asn Val He Ala Tyr Asp 

115 120 125 

His Ser Arg Val He Leu Thr Ser He Asp Gly Val Pro Gly Ser Asp 

130 135 140 

Tyr He Asn Ala Asn Tyr He Asp Gly Tyr Arg Lys Gin Asn Ala Tyr 
145 150 155 160 

He Ala Thr Gin Gly Pro Leu Pro Glu Thr Met Gly Asp Phe Trp Arg 

165 170 175 

Met Val Trp Glu Gin Arg Thr Ala Thr Val Val Met Met Thr Arg Leu 
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Lys 


Ser 
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Thr 


Tyr 
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Met 
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Val 
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Val 


Pro 
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Gin 


Val 


Pro 


Pro 




370 






Leu. 


Leu 


Ala 


Ser 


385 








Leu 


Pro 


Cys 


Asn 


Glu 


Leu 


Thr 


Arg 








420 


Asp 


Tyr 


He 


Asn 
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Ala 


Thr 




450 






Arg 


Met 
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Trp 


465 
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Arg 
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Met 


Arg 
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Ala 


Arg 
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Met 
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Gin 
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Gly 


Gin 


Ser 




530 
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Gly 


Val 


545 
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Val 
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Lys 


Val 
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Ser 
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Ser 
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Val 


Leu 
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Gin 
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Val 


Lys 
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Gin 


Tyr 
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His 
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Val 


Lys 


Cys 
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Val 


Arg 


Thr 
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Leu 


Arg 


Gin 


245 








Glu 
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Pro 


Thr 


Asn 
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Leu 


Asp 
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Gly 


Arg 


Thr 


Gly 
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His 


Glu 


Lys 




310 
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Gin 


Arg 
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Glu 


Ala 


Leu 


Ala 


Arg 
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Val 
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Glu 
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Asp Gin Tyr Trp 
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425 
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400 


He Met 
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415 


Val Glu 


Gly Ser 


430 




Gin Gin 


TiV^ Ala 


445 
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<210> 1272 
<211> 109 
<212> PRT 

<213> Homo sapiens 



<400> 1272 
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Val 
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Asp Arg uiu xrp 
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120 
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Gin 


Phe 


Tyr 


Cys 


Cys Arg Tyr Ser Lys Arg 


Cys 


Pro 


Tyr Ser Cys Trp 




130 






135 




140 




Leu 


Thr 


Thr 


Glu 


Tyr Pro Gly His Tyr Gly 


Glu 


Glu 


Met Asp Met lie 


145 








150 
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160 


Ser 


Tyr 


Asn 


Tyr 


Asp Tyr Tyr lie Arg Gly 


Ala 


Thr 


Thr His Phe Leu 
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Cys 


Ser 


Gly 
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Gly Ser Pro Ser Gly Ser 


Ser 
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185 
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<210> 1275 
<211> 81 
<212> PRT 

<213> Homo sapiens 



<400> 1275 

Met Val Ala Leu Thr He Gin Thr Trp His Trp Leu Met Thr Val Ala 

15 10 15 

Glu Leu Leu Ser Leu Ala Cys Tyr He Ala Ser Leu Val Phe Leu His 

20 25 30 

Glu Phe He Asp Val Tyr Phe He Ala Thr Leu Ser Phe Leu Trp Lys 

35 40 45 

Val Ser Val He Thr Leu Val Ser Cys Leu Pro Leu Tyr Val Leu Lys 

50 55 60 

Tyr Leu Arg Arg Arg Phe Ser Pro Pro Ser Tyr Ser Lys Leu Thr Ser 
65 70 75 80 

* 



<210> 1276 

<211> 46 

<212> PRT 

<213> Homo sapiens 



<400> 1276 

Met Leu Asp Leu Val Ala Leu Leu Tyr Gin Ala Val Leu Leu Pro Ala 

15 10 15 

He Leu Leu Leu Pro Leu Cys Gin Leu Glu Met Phe Leu Met Leu Gin 

20 25 30 

Leu Asn Arg Gin Ser Leu Lys Lys Lys Tyr Leu He Leu * 
35 40 45 
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<211> 431 
<212> PRT 
<213> Homo sapiens 



<400> 1277 

Met Ala Leu Leu Val Pro Leu Ala Leu Leu Val lie Gin Ala His Leu 

15 10 15 

Val Leu Ser Val Gin Leu Glu Arg Val Val Thr Glu Glu Lys Val Ala 

20 25 30 

Leu Leu Ala Leu Leu Val Leu Pro Val Leu Leu Val Pro Glu Val Leu 

35 40 45 

Leu Val Leu Lys Ala His Val Val Thr Lys Val Lys Gin Val Asn Val 

50 55 60 

Glu Leu Leu Ala Ser Lys Asp lie Glu Asp Ser Leu Val He Gin Val 
65 70 75 80 

Pro Gin Val Leu Gin Ala Leu Leu Val Ser Arg Val Gin Ser Ala Val 

85 90 95 

Gin Asp Leu Gin Ala Pro Glu Asp Leu Leu Asp Pro Val Asp Leu Leu 

100 105 110 

Ala Lys Met Glu Pro Val Asp He Gin Val Pro Leu Asp His Gin Gly 

115 120 125 

Leu Glu Val Thr Glu Val Lys Glu Asp Leu Arg Ala Pro Gin Ala Thr 

130 135 140 

Gin Gly Asn Gin Ala Leu Leu Asp Leu Leu Val Pro Leu Val Leu Ala 
145 " 150 155 160 

Val Val Val Leu Glu Pro Leu Pro Leu Leu Gly Leu Glu Val Lys Lys 

165 170 175 

Leu Ala Gly Phe Ala Pro Tyr Tyr Gly Asp Glu Pro Met Asp Phe Lys 

180 185 190 

He Asn Thr Asp Glu He Met Thr Ser Leu Lys Ser Val Asn Gly Gin 

195 200 205 

He Glu Ser Leu He Ser Pro Asp Gly Ser Arg Lys Asn Pro Ala Arg 

210 215 220 

Asn Cys Arg Asp Leu Lys Phe Cys His Pro Glu Leu Lys Ser Gly Glu 
225 230 235 240 

Tyr Trp Val Asp Pro Asn Gin Gly Cys Lys Leu Asp Ala He Lys Val 

245 250 255 

Phe Cys Asn Met Glu Thr Gly Glu Thr Cys He Ser Ala Asn Pro Leu 

260 265 270 

Asn Val Pro Arg Lys His Trp Trp Thr Asp Ser Ser Ala Glu Lys Lys 

275 280 285 

His Val Trp Phe Gly Glu Ser Met Asp Gly Gly Phe Gin Phe Ser Tyr 

290 295 300 

Gly Asn Pro Glu Leu Pro Glu Asp Val Leu Asp Val Gin Leu Ala Phe 
305 310 315 320 

Leu Arg Leu Leu Ser Ser Arg Ala Ser Gin Asn He Thr Tyr His Cys 

325 330 335 

Lys Asn Ser He Ala Tyr Met Asp Gin Ala Ser Gly Asn Val Lys Lys 

340 345 350 

Ala Leu Lys Leu Met Gly Ser Asn Glu Gly Glu Phe Lys Ala Glu Gly 

355 360 365 

Asn Ser Lys Phe Thr Tyr Thr Val Leu Glu Asp Gly Cys Thr Lys His 

370 375 380 

Thr Gly Glu Trp Ser Lys Thr Val Phe Glu Tyr Arg Thr Arg Lys Ala 
385 390 395 400 

Val Arg Leu Pro He Val Asp He Ala Pro Tyr Asp He Gly Gly Pro 

405 410 415 

Asp Gin Glu Phe Gly Val Asp Val Gly Pro Val Cys Phe Leu * 
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420 425 430 



<210> 1278 

<211> 53 

<212> PRT 

<213> Homo sapiens 



<400> 1278 

Met Leu Leu Tyr Val Phe Lys Phe Leu Gly Leu Phe Gin Phe Phe His 

15 10 15 

Ser Phe Cys Thr Ala Tyr Gly Pro Pro Gly Gly Cys Gly Asp Ser Gly 

20 25 30 

Glu Glu Thr Ser Leu Phe Phe Glu Gin Leu Asp Pro Ala Phe Trp Leu 

35 40 45 

Ala Asn Cys Ser * 
50 52 



<210> 1279 
<211> 73 
<212> PRT 

<213> Homo sapiens 



<400> 1279 

Met Leu Gly Ser lie Cys Asn Val Met Leu Leu Met Leu Ala Ala Ser 

15 10 15 

He Pro Glu He Cys Thr Phe Gly Pro Thr Lys Leu Ala Ala Asn Cys 

20 25 30 

Asn Trp Met Pro Ser Arg Val Ala Arg Leu Pro Ser Val Arg Asp Thr 

35 40 45 

Val Arg Ser Pro Pro Ala Asp Thr Glu Ala Gly Arg He Ala Trp Pro 

50 55 60 

Thr Ser Pro Gly Cys Ser Arg Phe * 
65 70 72 



<210> 1280 
<211> 51 
<212> PRT 

<213> Homo sapiens 



<400> 1280 

Met Leu Leu Leu Leu Glu Arg Met Ala Leu Cys Pro Val Leu Asp Val 

1 5 10 15 

His Thr His Leu Gly Cys He lie Cys Val Phe Asp Val Ala Leu Ser 

20 25 30 

Arg Glu Leu Ala Leu Leu Cys Arg Lys Ser Asn Trp Trp Val He Asn 

35 40 45 

Trp Leu * 
50 
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<210> 1281 
<211> 144 
<212> PRT 

<213> Homo sapiens 



<400> 1281 
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Trp 
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Glu 


He 


Cys 


Gly 
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35 
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He 


Asp 


He 


Arg 
40 


Asn 


Asp 


Tyr 


Gin 


Gin 
45 


Leu 


Lys 


Arg 


Leu 


Glu 
50 


Asn 


Cys 


Thr 


Val 


He 
55 


Glu 


Gly 


Tyr 


Leu 


His 
60 


He 


Leu 


Leu 


He 


Ser 


Lys 


Ala 


Glu 


Asp 


Tyr 


Arg 


Ser 


Tyr 


Arg 


Phe 


Pro 


Lys 


Leu 


Thr 


Val 


65 










70 










75 










80 


He 


Thr 


Glu 


Tyr 


Leu 
85 


Leu 


Leu 


Phe 


Arg 


Val 
90 


Ala 


Gly 


Leu 


Glu 


Ser 
95 


Leu 


Gly 


Asp 


Leu 


Phe 
100 


Pro 


Asn 


Leu 


Thr 


Val 
105 


He 


Arg 


Gly 


Trp 


Lys 
110 


Leu 


Phe 


Tyr 


Asn 


Tyr 
115 


Ala 


Leu 


Val 


He 


Phe 
120 


Glu 


Met 


Thr 


Asn 


Leu 
125 


Lys 


Asp 


He 


Gly 


Leu 
130 


Tyr 


Asn 


Leu 


Arg 


Asn 
135 


He 


Thr 


Arg 


Gly 


Gly 
140 


His 


Gin 


Asp 
143 


* 



<210> 1282 
<211> 267 
<212> PRT 

<213> Homo sapiens 



<400> 1282 



Met 


Gly 


Pro 


Pro 


Ser 


Ala 


Cys 


Pro 


His 


Arg 


Glu 


Cys 


He 


Pro 


Trp 


Gin 


1 








5 










10 










15 




Gly 


Leu 


Leu 


Leu 


Thr 


Ala 


Ser 


Leu 


Leu 


Thr 


Phe 


Trp 


Asn 


Ala 


Pro 


Thr 








20 










25 










30 






Thr 


Ala 


Trp 


Leu 


Phe 


He 


Ala 


Ser 


Ala 


Pro 


Phe 


Glu 


val 


Ala 


Glu 


Gly 






35 










40 










45 








Glu 


Asn 


Val 


His 


Leu 


Ser 


Val 


Val 


Tyr 


Leu 


Pro 


Glu 


Asn 


Leu 


Tyr 


Ser 




50 










55 










60 










Tyr 


Gly 


Trp 


Tyr 


Lys 


Gly 


Lys 


Thr 


Val 


Glu 


Pro 


Asn 


Gin 


Leu 


He 


Ala 


65 










70 










75 










80 


Ala 


Tyr 


Val 


He 


Asp 


Asp 


Thr 


His 


Val 


Arg 


Thr 


Pro 


Gly 


Pro 


Ala 


Tyr 










85 










90 










95 




Ser 


Gly 


Arg 


Glu 


Thr 


He 


Ser 


Pro 


Ser 


Gly 


Asp 


Leu 


His 


Phe 


Gin 


Asn 








100 










105 










110 






Val 


Thr 


Leu 


Glu 


Asp 


Thr 


Gly 


Tyr 


Tyr 


Asn 


Leu 


Gin 


Val 


Thr 


Tyr 


Arg 






115 










120 










125 








Asn 


Ser 


Gin 


lie 


Glu 


Gin 


Ala 


Ser 


His 


His 


Leu 


Arg 


Val 


Tyr 


Gin 


Val 




130 










135 










140 










Ser 


Gly 


Leu 


Thr 


Pro 


Pro 


Ser 


Lys 


Pro 


Ala 


Ala 


Pro 


Gin 


Ser 


Pro 


Arg 


145 










150 










155 










160 


Arg 


Ala 


Pro 


Gly 


Val 


Leu 


Thr 


Cys 


His 


Thr 


Asn 


Asn 


Thr 


Gly 


Thr 


Ser 










165 










170 










175 




Phe 


Gin 


Trp 


He 


Phe 


Asn 


Asn 


Gin 


Arg 


Leu 


Gin 


Val 


Thr 


Lys 


Arg 


Met 
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180 








185 








190 






Lys Leu 


Ser 




Phe 


Asn His 


Met 


Leu 


Thr 


He Asp 


Pro He 


A yrr 


Gin 




195 








200 










205 






Glu Asp 


Ala 


Gly 


Glu 


Tyr Gin 


Cys 


Glu 


Val 


Ser 


Asn 


Pro Val 


Ser 


Ser 


210 








215 










220 








Asn Arg 


Ser 


Asp 


Pro 


Leu Lys 


Leu 


Thr 


Val 


Lys 


Ser Asp Asp 


Asn 


Thr 


225 








230 








235 








240 


Leu Gly 


lie 


Leu 


He 


Gly Val 


Leu Val 


Gly 


Ser 


Leu 


Leu Val 


Ala 


Ala 








245 








250 








255 




Leu val 


Cys 


Phe 
260 


Leu 


Leu Leu 


Arg 


Lys 
265 


Thr 


Gly 
267 











<210> 1283 

<211> 262 

<212> PRT 

<213> Homo sapiens 



<400> 1283 

Met Leu Val Leu Leu Val Leu Arg Val Ser Leu Ala Ala Leu Val Lys 

1 5 10 15 

Met Glu Leu Leu Val Arg Trp Ala Pro Val Ala Cys Leu Val Arg Glu 

20 25 30 

Val Ala Leu Glu Pro Leu Ala Leu Leu Val Leu Val Glu Met Met Val 

35 40 45 

Leu Leu Val Leu Pro Gly Pro Leu Val Pro Pro Ala Pro Leu Val Leu 

50 55 60 

Leu Ala Ser Leu Val Leu Leu Val Leu Arg Val Lys Leu Val Pro Lys 
65 70 75 80 

Gly Pro Glu Ala Leu Lys Val Pro Arg Val Cys Val Val Ser Leu Ala 

85 90 95 

Pro Leu Ala Leu Leu Val Leu Leu Ala Leu Leu Glu Thr Leu Val Leu 

100 105 110 

Arg Glu Ser Leu Val Leu Lys Val Pro Met Val Leu Leu Val Leu Leu 

115 120 125 

Val Leu Leu Ala Ser Leu Val Pro Glu Ala Pro Leu Asp Pro Arg Ala 

130 135 140 

Pro Ala Ala Leu Leu Val Pro Arg Val Thr Ala Val Asn Leu Val Leu 
145 150 155 160 

Leu Ala Ala Lys Glu Thr Leu Val Leu Arg Glu Ser Leu Ala Leu Leu 

165 170 175 

Val Phe Lys Asp Pro Leu Ala Leu Leu Glu Arg Lys Glu Ser Glu Glu 

180 185 190 

Leu Glu Val Asn Pro Asp Pro Leu Ala Cys Pro Asp Pro Leu Ala Ser 

195 200 205 

Val Val Asp Leu Val Ala Val Val Ser Leu Ala Gin Met Val Leu Leu 

210 215 220 

Val Pro Arg Val Pro Leu Val Asn Val Val Leu Leu Ala Leu Leu Ala 
225 230 235 240 

Pro Lys Asp Leu Leu Val Lys Leu Val Val Pro Val Lys Leu Val Cys 

245 250 255 

Leu Val Pro Arg Val * 
260 261 



<210> 1284 
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<211> 50 

<212> PRT 

<213> Homo sapiens 



<400> 1284 



Met 


Val He 


Leu 


Pro 


Leu 


Leu 


Leu 


Leu 


He 


Thr 


Thr 


Pro 


Pro 


Met 


Thr 


1 






5 










10 










15 




Phe 


Leu Ala 


Phe 
20 


Leu 


Leu 


Thr 


Leu 


He 
25 


Leu 


Ser 


Cys 


Lys 


Asn 
30 


Cys 


Ser 


Lys 


Leu Ala 
35 


Ala 


Ser 


Met 


He 


Arg 
40 


Leu 


Leu 


Trp 


Gly 


Gly 
45 


Cys 


Asn 


Gin 



Glu * 
49 



<210> 1285 

<211> 323 

<212> PRT 

<213> Homo sapiens 



<400> 1285 



Met 


Leu 


Val 


Met Ala 


Pro 


Arg Thr 


Val 


Leu 


Leu 


Leu 


Leu 


Ser 


Ala 


Ala 


1 






5 








10 










15 




Leu 


Ala 


Leu 


Thr Glu 


Thr 


Trp Ala 


Gly 


Ser 


His 


Ser 


Met 


Arg 


Tyr 


Phe 








20 






25 










30 






Tyr 


Thr 


Ser 


Val Ser 


Arg 


Pro Gly 


Arg 


Gly 


Glu 


Pro 


Arg 


Phe 


He 


Ser 






35 






40 










45 








Val 


Gly 


Tyr 


Val Asp 


Asp 


Thr Gin 


Phe 


Val 


Arg 


Phe 


Asp 


Ser 


Asp 


Ala 




50 








55 








60 










Ala 


Ser 


Pro 


Arg Glu 


Glu 


Pro Arg 


Ala 


Pro 


Trp 


He 


Glu 


Gin 


Glu 


Gly 


65 








70 








75 










80 


Pro 


Glu 


Tyr 


Trp Asp 


Arg 


Asn Thr 


Gin 


He 


Tyr 


Lys 


Ala 


Gin 


Ala 


Gin 








85 








90 










95 




Thr 


Asp 


Arg 


Glu Ser 


Leu 


Arg Asn 


Leu 


Arg 


Gly 


Tyr 


Tyr 


Asn 


Gin 


Ser 








100 






105 










110 






Glu 


Ala 


Gly 


Ser His 


Thr 


Leu Gin 


Ser 


Met 


Tyr 


Gly 


Cys 


Asp 


Val 


Gly 






115 






120 










125 








Pro 


Asp 


Gly 


Arg Leu 


Leu 


Arg Gly 


His 


Asp 


Gin 


Tyr 


Ala 


Tyr 


Asp 


Gly 




130 








135 








140 










Lys 


Asp 


Tyr 


He Ala 


Leu 


Asn Glu 


Asp 


Leu 


Arg 


Ser 


Trp 


Thr 


Ala 


Ala 


145 








150 








155 










160 


Asp 


Thr 


Ala 


Ala Gin 


He 


Thr Gin 


Arg 


Lys 


Trp 


Glu 


Ala 


Ala 


Arg 


Glu 








165 








170 










175 




Ala 


Glu 


Gin 


Arg Arg 


Ala 


Tyr Leu 


Glu 


Gly 


Glu 


Cys 


Val 


Glu 


Trp 


Leu 








180 






185 










190 






Arg 


Arg 


Tyr 


Leu Glu 


Asn 


Gly Lys 


As P 


Lys 


Leu 


Glu 


Arg 


Ala 


Asp 


Pro 






195 






200 










205 








Pro 


Lys 


Thr 


His Val 


Thr 


His His 


Pro 


lie 


Ser 


Asp 


His 


Glu 


Ala 


Thr 




210 








215 








220 










Leu 


Arg 


Cys 


Trp Ala 


Leu 


Gly Phe 


Tyr 


Pro 


Ala 


Glu 


He 


Thr 


Leu 


Thr 


225 








230 








235 










240 


Trp 


Gin 


Arg 


Asp Gly 


Glu 


Asp Gin 


Thr 


Gin 


Asp 


Thr 


Glu 


Leu 


Val 


Glu 








245 








250 










255 




Thr 


Arg 


Pro 


Ala Gly 


Asp 


Arg Thr 


Phe 


Gin 


Lys 


Val 


Gly 


Gin 


Leu 


Trp 








260 






265 










270 






Val 


Val 


Pro 


Ser Gly 


Glu 


Glu Gin 


Arg 


Tyr 


Thr 


Cys 


His 


Val 


Gin 


His 
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275 280 
Val Gly Ala Ala Glu Ala Pro His 

290 295 
Pro Ser Ser Thr Val Pro His Arg 
305 310 
Cys Pro * 

322 



285 

Pro Ser Glu Met Gly Ser Gly Leu 
300 

Trp Ala Leu Val Leu Gly Leu Gly 
315 320 



<210> 1286 

<211> 306 

<212> PRT 

<213> Homo sapiens 



<400> 1286 



Met 


Leu 


Leu 


Phe 


Leu 


Leu 


Ser 


Ala 


1 








5 








Gly 


Tyr 


Leu 


Glu 


Ala 


Glu 


Met 


Lys 








20 










Ser 


Ala 


Cys 


Thr 


Leu 


Val 


Met 


Cys 






35 










40 


Gly 


Arg 


Asp 


Gly 


Arg 


Asp 


Gly 


Arg 




50 










55 




Asp 


Pro 


Gly 


Leu 


Pro 


Gly 


Ala 


Ala 


65 










70 






Ala 


Gly 


Pro 


Val 


Gly 


Pro 


Lys 


Gly 










85 








Gly 


Pro 


Lys 


Gly 


Asp 


Thr 


Gly 


Pro 








100 










Val 


Pro 


Gly 


Pro 


Ala 


Gly 


Arg 


Glu 






115 










120 


He 


Gly 


Pro 


Gin 


Gly 


Lys 


Pro 


Gly 




130 










135 




Gly 


Glu 


Val 


Gly 


Ala 


Pro 


Gly 


Met 


145 










150 






Leu 


Ala 


Gly 


Pro 


Lys 


Gly 


Glu 


Arg 










165 








Pro 


Gly 


Asn 


Thr 


Gly 


Ala 


Ala 


Gly 








180 










Gly 


Ser 


Pro 


Gly 


Ala 


Arg 


Gly 


Pro 






195 










200 


He 


Pro 


Gly 


Asp 


Lys 


Gly 


Ala 


Lys 




210 










215 




Ala 


Ser 


Leu 


Arg 


Gin 


Gin 


Val 


Glu 


225 










230 






Leu 


Gin 


Ala 


Ala 


Phe 


Ser 


Gin 


Tyr 










245 








Gly 


Gin 


Ser 


Val 


Gly 


Glu 


Lys 


He 








260 










Pro 


Phe 


Thr 


Glu 


Ala 


Gin 


Leu 


Leu 






275 










280 


Ala 


Ser 


Pro 


Arg 


Ser 


Ala 


Ala 


Glu 




290 










295 





Pro * 
305 



Leu 


Val 


Leu 


Leu Thr Gin Pro 


Leu 




10 




15 




Thr 


Tyr 


Ser 


His Arg Thr Met 


Pro 


25 






30 




Ser 


Ser 


Val 


Glu Ser Gly Leu 


Pro 








45 




Glu 


Gly 


Pro 


Arg Gly Glu Lys 


Gly 








60 




Gly 


Gin 


Ala 


Gly Met Pro Gly 


Gin 






75 




80 


Asp 


Asn 


Gly 


Ser Val Gly Glu 


Pro 




90 




95 




Ser 


Gly 


Pro 


Pro Gly Pro Pro 


Gly 


105 






110 




Gly 


Pro 


Leu 


Gly Lys Gin Gly 


Asn 








125 




Pro 


Lys 


Gly 


Glu Ala Gly Pro 


Lys 








140 




Gin 


Gly 


Ser 


Ala Gly Ala Arg 


Gly 






155 




160 


Gly 


Val 


Pro 


Gly Glu Arg Gly 


Val 




170 




175 




Ser 


Ala 


Gly 


Ala Met Gly Pro 


Gin 


185 






190 




Pro 


Gly 


Leu 


Lys Gly Asp Lys 


Gly 








205 




Gly 


Glu 


Ser 


Gly Leu Pro Asp 


Val 








220 




Ala 


Leu 


Gin 


Gly Gin Val Gin 


His 






235 




240 


Lys 


Lys 


val 


Glu Leu Phe Pro 


Asn 




250 




255 




Phe 


Lys 


Thr 


Ala Gly Phe Val 


Lys 


265 






270 




Cys 


Thr 


Gin 


Ala Gly Gly Gin 


Leu 








285 




Asn 


Ala 


Pro 


Leu Ala Thr Ala 


Gly 



300 
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<210> 1287 

<211> 299 

<212> PRT 

<213> Homo sapiens 



<400> 1287 



net. 




Arg 


Trp 


TV 1 

a j- a 


Leu 


Asp 


val 


Ala Pne Leu 


Trp Lys Ala Val 


Leu 


X 








IT 

z> 








10 








15 




Thr 


Leu 


Gly 


Leu 


val 


Leu 


Leu 


Tyr 


Tyr Cys Phe 


Ser 


He Gly 


He 


Thr 








20 










25 






30 






Pne 


Tyr 


Asn 
35 


Lys 


Trp 


Leu 


Thr 


Lys 
40 


Ser Phe His 


Phe 


Pro 
45 


Leu 


Phe 


Met 


Thr 


Met 


Leu 


His 


Leu 


Ala 


Val 


He 


Phe Leu Phe 


Ser 


Ala 


Leu 


Ser 


Arg 




50 










55 






60 








Ala 


Leu 


Val 


Gin 


Cys 


Ser 


Ser 


His 


Arg Ala Arg 


Val 


Val 


Leu 


Ser 


Trp 


65 










70 






75 










80 


Ala 


Asp 


Tyr 


Leu 


Arg 
85 


Arg 


Val 


Ala 


Pro Thr Ala 
90 


Leu 


Ala 


Thr 


Ala 
95 


Leu 


Asp 


Val 


Gly 


Leu 
100 


Ser 


Asn 


Trp 


Ser 


Phe Leu Tyr 
105 


Val 


Thr 


Val 
110 


Ser 


Leu 


Tyr 


Thr 


Met 
115 


Thr 


Lys 


Ser 


Ser 


Ala 
120 


Val Leu Phe 


He 


Leu 
125 


He 


Phe 


Ser 


Leu 


He 
130 


Phe 


Lys 


Leu 


Glu 


Glu 
135 


Leu 


Arg Ala Ala 


Leu 
140 


Val 


Leu 


Val 


Val 


Leu 


Leu 


He 


Ala 


Gly 


Gly 


Leu 


Phe 


Met Phe Thr 


Tyr 


Lys 


Ser 


Thr 


Gin 


145 










150 






155 










160 


Phe 


Asn 


Val 


Glu 


Gly 
165 


Phe 


Ala 


Leu 


Val Leu Gly 
170 


Ala 


Ser 


Phe 


He 
175 


Gly 


Gly 


He 


Arg 


Trp 
180 


Thr 


Leu 


Thr 


Gin 


Met Leu Leu 
185 


Gin 


Lys 


Ala 
190 


Glu 


Leu 


Gly 


Leu 


Gin 
195 


Asn 


Pro 


He 


Asp 


Thr 
200 


Met Phe His 


Leu 


Gin 
205 


Pro 


Leu 


Met 


Phe 


Leu 


Gly 


Leu 


Phe 


Pro 


Leu 


Phe 


Ala Val Phe 


Glu Gly Leu His 


Leu 




210 










215 






220 










Ser 


Thr 


Ser 


Glu 


Lys 


He 


Phe 


Arg 


Phe Gin Gly 


His Arg Ala Ala 


Pro 


225 










230 






235 










240 


Ala 


Gly 


Thr 


Trp 


Gly 
245 


Ala 


Ser 


Ser 


Leu Ala Gly 
250 


Phe 


Ser 


Pro 


Leu 
255 


Val 


Trp 


Ala 


Ser 


Leu 
260 


Ser 


Ser 


Ser 


Trp 


Ser Pro Glu 
265 


Pro 


Pro 


Ala 
270 


Ser 


Leu 


Ser 


Pro 


Leu 


Pro 


Ala 


Phe 


Leu 


Arg 


Lys Ser Ala 


Leu Cys 


Cys 


Trp 


Gin 






275 










280 






285 








Leu 


lie 

290 


Cys 


Trp 


Ala 


He 


Arg 
295 


Ser 


Ala Ser * 
298 













<210> 1288 

<211> 161 

<212> PRT 

<213> Homo sapiens 



<400> 1288 

Met Glu Ser Ala Leu Pro Ala Ala Gly Phe Leu Tyr Trp Val Gly Ala 

15 10 15 

Gly Thr Val Ala Tyr Leu Ala Leu Arg He Ser Tyr Ser Leu Phe Thr 
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20 



Ala 


Leu 






Gly Val 


Gly 














a n 


Leu 


Glv 


Glu Trp 


Ala 


Val 


Val 


LllL 




50 








55 




Ser 


TV?" 


Ala Glu 


Glu 


Leu 


Ala 




65 








70 






Ser 


Arg 


Ser Lys 


Asp 


Lys 


Leu 


Asp 








85 








Lys 


Phe 


Lys Val 


Glu 


Thr 


Arg 


Thr 






100 










Asp 


He 


Tyr Asp 


Lys 


He 


Lys 


Thr 






115 








ion 




Leu 


Val Asn 


Asn 


Val Gly 


Met 




130 








135 




Leu 


Asp 


Val Pro 


Asp 


Leu Asp 


Asn 


It J 
* 








150 








<210> 1289 












<211> 46 












<212> PRT 












<213> Homo 


sapiens 








<400> 1289 










Met 


Val 


Leu Ser 


Ala 


Pro 


Ser 


Leu 


1 






5 








Ser 


Cys 


Leu His 


Val 


Gly Leu 


Thr 






20 










Leu 


Cys 


Leu Leu 


Cys 


Cys Val 


Glu 






35 








40 




<210> 1290 












<211> 453 












<212> PRT 












<213> Homo 


sapiens 








<400> 1290 












Thr 


Ser Lys 


Phe 


He 


Leu 


val 


JL 






5 








T .on 


Ser 


Thr Thr 


Phe 


Ser 


Leu 


bin 






20 










Val 


Ser 


Phe Asp 


Gly 


Phe 


Arg 


Trp 






35 








40 


Pro 


His 


Phe His 


Tyr 


He 


Met 


Lys 




50 








55 




Thr 


Asn 


Val Phe 


He 


Thr 


Lys 


Thr 


65 








70 






Thr 


Gly 


Leu Phe 


Ala 


Glu 


Asn 


His 








85 








Asp 


Pro 


He Arg 


Asn 


Lys 


Ser 


Phe 



100 



25 30 



Asn 


Glu 


nXa 


OJ.y V d JL uiy xrXt> \jLy 








A C 




OCi. 


± ILL 


«sp vjiy ±j.e uiy jjys 








bU 


His 


Ol v 
uxy 


PIC U 


Juyo vdl Val IjcU JLJLe 






75 


80 


Gin 


Val 


Ser 


Ser Glu He Lys Glu 




90 




95 


He 


Ala 


Val 


Asp Phe Ala Ser Glu 


105 






110 


Gly 


Leu 


Ala 


Gly Leu Glu He Gly 








125 


Ser 


Tyr 


Glu 


Tyr Pro Glu Tyr Phe 








140 


Val 


He 


Lys 


Lys Asn Asp Lys Tyr 






155 


160 


Trp 


Pro 


Cys 


Ser Ser Phe Ser He 




10 




15 


Ala 


Phe 


Leu 


Phe Gin Val Ala Phe 


25 






30 


Leu 


Leu 


Leu 


Asp Val * 








45 


Ser 


Pne 


lie 


Leu Ala Ala Leu Ser 




10 




15 


Pro 


Asp 


Gin 


Gin Lys Val Leu Leu 


25 






30 


Asp 


Tyr 


Leu 


Tyr Lys Val Pro Thr 








45 


Tyr 


Gly 


Val 


His Val Lys Gin Val 








60 


Tyr 


Pro 


Asn 


His Tyr Thr Leu Val 






75 


80 


Gly 


He 


Val 


Ala Asn Asp Met Phe 




90 




95 


Ser 


Leu 


Asp 


His Met Asn He Tyr 


105 






110 
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Asp 


Ser 


Lys 


rile 






TIC 
XXD 




Arg 


Ala 




HIS 










Lys 


lie 


nlS 


Lys 


Xft-J 








val 


Ser 


pne 


G1U 


Lys 


Glu 


Pro 


He 








i fin 


Met 


Gly 


His 


His 






19S 




Ser 


Asp 


lie 


Asp 




210 






Ala 


Lys 


Leu 


Trp 










Met 


Thr 


Gin 


Cys 


Asp 


Lys 


Asp 


His 








260 


Leu 


Pro 


Lys 


Glu 






275 




Ala 


His 


Pro 


Asn 




290 






Trp 


His 


Tyr 


Lys 


305 








Asp 


Glu 


Gly 


Trp 


Gly 


Asn 


His 


Gly 








340 


Leu 


Ala 


His 


Gly 






355 




Asn 


Ser 


Thr 


Asp 




370 






Ala 


Met 


Pro 


His 


385 








Ser 


Ala 


Met 


Pro 


Pro 


Gly 


Ser 


Val 








420 


Tyr 


Phe 


He 


Gly 






435 




Cys 


Asn 


Phe 


His 




450 




452 



Trp 


Glu Glu Ala 




120 


TViv 
1 LIZ. 


Dei VjXy Aid 




135 


Arg 


±rXlc trJLKJ X L1L 




J-DU 


Asp 


ATy VaX H-La 


ICC 




Asn 


jueu \j±y ijeu 


Leu 


Gly Pro Asp 






Lys 


Lys Leu Gly 




zli> 


Asn 


Thr Leu Asn 




Tin 


Ser 


Glu Glu Arg 


245 




Tyr 


Thr Leu He 


Gly 


Lys Phe Asp 




280 


Leu 


Thr Val Tyr 




295 


Tyr 


Asn Ser Arg 




310 


His 


He Leu Gin 


325 




Tyr 


His Asn Ala 


Pro 


Ala Phe Arg 




360 


Leu 


Tyr Pro Leu 




375 


Asn 


Gly Ser Phe 




390 


Arg 


Val Val Pro 


405 




Lys 


Pro Ala Glu 


Val 


Ser Leu Gly 




440 



* 



Thr Pro He Trp 

Ala Met Trp Pro 
140 

His Tyr Met Pro 
155 

Lys He He Glu 
170 

Leu Tyr Trp Glu 
185 

Ser Pro Leu Met 

Tyr Leu He Gin 
220 

Leu He He Thr 

235 

Leu He Glu Leu 
250 

Asp Gin Ser Pro 
265 

Glu Val Tyr Glu 

Lys Lys Glu Asp 
300 

He Gin Pro He 
315 

Asn Lys Ser Asp 
330 

Leu Ala Asp Met 
345 

Lys Asn Phe Ser 

Leu Cys His Leu 
380 

Trp Asn Val Gin 
395 

Tyr Thr Gin Ser 
410 

Tyr Asp Gin Glu 
425 

Ser He He Val 



lie 


Thr 


Asn 


Gin 


IOC 








oiy 


inr 


Asp 


val 


Tyr 


Asn 


Glu 


Ser 








XOU 


Trp 


pne 


Thr 


Ser 






X / J 




Asp 


Pro 


Asp 


Asp 




190 






Gly 


Pro 


val 


He 


205 








Met 


Leu 


Lys 


Lys 


Ser 


Asp 


His 


Gly 








240 


Asp 


Gin 


Tyr 


Leu 






255 




Val 


Ala 


Ala 


He 




270 






Ala 


Leu 


Thr 


His 


285 








Val 


Pro 


Glu 


Arg 


He 


Ala 


Val 


Ala 








320 


Asp 


Phe 


Leu 


Leu 






335 




His 


Pro 


He 


Phe 




350 






Lys 


Glu 


Ala 


Met 


365 








Leu 


Asn 


He 


Thr 


Asp 


Leu 


Leu 


Asn 








400 


Thr 


He 


Leu 


Leu 






415 




Gly 


Ser 


Tyr 


Pro 




430 






He 


Val 


Phe 


Phe 


445 









<210> 1291 

<211> 78 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1)...(78) 

<223> Xaa = any amino acid or nothing 



<400> 1291 

Met Leu Ser Val Thr Ala Phe He Leu Ala Glu Thr Val Leu Ala Ser 
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1 








5 










10 










15 




Gin 


Glu 


Val 


Gin 


Gly 


Gly 


Val 


Gin 


Val 


Arg 


Val 


Tyr 


Leu 


Met 


Asn 


Ala 








20 










25 










30 






Val 


Pro Asp 


Gly 


Leu 


Gin 


Gly 


Gly 


Ser 


Pro 


Val 


Gly 


Gly 


Leu 


.Gly 


Leu 






35 










40 










45 








Leu 


Leu 


Ala 


Pro 


Asp 


Asn 


Ser 


Gly 


His 


Arg 


Arg 


Ser 


Ser 


Cys 


Arg 


lie 




50 










55 










60 










Pro 


Ala 


Ala 


Arg 


Val 


Tyr 


Xaa 


Xaa 


Xaa 


Xaa 


Pro 


Arg 


Pro 


Pro 






65 










70 










75 






78 








<210> 1292 




























<211> 416 




























<212> PRT 




























<213> Homo 


sapiens 
























<400> 1292 


























Met 


Val 


Leu 


Trp 


He 


Leu 


Trp 


Arg 


Pro 


Phe 


Gly 


Phe 


Ser 


Gly 


Arg 


Phe 


1 








5 










10 










15 




Leu 


Lys 


Leu 


Glu 


Ser 


His 


Ser 


He 


Thr 


Glu 


Ser 


Lys 


Ser 


Leu 


He 


Pro 








20 










25 










30 






Val 


Ala 


Trp 


Thr 


Ser 


Leu 


Thr 


Gin 


Met 


Leu 


Leu 


Glu 


Ala 


Pro 


Gly 


He 






35 










40 










45 








Phe 


Leu 


Leu 


Gly 


Gin 


Arg 


Lys 


Arg 


Phe 


Ser 


Thr 


Met 


Pro 


Glu 


Thr 


Glu 




50 










55 










60 










Thr 


His 


Glu 


Arg 


Glu 


Thr 


Glu 


Leu 


Phe 


Ser 


Pro 


Pro 


Ser 


Asp 


Val 


Arg 


65 










70 










75 










80 


Gly 


Met 


Thr 


Lys 


Leu 


Asp 


Arg 


Thr 


Ala 


Phe 


Lys 


Lys 


Thr 


Val 


Asn 


He 










85 










90 










95 




Pro 


Val 


Leu 


Lys 


Val 


Arg 


Lys 


Glu 


He 


Val 


Ser 


Lys 


Leu 


Met 


Arg 


Ser 








100 










105 










110 






Leu 


Lys 


Arg 


Ala 


Ala 


Leu 


Gin 


Arg 


Pro 


Gly 


He 


Arg 


Arg 


Val 


He 


Glu 






115 










120 










125 








Asp 


Pro 


Glu 


Asp 


Lys 


Glu 


Ser 


Arg 


Leu 


He 


Met 


Leu 


Asp 


Pro 


Tyr 


Lys 




130 










135 










140 










lie 


Phe 


Thr 


His 


Asp 


Ser 


Phe 


Glu 


Lys 


Ala 


Glu 


Leu 


Ser 


Val 


Leu 


Glu 


145 










150 










155 










160 


Gin 


Leu 


Asn 


Val 


Ser 


Pro 


Gin 


He 


Ser 


Lys 


Tyr 


Asn 


Leu 


Glu 


Leu 


Thr 










165 










170 










175 




Tyr 


Glu 


His 


Phe 


Lys 


Ser 


Glu 


Glu 


He 


Leu 


Arg 


Ala 


Val 


Leu 


Pro 


Glu 








180 










185 










190 






Gly 


Gin 


Asp 


Val 


Thr 


Ser 


Gly 


Phe 


Ser 


Arg 


He 


Gly 


His 


He 


Ala 


His 






195 










200 










205 








Leu 


Asn 


Leu 


Arg 


Asp 


His 


Gin 


Leu 


Pro 


Phe 


Lys 


His 


Leu 


He 


Gly 


Gin 




210 










215 










220 










Val 


Met 


lie 


Asp 


Lys 


Asn 


Pro 


Gly 


lie 


Thr 


Ser 


Ala 


Val 


Asn 


Lys 


lie 


225 










230 










235 










240 


Asn 


Asn 


He 


Asp 


Asn 


Met 


Tyr 


Arg 


Asn 


Phe 


Gin 


Met 


Glu 


Val 


Leu 


Ser 










245 










250 










2 55 




Gly 


Glu 


Gin 


Asn 


Met 


Met 


Thr 


Lys 


Val 


Arg 


Glu 


Asn 


Asn 


Tyr 


Thr 


Tyr 








260 










265 










270 






Glu 


Phe 


Asp 


Phe 


Ser 


Lys 


Val 


Tyr 


Trp 


Asn 


Pro 


Arg 


Leu 


Ser 


Thr 


Glu 






275 










280 










285 








His 


Ser 


Arg 


He 


Thr 


Glu 


Leu 


Leu 


Lys 


Pro 


Gly 


Asp 


Val 


Leu 


Phe 


Asp 




290 










295 










300 










Val 


Phe 


Ala 


Gly 


Val 


Gly 


Pro 


Phe 


Ala 


He 


Pro 


Val 


Ala 


Lys 


Lys 


Asn 



305 310 315 320 
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Cys 


Thx 


val 


pne 


Ala 
325 


Asn 


Asp 


Leu 


Asn 


Pro 
330 


Glu 


Ser 


His 


Lys 


Trp 
335 


Leu 


Tyr 


Asn 


Cys 
340 


Lys 


Leu 


Asn 


Lys 


Val 
345 


Asp 


Gin 


Lys 


Val 


Lys 
350 


Val 


Asn 


Leu 


Asp 


Gly 


Lys 


Asp 


Phe 


Leu 


Gin 


Gly Pro 


Val 


Lys 


Glu 


Glu 






355 










360 










365 






Met 


Gin 
370 


Leu 


Leu 


Gly 


Leu 


Ser 
375 


Lys 


Glu 


Arg 


Lys 


Pro 
380 


Ser 


Val 


His 


Val 


Met 


Asn 


Leu 


Pro 


Ala 


Lys 


Ala 


He 


Glu 


Phe 


Leu 


Ser 


Ala 


Phe 


385 










390 










395 










Trp 


Leu 


Leu 


Asp 


Gly 
405 


Gin 


Pro 


Met 


Pro 


Ala 
410 


Val 


Ser 


Ser 


Phe 


Pro 
415 



400 



<210> 1293 

<211> 113 

<212> PRT 

<213> Homo sapiens 



<400> 1293 

Met Val Arg Pro Leu Leu Leu Leu Asn Leu His Phe His Leu Pro Ser 

15 10 15 

Leu Val Ser Leu Ser Leu Ser Leu Leu Leu Ser Val Ser Leu Ser Leu 

20 25 30 

Val Asn Ala Val Arg Leu Leu Arg Ala Ser Phe Cys Ser Trp Leu He 

35 40 45 

Ala Lys Ser Leu He Thr Leu Trp Val Arg Pro Ser Gin He Gly Lys 

50 55 60 

Leu Lys Ala Leu Ala Ser Ser Thr Thr Ser Met Ala Trp Glu Gly Leu 
65 70 75 80 

Leu Asp Thr Phe Ala Leu Ser He Ser Ser Phe Ser Asn Ser Leu Leu 

85 90 95 

Gly lie Leu Leu Cys Phe Leu Lys Ser Pro Asn He Phe Gin Ala Ser 
100 105 110 112 



<210> 1294 
<211> 57 
<212> PRT 

<213> Homo sapiens 



<400> 1294 
Met Asp Phe Leu Met Leu Ala Val 

1 5 
Tyr Leu Phe He Leu Tyr Glu Ser 
20 

Phe Arg Arg Leu Gin He Tyr Leu 
35 40 
Pro Val Val Val He Pro Ala Val 
50 55 56 



Cys Ala His Arg Leu Cys Phe Leu 

10 15 
Lys Asn Lys Arg Glu Cys Glu Gin 

25 30 
Val Arg Leu Leu Ser Lys Arg Phe 
45 

* 
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<210> 1295 

<211> 68 

<212> PRT 

<213> Homo sapiens 





<400> 1295 






Met 


Phe 


Leu 


Ser 


Leu Cys 


Leu Leu 


l 








5 




Ser 


Lys 


He 


Leu 


Tyr Lys 


Pro Gly 








20 






He 


Pro 


Thr 


Ser 


Ser Ser Tyr Thr 






35 






40 


Thr Asp 


Pro 


lie 


Tyr Val 


Ser Gly 




50 








o 55 


Val 


Phe 


lie 


* 






65 




67 









Ser Ala Ala Leu Thr Lys He Ser 

10 15 
Thr Lys Val Thr Ser Leu Gin Phe 

25 30 
His Met Asn Cys Val Asn Gly Ser 
45 

Arg Arg Arg Met Cys Ser Ser Cys 
60 



<210> 1296 

<211> 66 

<212> PRT 

<213> Homo sapiens 



<400> 1296 

Met Trp Ser Ala His Pro Leu Ala Val Leu Ser Leu Lys Leu Thr Leu 

15 10 15 

Phe Ser Leu Thr Ser Asp Trp Leu Ser Ser Lys Asp Met Ala He Ser 

20 25 30 

Leu Ala Phe Lys He Ser Gin He Leu Cys Ser Val Leu Ser Ala Pro 

35 40 45 

Gly Lys Arg Leu He Ser Val Leu Trp Asn Thr Ser Ser Leu Lys Arg 

50 55 60 

Ser * 
65 



<210> 1297 

<211> 57 

<212> PRT 

<213> Homo sapiens 



<400> 1297 
Met Leu His Ser Gin Leu Leu Ala 

1 5 
Leu Pro Leu Ser He Gin Asp Trp 
20 

Leu Gin Tyr He Phe Asn Thr Leu 
35 40 
Thr Ser He Leu Ser Ser Lys His 
50 55 56 



Val Ser Phe Arg Leu He Val Thr 

10 15 
Asp Asp Ala Glu Asn Met Lys Gly 

25 30 
Trp Ser Val Ser Ser Pro Val He 
45 

* 



<210> 1298 
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<211> 235 
<212> PRT 

<213> Homo sapiens 



<400> 1298 



Met 


Arg 


Lys 


Thr 


Arg 


Leu 


Trp 


Gly 


Leu 


Leu 


Trp 


Met 


Leu 


Phe 


Val 


Ser 


1 








5 










10 










15 




Glu 


Leu 


Arg 


Ala 


Ala 


Thr 


Lys 


Leu 


Thr 


Glu 


Glu 


Lys 


Tyr 


Glu 


Leu 


Lys 








20 










25 










30 






Glu 


Gly 


Gin 


Thr 


Leu 


Asp 


Val 


Lys 


Cys 


Asp 


Tyr 


Thr 


Leu 


Glu 


Lys 


Phe 






35 










40 










45 








Ala 


Ser 


Ser 


Gin 


Lys 


Ala 


Trp 


Gin 


He 


He 


Arg 


Asp 


Gly 


Glu 


Met 


Pro 




50 










55 










60 










Lys 


Thr 


Leu 


Ala 


Cys 


Thr 


Glu 


Arg 


Pro 


Ser 


Lys 


Asn 


Ser 


His 


Pro 


Val 


65 










70 










75 










80 


Gin 


Val 


Gly 


Arg 


He 


He 


Leu 


Glu 


Asp 


Tyr 


His 


Asp 


His 


Gly 


Leu 


Leu 










85 










90 










95 




Arg 


Val 


Arg 


Met 


Val 


Asn 


Leu 


Gin 


Val 


Glu 


Asp 


Ser 


Gly 


Leu 


Tyr 


Gin 








100 










105 










110 






Cys 


Val 


lie 


Tyr 


Gin 


Pro 


Pro 


Lys 


Glu 


Pro 


His 


Met 


Leu 


Phe 


Asp 


Arg 






115 










120 










125 








lie 


Arg 


Leu 


Val 


Val 


Thr 


Lys 


Gly 


Phe 


Ser 


Gly 


Thr 


Pro 


Gly 


Ser 


Asn 




130 










135 










140 










Glu 


Asn 


Ser 


Thr 


Gin 


Asn 


Val 


Tyr 


Lys 


He 


Pro 


Pro 


Thr 


Thr 


Thr 


Lys 


145 










150 










155 










160 


Ala 


Leu 


Cys 


Pro 


Leu 


Tyr 


Thr 


Thr 


Pro 


Arg 


Thr 


Val 


Thr 


Gin 


Ala 


Pro 










165 










170 










175 




Pro 


Lys 


Ser 


Thr 


Ala 


Asp 


Val 


Ser 


Thr 


Pro 


Asp 


Ser 


Glu 


He 


Asn 


Leu 








180 










185 










190 






Thr 


Asn 


Val 


Thr 


Asp 


He 


He 


Arg 


Val 


Pro 


Val 


Phe 


Asn 


He 


Val 


He 






195 










200 










205 








Leu 


Leu 


Ala 


Gly 


Gly 


Phe 


Leu 


Ser 


Lys 


Ser 


Leu 


Val 


Phe 


Ser 


Val 


Leu 




210 










215 










220 










Phe 


Ala 


Val 


Thr 


Leu 


Arg 


Ser 


Phe 


Val 


Pro 


* 












225 










230 








234 
















<210> : 


L299 




























• <211> i 


54 




























<212> PRT 




























<213> Homo 


sapiens 
























<400> 1299 


























Met 


Arg Trp 


Lys 


Val 


Gin 


Val 


Asn 


Ser 


Leu 


Met 


Val 


Leu 


Pro 


Ser 


Leu 


1 








5 










10 










15 




Thr 


Val 


Cys 


Tyr 


Ser 


Thr 


His 


Leu 


Ser 


Thr 


Gly 


Cys 


Arg 


His 


He 


Lys 








20 










25 










30 






Val 


Asn 


Val 


Gin 


Val 


Leu 


Glu 


Asn 


He 


Gin 


Arg 


He 


Leu 


Asn 


Val 


Gin 






35 










40 










45 








Asn 


Ser 


Glu 


Lys 


Gin 


He 


Tyr 


Ala 


Glu 


Cys 


Val 


Val 


Gly 


Ala 


Phe 


* 




50 










55 










60 






63 





<210> 1300 
<211> 80 
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<212> PRT 

<213> Homo sapiens 



<400> 1300 
Met Ala Ser Arg Ser Asn Tyr Leu 

1 5 
Ala Leu Leu Ser Leu Phe Met Leu 
20 

Asn He lie Pro Thr Phe Pro Thr 
35 40 
Leu Leu Pro His Cys Pro Asp He 

50 55 
Ser His Leu Phe Ala Gin Gly Ala 
65 70 



Thr Glu Thr Leu Thr Pro Phe Pro 

10 15 
Tyr Leu Ser His Thr Gly Phe Asp 

25 30 
Lys Pro Ala Tyr Thr Leu His Arg 
45 

His He Ala Tyr Ser Leu He Ser 
60 

Ser Leu Ser Thr Arg Thr His * 
75 ~ 79 



<210> 1301 

<211> 87 

<212> PRT 

<213> Homo sapiens 



<400> 1301 



Met 


Arg 


Phe Arg 


Ala 


Glu 


Pro 


Lys 


Ser 


Arg 


Pro Leu 


Pro 


Ala 


Leu Cys 


l 








5 










10 








15 


His 


Val 


Leu 


He 
20 


Ala 


Cys 


He 


Val 


Phe 
25 


Arg 


Trp Ala 


Phe 


Ala 
30 


Gin Pro 


Leu 


Pro 


Ser 
35 


Ser 


Arg 


Ser 


Tyr 


Arg 
40 


Ser 


Ser 


Gly Glu 


Phe 
45 


Pro 


Arg Ser 


Pro 


Ser 
50 


Phe 


Lys 


Lys 


Thr 


Lys 
55 


Thr 


Pro 


Ser 


Trp Gly 
60 


Glu 


Arg 


Arg Val 


Leu 


Leu 


Tyr 


Ser 


Arg 


Met 


Leu 


Arg 


Ala 


Asn 


Leu Arg 


Met 


Trp 


Arg Glu 


65 










70 










75 






80 


Tyr 


Trp 


Ser 


Gin 


Lys 
85 


Ser 


He 
87 

















<210> 1302 

<211> 143 

<212> PRT 

<213> Homo sapiens 



<400> 1302 
Met Asp His Cys Gly Ala Leu Phe 

1 ^ 5 

Gin Asn Ala Thr Thr Glu Thr Trp 
20 

Asn Met Gin Val Ser Arg Gly Arg 
35 40 
Leu His Gin Leu Glu Gin Met Leu 

50 55 
Asn Leu Thr Leu Gin Thr Pro Thr 

65 70 
Ser Cys Asp Phe Ser Gly Leu Ser 
85 



Leu Cys Leu Cys Leu Leu Thr Leu 

10 15 
Glu Glu Leu Leu Ser Tyr Met Glu 

25 30 
Ser Ser Val Phe Ser Ser Arg Gin 
45 

Leu Asn Thr Ser Phe Pro Gly Tyr 
60 

He Gin Ser Leu Ala Phe Lys Leu 
75 80 
Leu Thr Ser Ala Thr Leu Lys Arg 
90 95 



747 



WO 01/54477 



PCT/US01/02687 



Val Pro Gin Ala Gly Gly Gin His 
100 

Phe Pro Ala Glu Leu Thr Arg Asp 
115 120 
Leu Arg Leu lie Cys lie Tyr Phe 
130 135 



Ala Arg Gly Gin His Ala Met Gin 
105 110 
Ala Cys Lys Thr Arg Pro Arg Glu 
125 

Ser Asn Thr His Phe Phe Lys 
140 143 



<210> 1303 

<211> 60 

<212> PRT 

<213> Homo sapiens 





<400> 1303 






Met 


lie Leu Leu 


Met 


Ser Ala Ala 


1 




5 




Thr 


Arg Gly Ser 


Phe 


Phe Ser Asp 




20 






Ala 


Lys Gly Leu 


Gin 


Gly Glu Gly 




35 




40 


Ala 


Asp Ser Gin 


Gly 


Ser Gly Ala 



50 55 



lie Phe Cys Ser Ala Glu Val Phe 

10 15 
Met Leu Thr Leu Asp Arg Val Lys 

25 30 
Ala Ala Ser Thr Cys Ala Leu Ala 
45 

Ser Gly Thr Lys 
60 



<210> 1304 

<211> 56 

<212> PRT 

<213> Homo sapiens 



<400> 1304 
Met Lys Met Met Phe He He Thr 

1 5 
Leu Phe Ser Pro Ser Asn Pro Gin 
20 

Ala Pro Leu Trp Phe Arg Thr Leu 
35 40 
Thr Trp Lys Gly Leu Ser Ser * 
50 55 



Asn Trp Leu Asn Tyr Tyr Phe Leu 

10 15 
He Gin Ser He Leu His Glu Val 

25 30 
Tyr Thr Leu Leu Arg Gly Cys Ser 
45 



<210> 1305 

<211> 63 

<212> PRT 

<213> Homo sapiens 



<400> 1305 

Met Asn He He Phe He Tyr Leu Ala Thr Ser Leu Ala Phe Leu He 

15 10 15 

He Asn Leu Ser Gin Leu Leu Phe Thr Glu Tyr Leu His Phe Arg Cys 

20 25 30 

Cys Ser Lys Cys Ser Thr Cys He Asn Leu Leu Ser His His Glu Trp 

35 40 45 

Glu Leu Leu Pro Ser Ser Tyr Arg Arg Gly Ser Arg Ser Pro * 
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50 55 60 62 



<210> 1306 
<211> 138 
<212> PRT 

<213> Homo sapiens 





<400> 1306 










Met 


Gin 


Asn 


Arg Thr Gly 


Leu He Leu Cys Ala 


Leu Ala 


Leu 


Leu Met 


1 






5 


10 






15 


Gly 


Phe 


Leu 


Met Val Cys 


Leu Gly Ala Phe Phe 


He Ser 


Trp 


Gly Ser 








20 


25 




30 




He 


Phe 


Asp 


Cys Gin Gly 


Ser Leu He Ala Ala Tyr Leu Leu 


Leu Pro 






35 




40 


45 






Leu 


Gly 


Phe 


Val He Leu 


Leu Ser Gly He Phe 


Trp Ser 


Asn 


Tyr Arg 




50 






55 


60 






Gin 


Val 


Thr 


Glu Ser Lys 


Gly Val Leu Arg His Met Leu Arg 


Gin His 


65 






70 


75 






80 


Leu 


Ala 


His 


Gly Ala Leu 


Pro Val Ala Thr Val 


Asp Arg 


Pro 


Asp Phe 








85 


90 






95 


Tyr 


Pro 


Pro 


Ala Tyr Glu 


Glu Ser Leu Glu Val 


Glu Lys 


Gin 


Ser Cys 








100 


105 




110 




Pro 


Ala 


Glu 


Arg Glu Ala 


Pro Arg His Ser Ser 


Thr Ser 


He 


Tyr Arg 






115 




120 


125 






Asp 


Gly 


Pro 


Gly He Pro 


Gly Trp Lys * 










130 






135 137 









<210> 1307 

<211> 64 

<212> PRT 

<213> Homo sapiens 



<400> 1307 



Met 


Met Ala 


He 


Lys 


Pro 


Thr 


He 


Leu Val Thr Gin Gly Leu 


He Leu 


1 






5 








10 








15 


Cys 


Trp Lys 


Cys 


His 


Lys 


Met 


He 


Cys Ser Tyr 


Phe 


Asn 


Leu 


Gin Leu 






20 










25 






30 




Glu 


Arg His 


Phe 


Leu 


Glu 


Thr 


He Gin Ser Asp 


Ser 


Phe 


Met 


Glu Lys 




35 










40 






45 






Leu 


Thr Leu Thr Asp Leu 


Thr 


He 


Tyr Arg He 


His 


Val 


Ala 


Thr His 




50 








55 






60 






64 



<210> 1308 

<211> 65 

<212> PRT 

<213> Homo sapiens 



<400> 1308 
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Met Pro Cys Ser Gly Ser Ser Val 

1 5 
Phe His Asn Val Thr Phe Phe lie 
20 

Leu lie Asn Val Leu Glu Arg Pro 
35 40 
Gly Glu Glu Tyr Arg Gly Ser Glu 
50 55 



Gin Thr Phe Arg Pro Leu Leu He 

10 15 
Leu Pro Val Lys Cys Phe Asn Ala 

25 30 
Phe Trp Gin Leu Leu Gly Glu He 
45 

Asp Trp Leu Gly Gly Ser Phe Arg 
60 64 



<210> 1309 

<211> 75 

<212> PRT 

<213> Homo sapiens 





<400> 1309 






Met 


Arg He Trp 


His 


Arg Trp Leu 


1 




5 




Pro 


Gly Leu Gin 


Thr 


Ala Thr Phe 




20 






Ser 


Glu Leu Trp 


His 


Leu Leu Cys 




35 




40 


Pro 


Pro Arg Trp 


Lys 


Ala Arg Gly 




50 




55 


Gly 


Phe Arg Val 


Gly 


Arg Asn Phe 


65 






70 



Leu Val Arg He Leu Phe Pro Ala 

10 15 
Ser Val Cys Phe His Val Ala Glu 

25 30 
Phe Phe Phe Phe Leu Ala Leu Leu 
45 

Pro He Trp Val His Gly Thr Leu 
60 

Leu Ala * 
74 



<210> 1310 

<211> 46 

<212> PRT 

<213> Homo sapiens 



<400> 1310 
Met Lys Leu Gly Asp Val Phe Val 

1 5 
Glu He Leu Leu Ala Pro Leu Val 
20 

Gly Val Glu Ala Leu Glu Glu Val 
35 40 



Lys Leu Leu Val Ser Leu Ala Gly 

10 15 
Ser Ala Ser Gly Met Gly Pro Ala 

25 30 
Ser Ala Leu Ser Val * 
45 



<210> 1311 

<211> 105 

<212> PRT 

<213> Homo sapiens 



<400> 1311 

Met Tyr Trp Val Thr Val He Thr Leu He Tyr Gly Tyr Tyr Ala Trp 

15 10 15 

Val Gly Phe Trp Pro Glu Ser He Pro Tyr Gin Asn Leu Gly Pro Leu 
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25 




30 


Gly Pro Leu 


Thr 


Gin 


Tyr Leu Met Asp His His His 


Thr 


Leu Leu Cys 


35 






40 


45 


Asn Gly Tyr 


Trp 


Leu 


Ala Trp Leu lie His Val Gly 


Glu 


Ser Leu His 


50 






55 60 






Ala lie Leu 


Leu 


Gly 


Glu Arg Lys Gly lie Thr Ser 


Gly Arg Ser Gin 


65 






70 75 




80 


Leu Leu Trp 


Leu 


Leu 


Gin Thr Leu Phe Phe Gly lie 


Thr 


Thr Leu Thr 






85 


90 




95 


lie Phe Asp 


Ala 


Tyr 


Lys Arg Lys Arg 








100 




105 







<210> 1312 

<211> 114 

<212> PRT 

<213> Homo sapiens 





<400> 1312 






Met 


Lys 


Gly 


Lys 


Trp 


Cys Cys Ser 


1 








5 




Gin 


Thr 


Ala 


Leu 


Val 


Cys Pro Leu 








20 






Pro 


Gin 


Cys 


Pro 


Leu 


Leu Trp Leu 






35 






40 


Ala Arg Cys 


He 


Thr 


Asp Asp Cys 




50 








55 


Ser 


Leu 


Ala 


Ser 


Cys 


Phe Phe Pro 


65 










70 


His 


Leu 


Ser 


Met 


Gly 


Tyr Ser Trp 










85 




Arg 


Leu 


Leu 


Pro 


Thr 


Lys Gly Val 



100 



Ala * 
113 



Leu Leu Cys Gin Ser Pro Gin Val 

10 15 
Ser Leu Ser Leu Gly Pro Pro Gly 

25 30 
Gly Gin Glu Asp Leu Pro Asp He 
45 

Ser Gin Leu Pro Gin Ala Pro Ala 
60 

Gin Ser Cys Leu Leu He Ser He 
75 80 
Thr Leu Gly Leu Gly Val Gly He 

90 95 
Lys Val Thr His Phe Pro Tyr His 
105 no 



<210> 1313 
<211> 88 
<212> PRT 

<213> Homo sapiens 



<400> 1313 
Met Ser Ser Ser Gly Gin Leu Gly 

1 5 
Trp Arg Arg Trp Cys Trp Trp Leu 
20 

Arg Arg Arg Arg Pro Ser Thr Pro 
35 40 
Val Asn His Lys Met Asp Pro Val 

50 55 
Lys Val Val Phe Pro Asp Glu Gly 

65 70 
His Trp Gly Tyr Met Val Cys * 
85 87 



His Pro Pro Arg Ala Pro His Ser 

10 15 
Phe Met Leu Ala Thr Ser Leu Ser 

25 30 
Leu He His Tyr Arg Val Phe Thr 
45 

Thr Arg Thr Phe Thr Leu Asp He 
60 

Trp Gly Val Val Val Asp Pro Gly 
75 80 
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<210> 1314 

<211> 65 

<212> PRT 

<213> Homo sapiens 



<400> 1314 
Met Gly Gly Arg Leu Trp lie Phe 

1 5 
Leu Ser Thr Val Val Ser Ser Arg 
20 

Pro Gly Met Cys Met Ser Val Cys 
35 40 
Asn Phe Ser Glu Thr Asp Val Trp 
50 55 

* 



Leu Gin Leu Cys Gin Ser Leu Gly 

10 15 
Pro Val Ala Cys Leu Glu Ser Val 

25 30 
Met Pro Leu Asn Tyr Arg Gly Ser 
45 

Met Asp Leu Ser Arg Ala His Leu 
60 64 



<210> 1315 

<211> 71 

<212> PRT 

<213> Homo sapiens 



<400> 1315 










Met Leu lie Pro 


He 


Pro 


Val 


His 


1 


5 








Gly Asp Gly Thr 


Met 


Arg 


Leu 


Leu 


20 










Cys Leu Asn Gin 


Glu 


Phe 


Ala 


Pro 


35 








40 


Trp Gly Ser Cys 


Val 


Gly Asp Gin 


50 






55 




Arg Gin Thr Ser 


Gly 


Val 


* 





65 70 



He Phe Pro Leu Ser Ser Leu Leu 

10 15 
Pro Asp He Ser Ser Asp Trp Leu 

25 30 
Val Gin Ser Ala He Ala Met Glu 
45 

Asp Asp Thr His Trp He Cys Leu 
60 



<210> 1316 

<211> 114 

<212> PRT 

<213> Homo sapiens 



<400> 1316 






Met Ala 


Thr 


Pro 


Ser 


Ser Pro Trp 


1 






5 




Leu Phe 


Ser 


Ser 


Gly 


Leu Ser Trp 






20 






Leu Gin 


Ser 


Leu 


Thr 


Gly Phe Leu 




35 






40 


Arg Ala 


Phe 


Leu 


Ser 


Leu Gin Ser 


50 








55 


Gly Ser 


Gin 


Ala 


Gin 


Gly Phe Thr 



Trp Ala His Ser Gly Leu Pro Pro 

10 15 
Arg Leu Val Pro Leu Phe Trp Cys 

25 30 
Gly Pro Cys Leu Pro Arg Thr Thr 
45 

Trp Asp Leu Pro Gly Thr Arg Pro 
60 

Ala Cys Asn Ala Ala Asn Thr Pro 



752 



WO 01/54477 



PCT/US01/02687 



65 70 
Gly Leu Ala Ala Leu Pro Gly Ser 
85 

Ser Leu Leu Leu Pro Val Pro Glu 
100 

Ser * 
113 



75 80 
Gly Ala Phe Ser Val He Pro Val 

90 95 
Gly Leu Gly Arg Thr Tyr Leu Tyr 
105 110 



<210> 1317 
<211> 91 
<212> PRT 

<213> Homo sapiens 



<400> 1317 

Met Met Val Trp Asn Leu Phe Pro Cys Phe Pro Pro Leu Leu Leu Leu 

15 10 15 

Gin Phe He Asp Cys Gin Gin Ser Ser Glu He Glu Glri Gly Phe Thr 

20 25 30 

Arg Ser Leu Leu Gly His Pro He Phe Phe Cys Pro Asp Pro Cys Trp 

35 40 45 

Gin Ser Cys Met Asn Cys Val He Leu Leu Ser Ala Phe Phe Phe Leu 

50 55 60 

Phe Asp Lys Met Asp He Lys Asn Ser Cys Cys Ala Lys Val Ser Ser 
65 70 75 80 

Leu Leu Gin Glu Glu Asn Gin Phe Phe Phe * 
85 90 



<210> 1318 

<211> 65 

<212> PRT 

<213> Homo sapiens 



<400> 1318 
Met Leu Pro Leu He Ser Ser He 

1 5 
Phe Ser Val Trp Gly Trp Gly Phe 
20 

Ser Cys Cys Pro Gly Trp Ser Ala 
35 40 
Thr Ser Thr Ser Arg Val Gin Ala 
50 55 



Lys He Leu Lys Leu Leu Tyr Tyr 

10 15 
Phe Phe Phe Glu Thr Glu Phe Arg 

25 30 
Met Val Arg Ser Gin Leu Thr Ala 
45 

He Leu Leu Pro Gin Pro Pro Glu 
60 64 



<210> 1319 
<211> 46 
<212> PRT 

<213> Homo sapiens 



<400> 1319 
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Met Val Thr Leu 
1 

Leu His Leu Ser 
20 

Ala Cys Phe Tyr 
35 



Leu lie Ala Lys 
5 

Asp Tyr Val Leu 

Ser Pro Cys Ser 
40 



Gin Phe Trp lie 
10 

Glu Leu Ser Arg 

25 

Gin Pro lie Glu 



Phe Thr Val Asp 
15 

Tyr Leu lie Asn 

30 
Lys * 
45 



<210> 1320 

<211> 47 

<212> PRT 

<213> Homo sapiens 



<400> 1320 

Met Pro Ala Leu Leu Val Leu Lys Val Val Lys Val Leu Leu Pro Met 

15 10 15 

Val Leu Thr Gly Leu Gly Val Glu Glu Leu Lys Glu Met Val Leu Leu 

20 25 30 

Leu Pro Val Pro Cys Ala Ala lie He Gly Ser Phe Lys Leu * 
35 40 45 46 



<210> 1321 

<211> 55 

<212> PRT 

<213> Homo sapiens 



<400> 1321 
Met He Cys Phe Cys Leu Pro Val 

1 5 
Pro Met Leu Ala Thr Leu Ala Phe 
20 

His Cys Leu Arg Asp Phe He Leu 
35 40 
Phe Leu Arg Tyr Gin His * 
50 54 



Cys Pro Lys Thr His Leu Ala His 

10 15 
Val Ser Leu Leu Glu Tyr Ala Lys 

25 30 
Val Ser Phe Leu Leu Gly Met Leu 
45 



<210> 1322 
<211> 301 
<212> PRT 

<213> Homo sapiens 



<400> 1322 
Met Lys He Ala Phe Gly Asn Leu 

1 5 
Pro Pro Trp Thr Leu Leu His Leu 
20 

Leu Ala Val Phe Gly Leu Val Met 
35 40 
Glu Ser Leu Tyr Lys Asn Leu Arg 

50 55 
Thr Thr Val Lys Phe Leu Leu Gin 



Trp Met Glu He Leu Tyr Leu Lys 

10 15 
Leu Gin Cys Phe Lys Lys His Trp 

25 30 
Glu Lys Asn Leu Leu Leu Thr He 
45 

Lys Ala Asn Lys Ala Val Asp Phe 
60 

Asp Ser Arg Ser Leu Leu His Ala 



754 



WO 01/54477 



PCT/US01/02687 



65 70 75 80 





OcJL XXIX, rtiy 


Ser 


Asn 


Tyr 


Asp 


ijiy 


lie 


Leu 


Pro 


bin 


inr 


i*ne 


Ala 






ob 




















95 




cn n 


Tfa 1 7\ art Ban 
val ±\£>lx r\£511 


Leu 


Leu 




inr 


T3V1 /-V 

jyne 


Aid 


blU 


vai. 


Lys 


inr 


iiys 


T mi 

Leu 




1UU 










10b 










110 






iiya 


irXvJ OCX 


Ser 


olU 


Asn 


inr 


vai 


inr 


Lys 


Lys 


tain 


bill 


biy 


inr 












ion 
±z u 










l^ib 








Ser 


jjcu j-iys /isn 


Ser 


His 


Asn 


m t-i 
bin 


vjIU 


lie 


inr 


vai 


File 


Ser 


Ser 


Ser 




1 jU 






J- Jo 










140 










nib 


JjcU rlO k7J.Il 


Pro 


Ser 


Arg 


XllS 


po -r-i 
urin 


blU 


lie 


Trp 


Ser 


lie 


Leu 


Glu 


1^ b 






150 










155 










160 


Ser 


Val Ttt^ Tlo 

val 1 xp ne 


Thr 


He 


Tyr 


oin 


Asn 


Ser 


rpV-> v- 

inr 


Asp 


vai 


Pne 


Gin 


Arg 






165 










170 










175 




Leu 


GXy Ser Asn. 


Ser 


Ala 


Leu 


inr 


inr 


Ser 


Asn 


lie 


A_La 


Ser 


Tit, ~ 

Pne 


Glu 




180 










185 










190 






GlU 


AJLa Pne He 


Cys 


Leu 


Gin 


Lys 


Leu 


Met 


Ala 


Ala 


Val 


Arg 


Asp 


He 




195 








200 










205 








Leu 


giu GXy lie 


Gin Arg 


lie 


Leu 


Ala 


Pro 


Asn 


Ser 


Asn 


Tyr 


Gin 


Asp 




210 






215 










220 










Val 


Glu Thr Leu 


Tyr Asn 


Phe 


Leu 


He 


Lys 


Tyr 


Glu 


Val 


Asn 


Lys 


Asn 


225 






230 










235 










240 


Val 


Lys Phe Thr 


Ala 


Gin 


Glu 


He 


Tyr 


Asp 


Cys 


Val 


Ser 


Gin 


Thr 


Glu 






245 










250 










255 




Tyr 


Arg Glu Lys 


Leu 


Thr 


He 


Gly 


Cys 


Arg 


Gin 


Leu 


Val 


Glu 


Met 


Glu 




260 










265 










270 






Tyr 


Thr Met Gin 


Gin Cys 


Asn 


Ala 


Ser 


Val 


Tyr 


Met 


Glu 


Ala 


Lys 


Asn 




275 








280 










285 








Arg 


Gly Trp Cys 


Glu Asp 


Met 


Leu 


Asn 


Tyr 


Arg 


He 


* 










290 






295 










300 












<210> 1323 




























<211> 85 




























<212> PRT 




























<2l3> Homo 


sapiens 
























<400> 1323 




























Thr Glu His 


Leu 


Ala 


Gin 


Gin 


Ser 


Glu 


Pne 


AJLa 


Ala 


Thr 


Leu 


Leu 


1 




5 










10 










15 




Leu 


Leu Trp Ala 


Pro 


Leu 


Lys 


Thr 


Gly 


Arg 


Leu 


Thr 


Asn 


Ser 


Phe 


Val 




20 










25 










30 






Asn 


Gly Pro Gly 


Gin 


His 


Gly 


Lys 


Met 


Cys 


Cys 


He 


Leu 


Pro 


Pro 


Lys 




35 








40 










45 








Thr 


Pro Val Ser 


Thr 


Lys 


Asn 


Ala 


Lys 


He 


Gly 


Arg 


Ala 


Trp 


Trp 


Cys 




50 






55 










60 










Thr 


Ser Val lie 


Pro 


Ala 


Thr 


Trp 


Glu 


Ala 


Asp 


Thr 


Gly 


Glu 


Ser 


Leu 


65 






70 










75 










80 


Glu 


Pro Gly Arg 


* 

























84 



<210> 1324 

<211> 46 

<212> PRT 

<213> Homo sapiens 
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<400> 1324 
Met Leu His His Ser Gin Leu He 

1 5 
Phe His His Val Ala Leu Ser Gly 
20 

Leu Pro Thr Leu Asp Pro Lys Val 
35 40 



Phe Val Phe Leu Val Gin Thr Gly 

10 15 
Phe Lys Leu Leu Ala Ser Ser Asn 

25 30 
Leu Gly Leu Gin Val * 
45 



<210> 1325 

<211> 87 

<212> PRT 

<213> Homo sapiens 



<400> 1325 

Met Gly Leu Ser Lys Ala Phe Leu He Thr Arg Thr Val Phe Leu He 

15 10 15 

Ser Ser Leu Ser Phe Tyr Ser Phe Leu Gly Phe Pro Ser Leu Cys Phe 

20 25 30 

Thr Gly Ser Cys Met Leu Ser Thr Leu Phe He Arg Ala Leu Ser He 

35 40 45 

Leu Val He He Val Leu Asn Ser Arg Ser Asp Lys Ser Asn Thr Pro 

50 55 60 

Ala He Ser Glu Ser Gly Ser Asp Ala Cys Ser Phe Ser Ser Asn Phe 
65 70 75 80 

Val Phe Cys Leu Leu Val * 
85 86 



<210> 1326 
<211> 69 • 
<212> PRT 

<213> Homo sapiens 



<400> 1326 

Met Ser Leu Phe Leu Phe Phe Leu Met Phe Gin Val Leu Ser Glu Val 

1 5 10 15 

Ser Trp Gly Gly Val Gly Ser Val Ser Asn Gin Gly Leu Glu His His 

20 25 30 

Glu He Val Thr Pro Asp Leu Gin Ser Leu Ala Gly Gly Trp Thr Gly 

35 40 45 

Gly Arg Glu Arg Gly Phe Leu Phe Thr Phe Asn He Phe Leu Gin Lys 

50 55 60 

Lys Gin Thr He * 
65 68 



<210> 1327 

<211> 103 

<212> PRT 

<213> Homo sapiens 

<22l> misc feature 
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<222> (1) . . . (103) 

<223> Xaa = any amino acid or nothing 
<400> 1327 



Met 


Val Gly Phe Gly Thr 


Asn Arg Arg Ala 


Gly Arg Leu Pro Ser Leu 


1 


5 






10 




15 


Val 


Leu Val Val Leu Leu 


Val Val 


lie 


Val 


Val 


Leu Ala Phe Asn Tyr 








25 






30 


Trp 


oer ±j.e oer oer ATy 


His Val 


Leu 


Leu 


Glu 


Glu Glu Val Ala Glu 






40 








45 


Leu 


Gin Gly Arg Val Gin 


Arg Ala Glu Val 


Ala Leu Trp Arg Val Gly 






55 








60 


Gly 


Arg Asn Cys Asp Leu 


Leu Leu 


Val 


Val 


Gly Thr Arg Ser Arg Arg 


65 


70 








75 


80 


lie 


vaxu \jJLu Arg biy Ala 


Asp Tyr 


Ser Arg 


Leu Ser Arg Arg Leu Gin 




85 






90 




95 


Add. 


jjys UrJ.u vjriy Lieu vai 


Asn 












100 


103 












<210> 1328 














<211> 52 














<212> PRT 














<213> Homo sapiens 














<400> 1328 












Met 


Arg Ala Arg Pro Ala 


Cys Thr Ala 


Thr 


Phe 


Pro Ser Phe His Leu 


1 


5 






10 




15 


Ala 


Leu Asp Ser Ser Tyr 


Leu Pro 


Cys 


Cys 


Lys 


Gly Lys Ala Thr Phe 




20 




25 






30 


lie 


Pro Lys Ser Arg lie 


Tyr Leu 


Gin 


Glu 


Ala 


Lys Gly Ser Gly Glu 




35 


40 








45 


Pro 


Lieu Gly * 














50 51 














<210> 1329 














<4JlX> Z\) l ± 














<Z±Z> PRT 














<213> Homo sapiens 














<400> 1329 












Met 


Cys Thr Arg Asn Leu 


Ala Leu 


Leu 


Phe 


Ala 


Pro Ser Val Phe Gin 


1 


5 






10 




15 


Thr 


Asp Gly Arg Gly Glu 


His Glu 


Val 


Arg 


Val 


Leu Gin Glu Leu He 




20 




25 






30 


Asp 


Gly Tyr lie Ser Val 


Phe Asp 


He 


Asp 


Ser 


Asp Gin Val Ala Gin 




35 


40 








45 


lie 


Asp Leu Glu Val Ser 


Leu lie 


Thr 


Thr 


Trp 


Lys Asp Val Gin Leu 




50 


55 








60 


Ser 


Gin Ala Gly Asp Leu 


lie Met 


Glu 


Val 


Tyr 


He Glu Gin Gin Leu 


65 


70 








75 


80 


Pro 


Asp Asn Cys Val Thr 


Leu Lys Val 


Ser 


Pro 


Thr Leu Thr Ala Glu 




85 






90 




95 
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Glu Leu Thr Asn Gin Val Leu Glu Met Arg Gly Thr Ala Ala Gly Met 

100 105 110 

Asp Leu Trp Val Thr Phe Glu lie Arg Glu His Gly Glu Leu Glu Arg 

115 120 125 

Pro Leu His Pro Lys Glu Lys Val Leu Glu Gin Ala Leu Gin Trp Cys 

130 135 140 

Gin Leu Pro Glu Pro Cys Ser Ala Ser Leu Leu Leu Lys Lys Val Pro 
145 150 155 160 

Leu Ala Gin Ala Gly Cys Leu Phe Thr Gly lie Arg Arg Glu Ser Pro 

165 170 175 

Arg Val Gly Leu Phe Ala Val Phe Val Arg Ser His Leu Ala Cys Trp 

180 185 190 

Gly Ser Arg Phe Gin Glu Arg Phe Phe Leu Val Ala 
195 200 204 



<210> 1330 

<211> 199 

<212> PRT 

<213> Homo sapiens 



<400> 1330 



Met 


Pro 


Val 


Pro 


Ala 


Leu 


Cys 


Leu Leu 


Trp Ala Leu 


Ala Met 


Val 


Thr 


1 








5 








10 




15 




Arg 


Pro 


Ala 


Ser 


Ala 


Ala 


Pro 


Met Gly 


Gly Pro Glu 


Leu Ala 


Gin 


His 








20 








25 




30 






Glu 


Glu 


Leu 


Thr 


Leu 


Leu 


Phe 


His Gly 


Thr Leu Gin 


Leu Gly 


Gin 


Ala 






35 










40 




45 






Leu 


Asn 


Gly 


Val 


Tyr 


Arg 


Thr 


Thr Glu 


Gly Arg Leu 


Thr Lys 


Ala 


Arg 




50 










55 




60 








Asn 


Ser 


Leu 


Gly 


Leu 


Tyr 


Gly 


Arg Thr 


He Glu Leu 


Leu Gly 


Gin 


Glu 


65 










70 






75 






80 


Val 


Ser 


Arg 


Gly 


Arg 


Asp 


Ala 


Ala Gin 


Glu Leu Arg 


Ala Ser 


Leu 


Leu 










85 








90 




95 




Glu 


Thr 


Gin 


Met 


Glu 


Glu 


Asp 


He Leu 


Gin Leu Gin 


Ala Glu 


Ala 


Thr 








100 








105 




110 






Ala 


Glu 


Val 


Leu 


Gly 


Glu 


Val 


Ala Gin 


Ala Gin Lys 


Val Leu 


Arg 


Asp 






115 










120 




125 






Ser 


Val 


Gin 


Arg 


Leu 


Glu 


Val 


Gin Leu 


Arg Ser Ala 


Trp Leu 


Gly 


Pro 




130 










135 




140 








Ala 


Tyr 


Arg 


Glu 


Phe 


Glu 


Val 


Leu Lys 


Ala His Ala 


Asp Lys 


Gin 


Ser 


145 










150 






155 






160 


His 


He 


Leu 


Trp 


Ala 


Leu 


Thr 


Gly His 


Val Gin Arg 


Gin Arg 


Arg 


Glu 










165 








170 




175 




Met 


Val 


Ala 


Gin 


Gin 


His 


Arg 


Leu Arg 


Gin He Gin 


Glu Arg 


Leu 


His 








180 








185 




190 






Thr 


Ala 


Ala 


Leu 


Pro 


Ala 


* 













195 198 



<210> 1331 

<211> 81 

<212> PRT 

<213> Homo sapiens 
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<400> 1331 










Met 


Ala Arg 


Pro 


Ser 


Ala 


Phe 


Pro He Gly Val Cys Leu Thr Leu Pro 


1 






5 






10 15 


Met 


Ala Trp 


He 


Ser 


Pro 


Gly 


Leu Ala Val Pro Ser Cys Pro Gin Tyr 






20 








25 30 


lie 


Leu Gin 


Ala 


Gin 


Gly 


Cys 


He Leu Asp Met Lys Thr Arg Gly Ser 




35 










40 45 


His 


Gly Glu 


Ser 


Ala 


Val 


Pro 


Gly Ala His Gly Ser Arg Pro Phe His 




50 








55 


60 


Pro 


Leu Ala 


Glu 


Pro 


Asn 


Pro 


Pro Arg Gin Lys Leu Thr Pro Cys Thr 


65 
* 








70 




75 80 



<210> 1332 

<211> 73 

<212> PRT 

<213> Homo sapiens 



<221> misc_feature 
<222> (1) . . . (73) 

<223> Xaa = any amino acid or nothing 





<400> 1332 












Met 


Thr He He 


Leu 


Gin 


He Glu Thr 


Val 


He Phe Leu Leu Tyr Leu 


1 




5 






10 


15 


Ala 


Pro Asp Thr 


Val 


Arg 


Pro Leu Thr 


He 


He Thr Gly Met Ala Gly 




20 






25 




30 


He 


Val Lys Gin 


Gin 


He Asp Ser His 


He 


Thr Asp Pro Asp Gin Gin 




35 






40 




45 


Asn 


Asn Gly Leu 


Ser 


Leu 


Ser Gly Pro 


Pro 


Pro Ala Pro Asp Pro Leu 




50 






55 




60 


Asp 


Xaa Leu Val 


Pro 


Thr 


Leu Trp Gly 






65 






70 


73 







<210> 1333 
<211> 52 
<212> PRT 

<213> Homo sapiens 



<400> 1333 

Met Leu Val Tyr He Leu Trp Asn Met Tyr Phe Asn Val Cys He Val 

1 5 10 15 

Pro Gly Val He Lys Ser Lys Thr Gly Thr Gin Asp Leu Ser Gly Leu 

20 25 30 

Trp Pro Leu Gly Thr Phe Pro Leu He Thr Phe Leu Pro Thr Trp Leu 

35 40 45 

Ser Tyr Gly * 
50 51 



<210> 1334 
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<211> 65 

<212> PRT 

<213> Homo sapiens 



<400> 1334 
Met lie Leu Phe Gin Leu Pro Ser 

1 5 
Leu Phe Leu Phe Glu Phe Phe Leu 
20 

Pro Gly Asp Lys Thr Phe Val Ser 
35 40 
Asp Leu Ser Phe Leu Leu Phe Cys 
50 55 



Asn Val Phe Val Leu Leu Met Phe 

10 15 
Thr Leu Val Pro Met Trp Ala Phe 

25 30 
Pro Ala Ser Ser Leu Ser Phe Leu 
45 

Asn Ser Val Ser He Gly Lys Gin 
60 64 



<210> 1335 

<211> 112 

<212> PRT 

<213> Homo sapiens 



<400> 1335 

Met Leu His Pro Glu Thr Ser Pro Gly Arg Gly His Leu Leu Ala Val 

15 10 15 

Leu Leu Ala Leu Leu Gly Thr Ala Trp Ala Glu Val Trp Pro Pro Gin 

20 25 30 

Leu Gin Glu Gin Ala Pro Met Ala Gly Ala Leu Asn Arg Lys Glu Ser 

35 40 45 

Phe Leu Leu Leu Ser Leu His Asn Arg Leu Arg Ser Trp Val Gin Pro 

50 55 60 

Pro Ala Ala Asp Met Arg Arg Leu Asp Trp Ser Asp Ser Leu Ala Gin 
65 70 75 80 

Leu Ala Gin Ala Arg Ala Ala Leu Cys Gly He Pro Thr Pro Ser Leu 

85 90 95 

Ala Ser Gly Leu Trp Arg Thr Leu Gin Val Gly Trp Asn Met Gin Leu 
100 105 110 112 



<210> 1336 

<211> 105 

<212> PRT 

<213> Homo sapiens 





<400> 1336 






Met 


Thr Gly Asn 


Leu Cys Phe 


Phe 


1 




5 




Ser 


Glu He Leu 


Met He Tyr Leu 




20 






Gly 


Lys His Leu 


Asn Val Ser 


Phe 




35 




40 


Tyr 


Leu Gly Ser 


Leu Gly Phe 


Glu 



Ser He Lys Gly Tyr Leu Leu Thr 

10 15 
Thr Leu Glu Phe Cys He Leu Arg 

25 30 
Lys Ala Gly Asp Thr Phe He Leu 
45 

Glu Glu Gly Gly Pro Glu He Leu 
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50 55 60 

Lys Asp Cys Met Gly Gly Leu Ser Ser Pro Pro Leu Trp Lys Ala Glu 
65 70 75 80 

Ala Gly Cys He He Trp Gly Leu Gly Val Trp Asp His Pro Trp Ala 

85 90 95 

Thr Thr Arg His Pro Leu Leu Cys * 
100 104 



<210> 1337 

<211> 57 

<212> PRT 

<213> Homo sapiens 



<400> 1337 

Met Tyr Val Leu Ser Ser Ala His 

1 5 

Ser Ser Leu Glu Val Tyr Leu He 
20 

Val Leu Asn Cys Tyr Pro Pro Glu 

35 40 

Gin He Leu Leu Leu Leu Leu Gin 

50 55 56 



Leu Cys Phe Leu Cys Leu Gin Cys 

10 15 
Ser Ser Leu Thr Ser Phe Arg Ser 

25 30 
Arg Ser Ser Leu Thr He Gin Tyr 
45 

* 



<210> 1338 

<211> 59 

<212> PRT 

<213> Homo sapiens 





<400> 1338 




















Met 


Arg He He 


Ser 


Leu 


Thr Leu 


Met 


Leu 


Leu 


Glu 


Leu 


Phe Asp Ser 


1 




5 








10 








15 


Glu 


Asp Pro Arg 


Gin 


Arg 


Glu Tyr 


Leu 


Lys 


Asn 


He 


Leu 


His Arg Leu 




20 








25 










30 


Tyr 


Gly Arg Met 


Leu 


Gly 


Leu Arg 


Pro 


Tyr 


He 


His 


Lys 


Gin Ser Lys 




35 






40 










45 




His 


He Phe Leu 


Arg 


Met 


He Tyr 


Glu 


Phe 


* 









50 55 58 



<210> 1339 
<211> 50 
<212> PRT 

<213> Homo sapiens 



<400> 1339 
Met He Lys Leu Ala He Trp Ser 

1 5 
He Leu Phe Cys He Glu Thr Arg 
20 

Gin Tyr Thr Glu Ser Thr He Phe 
35 40 



He He He Gly Leu Arg Leu Thr 

10 15 
Glu Ser Asp He Cys Lys He Leu 

25 30 
Trp Arg Phe Phe Pro Val Tyr Arg 
45 
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Tyr * 
49 



<210> 1340 
<211> 81 
<212> PRT 

<213> Homo sapiens 





<400> 1340 








Met 


Pro Leu Ala 


Cys 


Thr Gly Leu Asn Thr 


Gin Arg Phe Ser Tyr Leu 


l 




5 


10 


15 


Arg 


Asp Leu Phe 


Leu 


Pro Trp Gly Leu Cys 


He Leu Tyr Ser He Leu 




20 




25 


30 


Ser 


Ala lie Phe 


Pro 


Asp Leu Ser Ser Ser 


Ala Lys Leu Pro Ser Leu 




35 




40 


45 


His 


He Ala Phe 


Phe 


Thr Leu Phe Lys Val 


Thr Lys Gly Thr Ser Pro 




50 




55 


60 


Lys 


Ala Thr Asp 


Val 


Pro Val Ala Cys Phe 


He Asn His Asn Arg Thr 


65 
* 






70 


75 80 



<210> 1341 
<211> 60 
<212> PRT 

<213> Homo sapiens 



<400> 1341 
Met Phe Glu He His Arg Ala His 

1 5 
Gin Leu Thr Thr Ser Leu Lys Arg 
20 

Ser Pro Ala Ser Trp Phe Ser Pro 
35 40 
Asn Thr He Leu Leu Pro Phe Lys 
50 55 



Gly Val Phe Leu Leu Leu Ser He 

10 15 
Lys Ser Gly Glu Gly Asp Arg Glu 

25 . 30 
Phe Ser Gin Met Phe Phe Leu He 
45 

He Pro He * 
59 



<210> 1342 

<211> 49 

<212> PRT 

<213> Homo sapiens 



<400> 1342 

Met Leu Ser Leu Phe He Phe Leu Arg Phe Leu Pro Leu Gly Phe Cys 

15 10 15 

Trp Lys Glu Leu His Pro Glu Ala Glu Gin Ser Glu Lys Val Asp Phe 

20 25 30 

Arg Lys Pro Trp Tyr Leu Thr Gly His Ala Ala Ser Leu Gly Ala Asp 
35 40 45 48 

* 
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<210> 1343 
<211> 70 
<212> PRT 

<213> Homo sapiens 



<400> 1343 

Met Arg Leu Ala Val Ser Cys lie Thr Ser Phe Leu Met Leu Ser Leu 

1 5 10 15 

Leu Leu Phe Met Ala His Arg Leu Arg Gin Arg Arg Arg Glu Arg lie 

20 25 30 

Glu Ser Leu lie Gly Ala Asn Leu His His Phe Asn Leu Gly Arg Arg 

35 40 45 

lie Pro Gly Phe Asp Tyr Gly Pro Asp Gly Phe Gly Thr Gly Leu Thr 

50 55 60 

Pro Leu Ala. Phe Phe * 
65 69 



<210> 1344 
<211> 99 
<212> PRT 

<213> Homo sapiens 



<400> 1344 

Met Phe Leu Ser Leu Ser Leu Thr Leu Cys Leu Cys Phe Ser Phe Phe 

1 5 10 " 15 

Cys Leu Tyr Leu Ser Leu Ala Leu Tyr Leu Gly Ser Phe Phe Cys Leu 

20 25 30 

Pro Phe His Val Ser Val Phe Leu Cys Leu Phe Pro Ser Val Leu Phe 

35 40 45 

Leu Ser Val Ala Leu Gly Ser Pro Glu Asn His lie Ser Trp Arg Lys 

50 55 60 

Val Gly Glu Glu Leu Lys Leu Ala Ser His Arg Asn Phe Cys Ser Leu 
65 70 75 80 

Met Gin Lys Met Arg Ser Asn Lys Pro Ser Pro Ser Arg Pro Arg Gly 
85 90 95 

Trp Ala * 
98 



<210> 1345 
<211> 112 
<212> PRT 

<213> Homo sapiens 



<400> 1345 

Met Lys Val Leu Trp Ala Gly Val Leu Gly Thr Phe Leu Ala Gly Cys 

1 5 10 15 

Gin Ala Lys Val Glu Gin Ala Val Glu Thr Glu Pro Glu Pro Glu Leu 
20 25 30 
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Cys Gin 


Gin 


Thr 


Glu Trp 


Lys 


Ser 


Glv 


Gin 


Ara 


Tm 
ii r 


Glu 


Leu 


Glu 


Leu 




35 










40 










45 








Gly Arg 


Phe 


Trp 


Asp 


Tyr 


Leu 


Arg 


Trp 


Glu 


Gin 


Thr 


Leu 


Ser 


Glu 


Gin 


50 










55 










60 










Val Gin 


Glu 


Glu 


Leu 


Val 


Ser 


Ser 


Gin 


val 


Thr 


Gin 


Glu 


Leu 


Lys 


Ala 


65 








70 










75 








80 


Leu Met 


Asp 


Glu 


Thr 
85 


Met 


Lys 


Glu 


Met 


Lys 
90 


Ala 


Tyr 


Lys 


Ser 


Asp 
95 


Leu 


Glu Glu 


Gin 


Leu 
100 


Thr 


Pro 


Val 


Ala 


Gly 
105 


Arg 


Arg 


Trp 


His 


Gly 
110 


Cys 


Thr 
112 



<210> 1346 

<211> 360 

<212> PRT 

<213> Homo sapiens 



<400> 1346 



Met 


Leu 


Phe 


Val 


Pro 


Val 


Thr 


Leu 


Cys 


Met 


He 


Val 


Val 


Val 


Ala 


Thr 


1 








5 










10 










15 




He 


Lys 


Ser 


Val 
20 


Arg 


Phe 


Tyr 


Thr 


Glu 
25 


Lys 


Asn 


Gly 


Gin 


Leu 
30 


He 


Tyr 


Thr 


Pro 


Phe 

JO 


Thr 


Glu 


Asp 


Thr 


Pro 
40 


Ser 


Val 


Gly 


Gin 


Arg 
45 


Leu 


Leu 


Asn 


Ser 


Val 
50 


Leu 


Asn 


Thr 


Leu 


He 
55 


Met 


He 


Ser 


Val 


He 
60 


Val 


Val 


Met 


Thr 


He 


Phe 


Leu 


Val 


Val 


Leu 


Tyr 


Lys 


Tyr 


Arg 


Cys 


Tyr 


Lys 


Phe 


He 


His 


65 










70 










75 










80 


Gly Trp 


Leu 


He 


Met 


Ser 


Ser 


Leu 


Met 


Leu 


Leu 


Phe 


Leu 


Phe 


Thr 


Tyr 










85 










90 










95 




He Tyr 


Leu 


Gly 


Glu 


Val 


Leu 


Lys 


Thr 


Tyr 


Asn 


Val 


Ala 


Met 


Asp 


Tyr 








100 










105 










110 






Pro 


Thr 


Leu 
115 


Leu 


Leu 


Thr 


Val 


Trp 
120 


Asn 


Phe 


Gly 


Ala 


Val 
125 


Gly 


Met 


Val 


Cys 


He 
130 


His 


Trp 


Lys 


Gly 


Pro 
135 


Leu 


Val 


Leu 


Gin 


Gin 
140 


Ala 


Tyr 


Leu 


He 


Met 


He 


Ser 


Ala 


Leu 


Met 


Ala 


Leu 


Val 


Phe 


He 


Lys 


Tyr 


Leu 


Pro 


Glu 


145 










150 










155 










160 


Trp Ser 


Ala 


Trp 


Val 


He 


Leu 


Gly 


Ala 


He 


Ser 


Val 


Tyr 


Asp 


Leu 


Val 










165 










170 










175 




Ala 


Val 


Leu 


Cys 
180 


Pro 


Lys 


Gly 


Pro 


Leu 
185 


Arg 


Met 


Leu 


Val 


Glu 
190 


Thr 


Ala 


Gin 


Glu 


Arg 
195 


Asn 


Glu 


Pro 


He 


Phe 
200 


Pro 


Ala 


Leu 


He 


Tyr 
205 


Ser 


Ser 


Ala 


Met 


Val 
210 


Trp 


Thr 


Val 


Gly 


Met 
215 


Ala 


Lys 


Leu 


Asp 


Pro 
220 


Ser 


Ser 


Gin 


Gly 


Ala 


Leu 


Gin 


Leu 


Pro 


Tyr 


Asp 


Pro 


Glu 


Met 


Glu 


Glu 


Asp 


Ser 


Tyr 


Asp 


225 










230 










235 










240 


Ser 


Phe 


Gly 


Glu 


Pro 
245 


Ser 


Tyr 


Pro 


Glu 


Val 
250 


Phe 


Glu 


Pro 


Pro 


Leu 
255 


Thr 


Gly Tyr 


Pro 


Gly 


Glu 


Glu 


Leu 


Glu 


Glu 


Glu 


Glu 


Glu 


Arg 


Gly 


Val 


Lys 








260 










265 










270 






Leu Gly 


Leu 


Gly 


Asp 


Phe 


He 


Phe 


Tyr 


Ser 


Val 


Leu 


Val 


Gly 


Lys 


Ala 






275 










280 










285 








Ala 


Ala 


Thr 


Gly 


Ser 


Gly 


Asp 


Trp 


Asn 


Thr 


Thr 


Leu 


Ala 


Cys 


Phe 


Val 
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290 295 300 



Ala 


He Leu He 


Gly Leu Cys Leu Thr Leu 


Leu Leu Leu Ala Val 


Phe 


305 






310 




315 


320 


Lys 


Lys Ala Leu 


Pro 


Ala Leu Pro He 


Ser 


lie Thr Phe Gly Leu 


lie 






325 




330 


335 




Phe 


Tyr Phe Ser 


Thr Asp Asn Leu Val Arg 


Pro Phe Met Asp Thr 


Leu 




340 




345 




350 




Ala 


Ser His Gin 


Leu Tyr He * 










355 




359 










<210> 1347 














<211> 84 














<212> PRT 














<213> Homo 


sapiens 










<400> 1347 












Met 


He Leu Ser 


Leu Tyr Tyr Lys Leu 


Phe 


Gly Lys Leu Ala Val 


Ala 


1 




5 




10 


15 




Thr 


He Glu He 


Leu 


His Cys Leu Cys 


Tyr 


He Glu Phe Val He 


He 




20 




25 




30 




Phe 


Lys Gly Phe 


Lys 


Lys He Pro He 


Cys 


Phe Phe Ser Phe Leu 


Phe 




35 




40 




45 




Ser 


Phe Val Pro 


His 


His Leu Asn Tyr Leu 


Gly Lys Tyr His Ser 


Ser 




50 




55 




60 




Lys 


Phe Glu Tyr 


Cys 


Leu Ser Asn Lys 


Lys 


Lys Cys Glu Arg Tyr 


Glu 


65 






70 




75 


80 


Glu 


Glu Arg * 














83 














<210> 1348 














<211> 65 














<212> PRT 














<213> Homo 


sapiens 










<400> 1348 












Met 


Val His Leu 


Leu 


Leu Val Phe Trp 


Ser 


Gly Pro His Asn Leu 


Gly 


1 




5 




10 


15 




Arg 


Phe Gin Pro 


Met 


Lys Leu Phe Ala 


He 


Cys Leu Asn Gin Ser 


Gly 




20 




25 




30 




Tyr 


He He Ala 


Phe 


Phe Val Leu Tyr 


Thr 


Asn Arg Met Tyr Ser 


He 




35 




40 




45 




He 


Asn He He 


Leu 


Asn Leu Phe Tyr 


Pro 


Val Tyr Tyr Cys Lys 


He 




50 




55 




60 


64 



* 



<210> 1349 
<211> 58 
<212> PRT 

<213> Homo sapiens 
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<400> 1349 


















Met 


Pro Ser Pro 


Ser 


Gly 


Leu Trp 


Arg 


He 


Leu 


Leu Leu Val Leu 


Gly 


1 




5 








10 




15 




Ser 


Val Leu Ser 


Gly 


Ser 


Ala Arg 


Ala 


Ala 


Ala 


Pro Leu Arg Val 


Leu 




20 








25 






30 




Arg 


Gin Thr Ala 


Leu 


Cys 


Cys Ala 


Thr 


Glu 


Ala 


Leu Val Ala Val 


Pro 




35 






40 








45 




Glu 


Gly lie Pro 


Thr 


Glu 


Thr Arg 


Leu 


* 










50 






55 


57 











<210> 1350 

<211> 60 

<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 

<222> (1) . . . (60) 

<223> Xaa = any amino acid or nothing 





<400> 1350 
















Met 


Gly He Gly 


Cys 


Trp 


Arg 


Asn 


Pro 


Leu 


Val Leu Leu Met Ala Leu 


1 




5 










10 


15 


Ala 


Cys Gin Ala 


Ser 


Trp 


Gly 


Leu 


Ser 


Lys 


Gly Gly Arg Val Leu Pro 




20 










25 




30 


Asn 


Leu Cys Pro 


Lys 


Lys 


Met 


Phe 


Xaa 


Thr 


Leu Phe Phe Phe Asn Ser 




35 








40 






45 


Gin 


Arg Gly Arg 


Gly 


Pro 


Pro 


Phe 


Trp 


Ala 


Gly Gly 



50 55 60 



<210> 1351 
<211> 56 
<212> PRT 

<213> Homo sapiens 



<400> 1351 
Met Leu Leu Ala Leu Pro Leu Ala 

1 5 
Thr Cys Tyr Ser Ser Pro Pro Thr 
20 

Ser Ser Val Pro Leu Ser Leu Pro 
35 40 
Gin Asn Asn Leu He Arg Thr Leu 
50 55 56 



Ala Pro Ser Cys Pro Met Leu Cys 

10 15 
Val Ser Cys Gin Ala Asn Asn Phe 

25 30 
Pro Ser Thr Gin Arg Leu Phe Leu 
45 



<210> 1352 

<211> 701 

<212> PRT 

<213> Homo sapiens 
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<400> 1352 



Met 


Glu 


Pro 


Leu 


Cys 


Pro 


Leu 


Leu 


Leu 


l 








5 










Ala 


Arg 


Ala 


Leu 


Arg 


Gly 


Asn 


Glu 


Thr 








20 










25 


Thr 


Thr 


Thr 


Ser 


Gly 


Pro 


Pro 


Asp 


Pro 






35 










40 




Ala 


Trp 


Leu 


Leu 


Leu 


Pro 


Leu 


Leu 


Leu 




50 










55 






Ala 


Ala 


Tyr 


Phe 


Phe 


Arc? 


Phe 


Arg 


Lvs 


65 










70 








Thr 


Ser 


Asp 


Lys 


Lys 


Met 


Pro 


Asn 


Gly 










85 










Gin 


Arg 


Val 


Met 


Leu 


Leu 


Ser 


Arcr 


Ser 








100 










105 


Phe 


Pro 


He 


Pro 


Val 


Glu 


His 


Leu 


Glu 






115 










120 




Ala 


Asp 


Asp 


Cvs 


Lvs 


Gin 


Phe 


Arcr 


Glu 




130 










135 






Glv 


His 


He 


Gin 


Glv 


Thr 


Phe 


Glu 


Leu 


145 










150 








Glu 


Lvs 


Asn 


Arcr 


Tvr 


Pro 


Asn 


He 


Leu 










165 










lie 


Leu 


Ser 


Gin 


Leu 


Asp 


Glv 

JL 


He 


Pro 








180 










185 


Ser 


Tvr 
A jr - 1 - 


He 


Asp 


Glv 


Tvr 


Lys 


Glu 


Lys 






195 










200 




Glv 


Pro 


Lys 


Gin 


Glu 


Thr 


Val 


Asn 


Asp 




210 
















Gin 


Lys 


Ser 


Ala 


Thr 


He 


Val 


Met 


Leu 


225 


















Glu 


Glu 


Lys 


Cys 


His 


Gin 


Tvr* 


Tro 
Ai r 


Pro 










245 










Glv 


Asn 


He 


Arcr 


Val 


Cys 


Val 


Glu 


Asp 








260 










265 


Thr 


lie 


Arcr 


Lys 


Phe 


Cvs 
v-y t> 


He 


Gin 


Pro 






275 










280 




Ala 


Pro 


Arq 


Leu 


Val 


Ser 


Gin 


Leu 


His 




290 










295 






Glv 


Val 


Pro 


Phe 


Thr 


Pro 


He 


Glv 


Met 


305 










310 








Lys 


Thr 


Leu 


Asn 


Pro 


Val 


His 


Ala 


Glv 










325 










Ala 


Glv 


Val 


Glv 


Arcr 


Thr 


Glv 


Thr 


Phe 








340 










345 


Ala 


Met 


Met 


His 


Ala 


Glu 


Gin 


Lvs 


Val 






355 










360 




Arcr 


lie 


Arcr 


Asn 


Gin 


Arcr 


Pro 


Gin 


Met 




370 










J> / J 






Thr 


Phe 


He 


Tyr 


Gin 


Ala 


Leu 


Leu 


Glu 


385 










390 








Glu 


Leu 


Asp 


Val 


Ser 


Ser 


Leu 


Glu 


Lys 










405 










Thr 


Thr 


Thr 


His 


Phe 


Asp 


Lys 


He 


Gly 








420 










425 


Leu 


Thr 


Asn 


Val 


Arg 


He 


Met 


Lys 


Glu 






435 










440 




Pro 


Ala 


Asn 


Met 


Lys 


Lys 


Ala 


Arg 


Val 




450 










455 
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Val 


Gly 


Phe 


Ser 


Leu 


Pro 


Leu 


10 










15 




Thr 


Ala 


Asp 


Ser 


Asn 


Glu 


Thr 










30 






Gly 


Ala 


Ser 


Gin 


Pro 


Leu 


Leu 








45 








Leu 


Leu 


Leu 


Val 


Leu 


Leu 


Leu 






60 










Gin 


Arcr 


Lvs 


Ala 


Val 


Val 


Ser 




75 










80 


He 


Leu 


Glu 


Glu 


Gin 


Glu 


Gin 


90 










95 




Pro 


Ser 


Glv 


Pro 


Lys 


Lys 


Tvr 










110 






Glu 


Glu 


He 


Arcr 


He 


Aver 


Ser 








125 








Glu 


Phe 


Asn 


Ser 


Leu 


Pro 


Ser 






140 










Ala 


Asn 


Lys 


Glu 


Glu 


Asn 


Arg 




ICC 










JL D U 


Pro 


Asn 


Asp 


His 


Ser 


Aver 


Val 


170 










17c 




Cys 


Ser 


Asp 


xyj. 


He 


Asn 


Ala 










i on 
iyu 






Asn 


Lys 


Phe 


He 




Al a 


V7XX1 








one: 








Phe 


j.rp 


Arg 


Met 


Vet J. 


Trp 


O JL U. 
















Thr 


Asn 


Leu 


Lys 


VjJLlA 


Arg 


Lys 




ZO 3 












Asp 






Cys 


Trp 


Tnr 


Tyr 


ocn 
4jU 










0 c c 






VaI 


V ctl 


Leu 


val 


Asp 


Tyr 










O *7 O 

z / u 








J_iGU 


Pro 


Asp 


d~\ \r 

uiy 


Cys 


Lys 








ZOD 








Phe 


Thr 


Ser 


T'm 
AX f 


Pro 


sp 


Phe 






300 










Leu 


Lys 


Phe 


Leu 


Lys 


Lys 


Val 




315 










j> z u 


Pro 


He 


Val 


Val 


His 


Cys 


OCX. 


330 










**** *5 




He 


Val 


He 


Asp 


Ala 


Met 


Met 










350 






Asp 


Val 


Phe 


Glu 


Phe 


Val 


Ser 
















Val 


Gin 


Thr 


Asp 


Met 


Gin 


Tvr 

Jf 






380 










Tyr 


Tyr 


Leu 


Tyr 


Gly 


Asp 


Thr 




395 










400 


His 


Leu 


Gin 


Thr 


Met 


His 


Gly 


410 










415 




Leu 


Glu 


Glu 


Glu 


Phe 


Arg 


Lys 










430 






Asn 


Met 


Arg 


Thr 


Gly 


Asn 


Leu 








445 








He 


Gin 


He 


He 


Pro 


Tyr 


Asp 



460 
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Phe 


Asn 


Arg 


Val 


He 


Leu 


Ser Met 


Lys 


Arg Gly Gin Glu 


Tyr Thr Asp 


465 










470 






475 


480 


Tyr 


He 


Asn 


Ala 


Ser 


Phe 


He Asp 


Gly 


Tyr Arg Gin Lys 


Asp Tyr Phe 










485 








490 


495 


He 


Ala 


Thr 


Gin 


Gly 


Pro 


Leu Ala 


His 


Thr Val Glu Asp 


Phe Trp Arg 








500 








505 




510 


Met 


He 


Trp 


Glu 


Trp 


Lys 


Ser His 


Thr 


He Val Met Leu 


Thr Glu Val 






515 








520 




525 




Gin 


Glu 


Arg 


Glu 


Gin 


Asp 


Lys Cys 


Tyr 


Gin Tyr Trp Pro 


Thr Glu Gly 




530 










535 




540 




Ser 


Val 


Thr 


His 


Gly 


Glu 


He Thr 


He 


Glu He Lys Asn 


Asp Thr Leu 


545 










550 






555 


560 


Ser 


Glu 


Ala 


He 


Ser 


He 


Arg Asp 


Phe 


Leu Val Thr Leu 


Asn Gin Pro 










565 








570 


575 


Gin 


Ala 


Arg 


Gin 


Glu 


Glu 


Gin Val 


Arg 


Val Val Arg Gin 


Phe His Phe 








580 








585 




590 


His 


Gly 


Trp 


Pro 


Glu 


He 


Gly He 


Pro 


Ala Glu Gly Lys 


Gly Met lie 






595 








600 




605 




Asp 


Leu 


He 


Ala 


Ala 


Val 


Gin Lys 


Gin 


Gin Gin Gin Thr 


Gly Asn His 




610 










615 




620 




Pro 


He 


Thr 


Val 


His 


Cys 


Ser Ala 


Gly 


Ala Gly Arg Thr 


Gly Thr Phe 


625 










630 






635 


640 


He 


Ala 


Leu 


Ser 


Asn 


He 


Leu Glu 


Arg 


Val Lys Ala Glu 


Gly Leu Leu 










645 








650 


655 


Asp 


Val 


Phe 


Gin 


Ala 


Val 


Lys Ser 


Leu 


Arg Leu Gin Arg 


Pro His Met 








660 








665 




670 


Val 


Gin 


Thr 


Leu 


Glu 


Gin 


Tyr Glu 


Phe 


Cys Tyr Lys Val 


Val Gin Asp 






675 








680 




685 




Phe 


He 


Asp 


He 


Phe 


Ser 


Asp Tyr 


Ala 


Asn Phe Lys * 






690 










695 




700 





<210> 1353 

<211> 49 

<212> PRT 

<213> Homo sapiens 





<400> 1353 




















Met 


Ala Phe Leu 


Tyr 


His 


Val Ala 


Tyr 


Val 


Leu 


Val 


Cys 


Met Leu Gly 


l 




5 








10 








15 


Leu 


Phe Cys His 


Glu 


Phe 


Phe Tyr 


Ser 


Phe 


Leu 


Leu 


Phe 


Glu Ser Val 




20 








25 










30 


Tyr 


Arg His Gin 


Thr 


Leu 


Leu Asn 


Asp 


He 


Pro 


Cys 


Val 


Lys Leu Met 




35 






40 










45 


48 



* 



<210> 1354 

<211> 58 

<212> PRT 

<213> Homo sapiens 



<400> 1354 

Met Ser Val Cys Lys Tyr Thr Val Tyr Gly Phe Phe lie Phe Ala Phe 
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15 10 15 



Phe 


Tyr 


Phe 


Thr 


Lys 


Asp 


Asn 


He 


Pro 


Tyr Leu Lys Val 


Ser Leu 


Gin 








20 










25 




30 




Ala 


Phe 


Cys 


Gly 


Phe 


Gin 


Asn 


He 


Ser 


Trp Asn Lys Tyr 


Thr Leu 


Leu 






35 










40 




45 






Phe 


Tyr Tyr 


Ser 


Pro 


Leu 


Thr 


.He 


He 


* 








50 










55 




57 










<210> 1355 




















<211> 4261 




















<212> PRT 




















<213> Homo 


sapiens 
















<400> 1355 


















Met 


Leu 


Ser 


Ala 


He 


Leu 


Leu 


Leu 


Leu 


Gin Leu Trp Asp 


Ser Gly 


Ala 


1 








5 










10 


15 




Gin 


Glu 


Thr 


Asp 


Asn 


Glu 


Arg 


Ser 


Ala 


Gin Gly Thr Ser 


Ala Pro 


Leu 








20 










25 




30 




Leu 


Pro 


Leu 


Leu 


Gin 


Arg 


Phe 


Gin 


Ser 


He He Cys Arg 


Lys Asp 


Ala 






35 










40 




45 






Pro 


His 


Ser 


Glu 


Gly 


Asp 


Met 


His 


Leu 


Leu Ser Gly Pro 


Leu Ser 


Pro 




50 










55 






60 






Asn 


Glu 


Ser 


Phe 


Leu 


Arg 


Tyr 


Leu 


Thr 


Leu Pro Gin Asp 


Asn Glu 


Leu 


65 










70 








75 




80 


Ala 


He 


Asp 


Leu 


Arg 


Gin 


Thr 


Ala 


Val 


Val Val Met Ala 


His Leu 


Asp 










85 










90 


95 




Arg 


Leu 


Ala 


Thr 


Pro 


Cys 


Met 


Pro 


Pro 


Leu Cys Ser Ser 


Pro Thr 


Ser 








100 










105 




110 




His 


Lys 


Gly 


Ser 


Leu 


Gin 


Glu 


Val 


He 


Gly Trp Gly Leu 


He Gly 


Trp 






115 










120 




125 






Lys 


Tyr 


Tyr 


Ala 


Asn 


Val 


He 


Gly 


Pro 


He Gin Cys Glu 


Gly Leu 


Ala 




130 










135 






140 






Asn 


Leu 


Gly 


Val 


Thr 


Gin 


He 


Ala 


Cys 


Ala Glu Lys Arg 


Phe Leu 


He 


145 










150 








155 




160 


Leu 


Ser 


Arg 


Asn 


Gly 


Arg 


Val 


Tyr 


Thr 


Gin Ala Tyr Asn 


Ser Asp 


Thr 










165 










170 


175 




Leu 


Ala 


Pro 


Gin 


Leu 


Val 


Gin 


Gly 


Leu 


Ala Ser Arg Asn 


He Val 


Lys 








180 










185 




190 




He 


Ala 


Ala 


His 


Ser 


Asp 


Gly 


His 


His 


Tyr Leu Ala Leu 


Ala Ala 


Thr 






195 










200 




205 






Gly 


Glu 


Val 


Tyr 


Ser 


Trp 


Gly 


Cys 


Gly 


Asp Gly Gly Arg 


Leu Gly 


His 




210 










215 






220 






Gly 


Asp 


Thr 


Val 


Pro 


Leu 


Glu 


Glu 


Pro 


Lys Val He Ser 


Ala Phe 


Ser 


225 










230 








235 




240 


Gly 


Lys 


Gin 


Ala 


Gly 


Lys 


His 


Val 


Val 


His He Ala Cys 


Gly Ser 


Thr 










245 










250 


255 




Tyr 


Ser 


Ala 


Ala 


He 


Thr 


Ala 


Glu 


Gly 


Glu Leu Tyr Thr 


Trp Gly 


Arg 








260 










265 




270 




Gly 


Asn 


Tyr 


Gly 


Arg 


Leu 


Gly 


His 


Gly 


Ser Ser Glu Asp 


Glu Ala 


He 






275 










280 




285 






Pro 


Met 


Leu 


Val 


Ala 


Gly 


Leu 


Lys 


Gly 


Leu Lys Val He 


Asp Val 


Ala 




290 










295 






300 






Cys 


Gly 


Ser 


Gly 


Asp 


Ala 


Gin 


Thr 


Leu 


Ala Val Thr Glu 


Asn Gly 


Gin 


305 










310 








315 




320 


Val 


Trp 


Ser 


Trp 


Gly 


Asp 


Gly 


Asp 


Tyr 


Gly Lys Leu Gly 


Arg Gly 


Gly 










325 










330 


335 
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Ser 


Asp 


Gly 


Cys 


Lys 


Thr 


Pro 


Lys 


Leu 


He 


Glu 


Lys 


Leu 


Gin 


Asp 


Leu 








340 










345 










350 






Asp 


Val 


Val 


Lys 


Val 


Arg 


Cys 


Gly 


Ser 


Gin 


Phe 


Ser 


He 


Ala 


Leu 


Thr 






355 










360 










365 








Lys 


Asp 


Gly 


Gin 


Val 


Tyr 


Ser 


Trp 


Gly 


Lys 


Gly 


Asp 


Asn 


Gin 


Arg 


Leu 




370 










375 










380 










Gly 


His 


Gly 


Thr 


Glu 


Glu 


His 


Val 


Arg 


Tyr 


Pro 


Lys 


Leu 


Leu 


Glu 


Gly 


385 










390 










395 










400 


Leu 


Gin 


Gly 


Lys 


Lys 


Val 


He 


Asp 


Val 


Ala 


Ala 


Gly 


Ser 


Thr 


His 


Cys 










405 










410 










415 




Leu 


Ala 


Leu 


Thr 


Glu 


Asp 


Ser 


Glu 


Val 


His 


Ser 


Trp 


Gly 


Ser 


Asn 


Asp 








420 










425 










430 






Gin 


Cys 


Gin 


His 


Phe 


Asp 


Thr 


Leu 


Arg 


Val 


Thr 


Lys 


Pro 


Glu 


Pro 


Ala 






435 










440 










445 








Ala 


Leu 


Pro 


Gly 


Leu 


Asp 


Thr 


Lys 


His 


He 


Val 


Gly 


He 


Ala 


Cys 


Gly 




450 










455 










460 










Pro 


Ala 


Gin 


Ser 


Phe 


Ala 


Trp 


Ser 


Ser 


Cys 


Ser 


Glu 


Trp 


Ser 


He 


Gly 


465 










470 










475 










480 


Leu 


Arg 


Val 


Pro 


Phe 


Val 


Val 


Asp 


He 


Cys 


Ser 


Met 


Thr 


Phe 


Glu 


Gin 










485 










490 










495 




Leu 


Asp 


Leu 


Leu 


Leu 


Arg 


Gin 


Val 


Ser 


Glu 


Gly 


Met 


Asp 


Gly 


Ser 


Ala 








500 










505 










510 






Asp 


Trp 


Pro 


Pro 


Pro 


Gin 


Glu 


Lys 


Glu 


Cys 


Val 


Ala 


Val 


Ala 


Thr 


Leu 






515 










520 










525 








Asn 


Leu 


Leu 


Arg 


Leu 


Gin 


Leu 


His 


Ala 


Ala 


He 


Ser 


His 


Gin 


Val 


Asp 




530 










535 










540 










Pro 


Glu 


Phe 


Leu 


Gly 


Leu 


Gly 


Leu 


Gly 


Ser 


He 


Leu 


Leu 


Asn 


Ser 


Leu 


545 










550 










555 










560 


Lys 


Gin 


Thr 


Val 


Val 


Thr 


Leu 


Ala 


Ser 


Ser 


Ala 


Gly 


Val 


Leu 


Ser 


Thr 










565 










570 










575 




Val 


Gin 


Ser 


Ala 


Ala 


Gin 


Ala 


Val 


Leu 


Gin 


Ser 


Gly 


Trp 


Ser 


Val 


Leu 








580 










585 










590 






Leu 


Pro 


Thr 


Ala 


Glu 


Glu 


Arg 


Ala 


Arg 


Ala 


Leu 


Ser 


Ala 


Leu 


Leu 


Pro 






595 










600 










605 








Cys 


Ala 


Val 


Ser 


Gly 


Asn 


Glu 


Val 


Asn 


He 


Ser 


Pro 


Gly 


Arg 


Arg 


Phe 




610 










615 










620 










Met 


He 


Asp 


Leu 


Leu 


Val 


Gly 


Ser 


Leu 


Met 


Ala 


Asp 


Gly 


Gly 


Leu 


Glu 


625 










630 










635 










640 


Ser 


Ala 


Leu 


His 


Ala 


Ala 


He 


Thr 


Ala 


Glu 


He 


Gin 


Asp 


He 


Glu 


Ala 










645 










650 










655 




Lys 


Lys 


Glu 


Ala 


Gin 


Lys 


Glu 


Lys 


Glu 


He 


Asp 


Glu 


Gin 


Glu 


Ala 


Asn 








660 










665 










670 






Ala 


Ser 


Thr 


Phe 


His 


Arg 


Ser 


Arg 


Thr 


Pro 


Leu 


Asp 


Lys 


Asp 


Leu 


He 






675 










680 










685 








Asn 


Thr 


Gly 


He 


Cys 


Glu 


Ser 


Ser 


Gly 


Lys 


Gin 


Cys 


Leu 


Pro 


Leu 


Val 




690 










695 










700 










Gin 


Leu 


He 


Gin 


Gin 


Leu 


Leu 


Arg 


Asn 


He 


Ala 


Ser 


Gin 


Thr 


Val 


Ala 


705 










710 










715 










720 


Arg 


Leu 


Lys 


Asp 


Val 


Ala 


Arg 


Arg 


He 


Ser 


Ser 


Cys 


Leu 


Asp 


Phe 


Glu 










725 










730 










735 




Gin 


His 


Ser 


Arg 


Glu 


Arg 


Ser 


Ala 


Ser 


Leu 


Asp 


Trp 


Leu 


Leu 


Arg 


Phe 








740 










745 










750 






Gin 


Arg 


Leu 


Leu 


He 


Ser 


Lys 


Leu 


Tyr 


Pro 


Gly 


Glu 


Ser 


He 


Gly 


Gin 






755 










760 










765 








Thr 


Ser 


Asp 


He 


Ser 


Ser 


Pro 


Glu 


Leu 


Met 


Gly 


Val 


Gly 


Ser 


Leu 


Leu 




770 










775 










780 










Lys 


Lys 


Tyr 


Thr 


Ala 


Leu 


Leu 


Cys 


Thr 


His 


He 


Gly 


Asp 


He 


Leu 


Pro 


785 










790 










795 










800 


Val 


Ala 


Ala 


Ser 


He 


Ala 


Ser 


Thr 


Ser 


Trp 


Arg 


His 


Phe 


Ala 


Glu 


Val 
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805 










810 










815 




Ala 


Tyr 


He 


Val 
820 


Glu 


Gly 


Asp 


Phe 


Thr 
825 


Gly 


Val 


Leu 


Leu 


Pro 
830 


Glu 


Leu 


Val 


Val 


Ser 
835 


He 


Val 


Leu 


Leu 


Leu 
840 


Ser 


Lys 


Asn 


Ala 


Asp 
845 


Leu 


Met 


Gin 


Glu 


Ala 
850 


Gly 


Ala 


Val 


Pro 


Leu 
855 


Leu 


Gly 


Gly 


Leu 


Leu 
860 


Glu 


His 


Leu 


Asp 


Arg 


Phe 


Asn 


His 


Leu 


Ala 


Pro 


Gly 


Lys 


Glu 


Arq 


Asp 


ASP 


His 


Glu 


Glu 


865 










870 










875 










880 


Leu 


Ala 


Trp 


Pro 


Gly 
885 


He 


Met 


Glu 


Ser 


Phe 
890 


Phe 


Thr 


Gly 


Gin 


Asn 
895 


Cvs 


Arg 


Asn 


Asn 


Glu 
900 


Glu 


Val 


Thr 


Leu 


He 
905 


Arq 


Lys 


Ala 


Asp 


Leu 
910 


Glu 


Asn 


His 


Asn 


Lys 
915 


Asp 


Gly 


Gly 


Phe 


Trp 
920 


Thr 


Val 


He 


Asp 


Glv 
925 


Lys 


Val 


Tvr 


Asp 


He 
930 


Lys 


Asp 


Phe 


Gin 


Thr 
935 


Gin 


Ser 


Leu 


Thr 


Gly 
940 


Asn 


Ser 


He 


Leu 


Ala 


Gin 


Phe 


Ala 


Glv 


Glu 


Asp 


Pro 


Val 


Val 


Ala 


Leu 


Glu 


Ala 


Ala 


Leu 


945 










950 










955 










960 


Gin 


Phe 


Glu 


Asp 


Thr 
965 


Arg 


Glu 


Ser 


Met 


His 
970 


Ala 


Phe 


Cys 


Val 


Gly 
975 


Gin 


Tyr 


Leu 


Glu 


Pro 
980 


Asp 


Gin 


Glu 


He 


Val 
985 


Thr 


He 


Pro 


Asp 


Leu 
990 


Gly 


Ser 


Leu 


Ser 


Ser 


Pro 


Leu 


He 


Asp 


Thr 


Glu 


Arg 


Asn 


Leu 


Gly 


Leu 


Leu 


Leu 






995 








1000 








1005 








Gly 


Leu 


His 


Ala 


Ser 


Tyr 


Leu 


Ala 


Met 


Ser 


Thr 


Pro 


Leu 


Ser 


Pro 


Val 


1010 








1015 








1020 










Glu 


He 


Glu 


Cys 


Ala 


Lys 


Trp Leu 


Gin 


Ser 


Ser 


He 


Phe 


Ser 


Gly 


Gly 


1025 








1030 








1035 








1040 


Leu 


Gin 


Thr 


Ser 


Gin 


He 


His 


Tyr 


Arg 


Tyr 


Asn 


Glu 


Glu 


Lys 


Asp 


Glu 








1045 








1050 








1055 




Asp His 


Cys 


Ser 


Ser 


Pro Gly Gly 


Thr 


Pro 


Ala 


Ser Lys 


Ser Arg 


Leu 



1060 1065 1070 



Cys Ser His Arg Arg Ala Leu Gly Asp His Ser Gin Ala Phe Leu Gin 

1075 1080 1085 

Ala He Ala Asp Asn Asn He Gin Asp His Asn Val Lys Asp Phe Leu 

1090 1095 1100 

Cys Gin He Glu Arg Tyr Cys Arg Gin Cys His Leu Thr Thr Pro He 
1105 1110 1115 1120 

Met Phe Pro Pro Glu His Pro Val Glu Glu Val Gly Arg Leu Leu Leu 

1125 1130 1135 

Cys Cys Leu Leu Lys His Glu Asp Leu Gly His Val Ala Leu Ser Leu 

1140 1145 1150 

Val His Ala Gly Ala Leu Gly He Glu Gin Val Lys His Arg Thr Leu 

1155 1160 1165 

Pro Lys Ser Val Val Asp Val Cys Arg Val Val Tyr Gin Ala Lys Cys 

1170 1175 1180 

Ser Leu He Lys Thr His Gin Glu Gin Gly Arg Ser Tyr Lys Glu Val 
1185 1190 1195 1200 

Cys Ala Pro Val He Glu Arg Leu Arg Phe Leu Phe Asn Glu Leu Arg 

1205 1210 1215 

Pro Ala Val Cys Asn Asp Leu Ser He Met Ser Lys Phe Lys Leu Leu 

1220 1225 1230 

Ser Ser Leu Pro Arg Trp Arg Arg He Ala Gin Lys He He Arg Glu 

1235 1240 1245 

Arg Arg Lys Lys Arg Val Pro Lys Lys Pro Glu Ser Met Asp Asp Glu 

1250 1255 1260 

Glu Lys He Gly Asn Glu Glu Ser Asp Leu Glu Glu Ala Cys He Leu 
1265 1270 1275 1280 
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Pro His Ser Pro lie Asn Val Asp Lys Arg Pro lie Ala lie Lys Ser 

1285 1290 1295 

Pro Lys Asp Lys Trp Gin Pro Leu Leu Ser Thr Val Thr Gly Val His 

1300 1305 1310 

Lys Tyr Lys Trp Leu Lys Gin Asn Val Gin Gly Leu Tyr Pro Gin Ser 

1315 1320 1325 

Pro Leu Leu Ser Thr lie Ala Glu Phe Ala Leu Lys Glu Glu Pro Val 

1330 1335 1340 

Asp Val Glu Lys Met Arg Lys Cys Leu Leu Lys Gin Leu Glu Arg Ala 
1345 1350 1355 1360 

Glu Val Arg Leu Glu Gly lie Asp Thr lie Leu Lys Leu Ala Ser Lys 

1365 1370 1375 

Asn Phe Leu Leu Pro Ser Val Gin Tyr Ala Met Phe Cys Gly Trp Gin 

1380 1385 1390 

Arg Leu He Pro Glu Gly He Asp He Gly Glu Pro Leu Thr Asp Cys 

1395 1400 1405 

Leu Lys Asp Val Asp Leu He Pro Pro Phe Asn Arg Met Leu Leu Glu 

1410 1415 1420 

Val Thr Phe Gly Lys Leu Tyr Ala Trp Ala Val Gin. Asn He Arg Asn 
1425 1430 1435 1440 

Val Leu Met Asp Ala Ser Ala Thr Phe Lys Glu Leu Gly He Gin Pro 

1445 1450 1455 

Val Pro Leu Gin Thr He Thr Asn Glu Asn Pro Ser Gly Pro Ser Leu 

1460 1465 1470 

Gly Thr lie Pro Gin Ala Arg Phe Leu Leu Val Met Leu Ser Met Leu 

1475 1480 1485 

Thr Leu Gin His Gly Ala Asn Asn Leu Asp Leu Leu Leu Asn Ser Gly 

1490 1495 1500 

Met Leu Ala Leu Thr Gin Thr Ala Leu Arg Leu He Gly Pro Ser Cys 
1505 1510 1515 1520 

Asp Asn Val Glu Glu Asp Met Asn Ala Ser Ala Gin Gly Ala Ser Ala 

1525 1530 1535 

Thr Val Leu Glu Glu Thr Arg Lys Glu Thr Ala Pro Val Gin Leu Pro 

1540 1545 1550 

Val Ser Gly Pro Glu Leu Ala Ala Met Met Lys He Gly Thr Arg Val 

1555 1560 1565 

Met Arg Gly Val Asp Trp Lys Trp Gly Asp Gin Asp Gly Pro Pro Pro 

1570 1575 1580 

Gly Leu Gly Arg Val He Gly Glu Leu Gly Glu. Asp Gly Trp He Arg 
1585 1590 1595 1600 

Val Gin Trp Asp Thr Gly Ser Thr Asn Ser Tyr Arg Met Gly Lys Glu 

1605 1610 1615 

Gly Lys Tyr Asp Leu Lys Leu Ala Glu Leu Pro Ala Ala Ala Gin Pro 

1620 1625 1630 

Ser Ala Glu Asp Ser Asp Thr Glu Asp Asp Ser Glu Ala Glu Gin Thr 

1635 1640 1645 

Glu Arg Asn lie His Pro Thr Ala Met Met Phe Thr Ser Thr He Asn 

1650 1655 1660 

Leu Leu Gin Thr Leu Cys Leu Ser Ala Gly Val His Ala Glu He Met 
1665 1670 1675 1680 

Gin Ser Glu Ala Thr Lys Thr Leu Cys Gly Leu Leu Arg Met Leu Val 

1685 1690 1695 

Glu Ser Gly Thr Thr Asp Lys Thr Ser Ser Pro Asn Arg Leu Val Tyr 

1700 1705 1710 

Arg Glu Gin His Arg Ser Trp Cys Thr Leu Gly Phe Val Arg Ser He 

1715 1720 1725 

Ala Leu Thr Pro Gin Val Cys Gly Ala Leu Ser Ser Pro Gin Trp He 

1730 1735 1740 

Thr Leu Leu Met Lys Val Val Glu Gly His Ala Pro Phe Thr Ala Thr 
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1745 1750 1755 1760 

Ser Leu Gin Arg Gin lie Leu Ala Val His Leu Leu Gin Ala Val Leu 

1765 1770 1775 

Pro Ser Trp Asp Lys Thr Glu Arg Ala Arg Asp Met Lys Cys Leu Val 

1780 1785 1790 

Glu Lys Leu Phe Asp Phe Leu Gly Ser Leu Leu Thr Thr Cys Ser Ser 

1795 1800 1805 

Asp Val Pro Leu Leu Arg Glu Ser Thr Leu Arg Arg Arg Arg Val Arg 

1810 1815 1820 

Pro Gin Ala Ser Leu Thr Ala Thr His Ser Ser Thr Leu Ala Glu Glu 
1825 1830 1835 1840 

Val Val Ala Leu Leu Arg Thr Leu His Ser Leu Thr Gin Trp Asn Gly 

1845 1850 1855 

Leu lie Asn Lys Tyr lie Asn Ser Gin Leu Arg Ser lie Thr His Ser 

1860 1865 1870 

Phe Val Gly Arg Pro Ser Glu Gly Ala Gin Leu Glu Asp Tyr Phe Pro 

1875 1880 1885 

Asp Ser Glu Asn Pro Glu Val Gly Gly Leu Met Ala Val Leu Ala Val 

1890 1895 1900 

lie Gly Gly lie Asp Gly Arg Leu Arg Leu Gly Gly Gin Val Met His 
1905 1910 1915 1920 

Asp Glu Phe Gly Glu Gly Thr Val Thr Arg lie Thr Pro Lys Gly Lys 

1925 1930 1935 

lie Thr Val Gin Phe Ser Asp Met Arg Thr Cys Arg Val Cys Pro Leu 

1940 1945 1950 

Asn Gin Leu Lys Pro Leu Pro Ala Val Ala Phe Asn Val Asn Asn Leu 

1955 1960 1965 

Pro Phe Thr Glu Pro Met Leu Ser Val Trp Ala Gin Leu Val Asn Leu 

1970 1975 1980 

Ala Gly Ser Lys Leu Glu Lys His Lys lie Lys Lys Ser Thr Lys Gin 
1985 1990 1995 2000 

Ala Phe Ala Gly Gin Val Asp Leu Asp Leu Leu Arg Cys Gin Gin Leu 

2005 2010 2015 

Lys Leu Tyr lie Leu Lys Ala Gly Arg Ala Leu Leu Ser His Gin Asp 

2020 2025 2030 

Lys Leu Arg Gin lie Leu Ser Gin Pro Ala Val Gin Glu Thr Gly Thr 

2035 2040 2045 

Val His Thr Asp Asp Gly Ala Val Val Ser Pro Asp Leu Gly Asp Met 

2050 2055 2060 

Ser Pro Glu Gly Pro Gin Pro Pro Met lie Leu Leu Gin Gin Leu Leu 
2065 2070 2075 2080 

Ala Ser Ala Thr Gin Pro Ser Pro Val Lys Ala lie Phe Asp Lys Gin 

2085 2090 2095 

Glu Leu Glu Ala Ala Ala Leu Ala Val Cys Gin Cys Leu Ala Val Glu 

2100 2105 2110 

Ser Thr His Pro Ser Ser Pro Gly Phe Glu Asp Cys Ser Ser Ser Glu 

2115 2120 2125 

Ala Thr Thr Pro Val Ala Val Gin His lie His Pro Ala Arg Val Lys 

2130 2135 2140 

Arg Arg Lys Gin Ser Pro Val Pro Ala Leu Pro lie Val Val Gin Leu 
2145 2150 2155 2160 

Met Glu Met Gly Phe Ser Arg Arg Asn lie Glu Phe Ala Leu Lys Ser 

2165 2170 2175 

Leu Thr Gly Ala Ser Gly Asn Ala Ser Ser Leu Pro Gly Val Glu Ala 

2180 2185 2190 

Leu Val Gly Trp Leu Leu Asp His Ser Asp lie Gin Val Thr Glu Leu 

2195 2200 2205 

Ser Asp Ala Asp Thr Val Ser Asp Glu Tyr Ser Asp Glu Glu Val Val 
2210 2215 2220 
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Glu Asp Val Asp Asp Ala Ala Tyr Ser Met Ser Thr Gly Ala Val Val 
2225 2230 2235 2240 

Thr Glu Ser Gin Thr Tyr Lys Lys Arg Ala Asp Phe Leu Ser Asn Asp 

2245 2250 2255 

Asp Tyr Ala Val Tyr Val Arg Glu Asn lie Gin Val Gly Met Met Val 

2260 2265 2270 

Arg Cys Cys Arg Ala Tyr Glu Glu Val Cys Glu Gly Asp Val Gly Lys 

2275 2280 2285 

Val He Lys Leu Asp Arg Asp Gly Leu His Asp Leu Asn Val Gin Cys 

2290 2295 2300 

Asp Trp Gin Gin Lys Gly Gly Thr Tyr Trp Val Arg Tyr He His Val 
2305 2310 2315 2320 

Glu Leu He Gly Tyr Pro Pro Pro Ser Ser Ser Ser His He Lys He 

2325 2330 2335 

Gly Asp Lys Val Arg Val Lys Ala Ser Val Thr Thr Pro Lys Tyr Lys 

2340 2345 2350 

Trp Gly Ser Val Thr His Gin Ser Val Gly Val Val Lys Ala Phe Ser 

2355 2360 2365 

Ala Asn Gly Lys Asp He He Val Asp Phe Pro Gin Gin Ser His Trp 

2370 2375 2380 

Thr Gly Leu Leu Ser Glu Met Glu Leu Val Pro Ser He His Pro Gly 
2385 2390 2395 2400 

Val Thr Cys Asp Gly Cys Gin Met Phe Pro He Asn Gly Ser Arg Phe 

2405 2410 2415 

Lys Cys Arg Asn Cys Asp Asp Phe Asp Phe Cys Glu Thr Cys Phe Lys 

2420 2425 2430 

Thr Lys Lys His Asn Thr Arg His Thr Phe Gly Arg He Asn Glu Pro 

2435 2440 2445 

Gly Gin Ser Ala Val Phe Cys Gly Arg Ser Gly Lys Gin Leu Lys Arg 

2450 2455 2460 

Cys His Ser Ser Gin Pro Gly Met Leu Leu Asp Ser Trp Ser Arg Met 
2465 2470 2475 2480 

Val Lys Ser Leu Asn Val Ser Ser Ser Val Asn Gin Ala Ser Arg Leu 

2485 2490 2495 

He Asp Gly Ser Glu Pro Cys Trp Gin Ser Ser Gly Ser Gin Gly Lys 

2500 2505 2510 

His Trp He Arg Leu Glu He Phe Pro Asp Val Leu Val His Arg Leu 

2515 2520 2525 

Lys Met He Val Asp Pro Ala Asp Ser Ser Tyr Met Pro Ser Leu Val 

2530 2535 2540 

Val Val Ser Gly Gly Asn Ser Leu Asn Asn Leu He Glu Leu Lys Thr 
2545 2550 2555 2560 

He Asn He Asn Pro Ser Asp Thr Thr Val Pro Leu Leu Asn Asp Tyr 

2565 2570 2575 

Thr Glu Tyr His Arg Tyr lie Glu He Ala He Lys Gin Cys Arg Ser 

2580 2585 2590 

Ser Gly He Asp Cys Lys He His Gly Leu He Leu Leu Gly Arg He 

2595 2600 2605 

Arg Ala Glu Glu Glu Asp Leu Ala Ala Val Pro Phe Leu Ala Ser Asp 

2610 2615 2620 

Asn Glu Glu Glu Glu Asp Glu Lys Gly Asn Ser Gly Ser Leu He Arg 
2625 2630 2635 2640 

Lys Lys Ala Ala Gly Leu Glu Ser Ala Ala Thr He Arg Thr Lys Val 

2645 2650 2655 

Phe Val Trp Gly Leu Asn Asp Lys Asp Gin Leu Gly Gly Leu Lys Gly 

2660 2665 2670 

Ser Lys He Lys Val Pro Ser Phe Ser Glu Thr Leu Ser Ala Leu Asn 

2675 2680 2685 

Val Val Gin Val Ala Gly Gly Ser Lys Ser Leu Phe Ala Val Thr Val 
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2690 2695 2700 

Glu Gly Lys Val Tyr Ala Cys Gly Glu Ala Thr Asn Gly Arg Leu Gly 
2705 2710 2715 2720 

Leu Gly He Ser Ser Gly Thr Val Pro He Pro Arg Gin He Thr Ala 

2725 2730 2735 

Leu Ser Ser Tyr Val Val Lys Lys Val Ala Val His Ser Gly Gly Arg 

2740 2745 2750 

His Ala Thr Ala Leu Thr Val Asp Gly Lys Val Phe Ser Trp Gly Glu 

2755 2760 2765 

Gly Asp Asp Gly Lys Leu Gly His Phe Ser Arg Met Asn Cys Asp Lys 

2770 2775 2780 

Pro Arg Leu He Glu Ala Leu Lys Thr Lys Arg He Arg Asp He Ala 
2785 2790 2795 2800 

Cys Gly Ser Ser His Ser Ala Ala Leu Thr Ser Ser Gly Glu Leu Tyr 

2805 2810 2815 

Thr Trp Gly Leu Gly Glu Tyr Gly Arg Leu Gly His Gly Asp Asn Thr 

2820 2825 2830 

Thr Gin Leu Lys Pro Lys Met Val Lys Val Leu Leu Gly His Arg Val 

2835 2840 2845 

He Gin Val Ala Cys Gly Ser Arg Asp Ala Gin Thr Leu Ala Leu Thr 

2850 2855 2860 

Asp Glu Gly Leu Val Phe Ser Trp Gly Asp Gly Asp Phe Gly Lys Leu 
2865 2870 2875 2880 

Gly Arg Gly Gly Ser Glu Gly Cys Asn He Pro Gin Asn He Glu Arg 

2885 2890 2895 

Leu Asn Gly Gin Gly Val Cys Gin He Glu Cys Gly Ala Gin Phe Ser 

2900 2905 2910 

Leu Ala Leu Thr Lys Ser Gly Val Val Trp Thr Trp Gly Lys Gly Asp 

2915 2920 2925 

Tyr Phe Arg Leu Gly His Gly Ser Asp Val His Val Arg Lys Pro Gin 

2930 2935 2940 

Val Val Glu Gly Leu Arg Gly Lys Lys He Val His Val Ala Val Gly 
2945 2950 2955 2960 

Ala Leu His Cys Leu Ala Val Thr Asp Ser Gly Gin Val Tyr Ala Trp 

2965 2970 2975 

Gly Asp Asn Asp His Gly Gin Gin Gly Asn Gly Thr Thr Thr Val Asn 

2980 2985 2990 

Arg Lys Pro Thr Leu Val Gin Gly Leu Glu Gly Gin Lys He Thr Arg 

2995 3000 3005 

Val Ala Cys Gly Ser Ser His Ser Val Ala Trp Thr Thr Val Asp Val 

3010 3015 3020 

Ala Thr Pro Ser Val His Glu Pro Val Leu Phe Gin Thr Ala Arg Asp 
3025 3030 3035 3040 

Pro Leu Gly Ala Ser Tyr Leu Gly Val Pro Ser Asp Ala Asp Ser Ser 

3045 3050 3055 

Ala Ala Ser Asn Lys He Ser Gly Ala Ser Asn Ser Lys Pro Asn Arg 

3060 3065 3070 

Pro Ser Leu Ala Lys He Leu Leu Ser Leu Asp Gly Asn Leu Ala Lys 

3075 3080 3085 

Gin Gin Ala Leu Ser His He Leu Thr Ala Leu Gin He Met Tyr Ala 

3090 3095 3100 

Arg Asp Ala Val Val Gly Ala Leu Met Pro Ala Ala Met He Ala Pro 
3105 3110 3115 3120 

Val Glu Cys Pro Ser Phe Ser Ser Ala Ala Pro Ser Asp Ala Ser Ala 

3125 3130 3135 

Met Ala Ser Pro Met Asn Gly Glu Glu Cys Met Leu Ala Val Asp He 

3140 3145 3150 

Glu Asp Arg Leu Ser Pro Asn Pro Trp Gin Glu Lys Arg Glu He Val 
3155 3160 3165 



775 



WO 01/54477 



PCT/US01/02687 



Ser Ser Glu Asp Ala Val Thr Pro Ser Ala Val Thr Pro Ser Ala Pro 

3170 3175 3180 

Ser Ala Ser Ala Arg Pro Phe lie Pro Val Thr Asp Asp Leu Gly Ala 
3185 3190 3195 3200 

Ala Ser lie lie Ala Glu Thr Met Thr Lys Thr Lys Glu Asp Val Glu 

3205 3210 3215 

Ser Gin Asn Lys Ala Ala Gly Pro Glu Pro Gin Ala Leu Asp Glu Phe 

3220 3225 3230 

Thr Ser Leu Leu lie Ala Asp Asp Thr Arg Val Val Val Asp Leu Leu 

3235 3240 3245 

Lys Leu Ser Val Cys Ser Arg Ala Gly Asp Arg Gly Arg Asp Val Leu 

3250 3255 3260 

Ser Ala Val Leu Ser Gly Met Gly Thr Ala Tyr Pro Gin Val Ala Asp 
3265 3270 3275 3280 

Met Leu Leu Glu Leu Cys Val Thr Glu Leu Glu Asp Val Ala Thr Asp 

3285 3290 3295 

Ser Gin Ser Gly Arg Leu Ser Ser Gin Pro Val Val Val Glu Ser Ser 

3300 3305 3310 

His Pro Tyr Thr Asp Asp Thr Ser Thr Ser Gly Thr Val Lys lie Pro 

3315 3320 ' 3325 

Gly Ala Glu Gly Leu Arg Val Glu Phe Asp Arg Gin Cys Ser Thr Glu 

3330 3335 3340 

Arg Arg His Asp Pro Leu Thr Val Met Asp Gly Val Asn Arg He Val 
3345 3350 3355 3360 

Ser Val Arg Ser Gly Arg Glu Trp Ser Asp Trp Ser Ser Glu Leu Arg 

3365 3370 3375 

He Pro Gly Asp Glu Leu Lys Trp Lys Phe He Ser Asp Gly Ser Val 

3380 3385 3390 

Asn Gly Trp Gly Trp Arg Phe Thr Val Tyr Pro He Met Pro Ala Ala 

3395 3400 3405 

Gly Pro Lys Glu Leu Leu i Ser Asp Arg Cys Val Leu Ser Cys Pro Ser 

3410 3415 3420 

Met Asp Leu Val Thr Cys Leu Leu Asp Phe Arg Leu Asn Leu Ala Ser 
3425 3430 3435 3440 

Asn Arg Ser He Val Pro Arg Leu Ala Ala Ser Leu Ala Ala Cys Ala 

3445 3450 3455 

Gin Leu Ser Ala Leu Ala Ala Ser His Arg Met Trp Ala Leu Gin Arg 

3460 3465 3470 

Leu Arg Lys Leu Leu Thr Thr Glu Phe Gly Gin Ser He Asn He Asn 

3475 3480 3485 

Arg Leu Leu Gly Glu Asn Asp Gly Glu Thr Arg Ala Leu Ser Phe Thr 

3490 3495 3500 

Gly Ser Ala Leu Ala Ala Leu Val Lys Gly Leu Pro Glu Ala Leu Gin 
3505 3510 3515 3520 

Arg Gin Phe Glu Tyr Glu Asp Pro He Val Arg Gly Gly Lys Gin Leu 

3525 3530 3535 

Leu His Ser Pro Phe Phe Lys Val Leu Val Ala Leu Ala Cys Asp Leu 

3540 3545 3550 

Glu Leu Asp Thr Leu Pro Cys Cys Ala Glu Thr His Lys Trp Ala Trp 

3555 3560 3565 

Phe Arg Arg Tyr Cys Met Ala Ser Arg Val Ala Val Ala Leu Asp Lys 

3570 3575 3580 

Arg Thr Pro Leu Pro Arg Leu Phe Leu Asp Glu Val Ala Lys Lys He 
3585 3590 3595 3600 

Arg Glu Leu Met Ala Asp Ser Glu Asn Met Asp Val Leu His Glu Ser 

3605 3610 3615 

His Asp He Phe Lys Arg Glu Gin Asp Glu Gin Leu Val Gin Trp Met 

3620 3625 3630 

Asn Arg Arg Pro Asp Asp Trp Thr Leu Ser Ala Gly Gly Ser Gly Thr 
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3635 3640 3645 

He Tyr Gly Trp Gly His Asn His Arg Gly Gin Leu Gly Gly He Glu 

3650 3655 3660 

Gly Ala Lys Val Lys Val Pro Thr Pro Cys Glu Ala Leu Ala Thr Leu 
3665 3670 3675 3680 

Arg Pro* Val Gin Leu He Gly Gly Glu Gin Thr Leu Phe Ala Val Thr 

3685 3690 3695 

Ala Asp Gly Lys Leu Tyr Ala Thr Gly Tyr Gly Ala Gly Gly Arg Leu 

3700 3705 3710 

Gly He Gly Gly Thr Glu Ser Val Ser Thr Pro Thr Leu Leu Glu Ser 

3715 3720 3725 

He Gin His Val Phe He Lys Lys Val Ala Val Asn Ser Gly Gly Lys 

3730 3735 3740 

His Cys Leu Ala Leu Ser Ser Glu Gly Glu Val Tyr Ser Trp Gly Glu 
3745 3750 3755 3760 

Ala Glu Asp Gly Lys Leu Gly His Gly Asn Arg Ser Pro Cys Asp Arg 

3765 3770 3775 

Pro Arg Val He Glu Ser Leu Arg Gly He Glu Val Val Asp Val Ala 

3780 3785 3790 

Ala Gly Gly Ala His Ser Ala Cys Val Thr Ala Ala Gly Asp Leu Tyr 

3795 3800 3805 

Thr Trp Gly Lys Gly Arg Tyr Gly Arg Leu Gly His Ser Asp Ser Glu 

3810 3815 3820 

Asp Gin Leu Lys Pro Lys Leu Val Glu Ala Leu Gin Gly His Arg Val 
3825 3830 3835 3840 

Val Asp He Ala Cys Gly Ser Gly Asp Ala Gin Thr Leu Cys Leu Thr 

3845 3850 3855 

Asp Asp Asp Thr Val Trp Ser Trp Gly Asp Gly Asp Tyr Gly Lys Leu 

3860 3865 3870 

Gly Arg Gly Gly Ser Asp Gly Cys Lys Val Pro Met Lys He Asp Ser 

3875 3880 3885 

Leu Thr Gly Leu Gly Val Val Lys Val Glu Cys Gly Ser Gin Phe Ser 

3890 3895 3900 

Val Ala Leu Thr Lys Ser Gly Ala Val Tyr Thr Trp Gly Lys Gly Asp 
3905 3910 3915 3920 

Tyr His Arg Leu Gly His Gly Ser Asp Asp His Val Arg Arg Pro Arg 

3925 3930 3935 

Gin Val Gin Gly Leu Gin Gly Lys Lys Val He Ala He Ala Thr Gly 

3940 3945 3950 

Ser Leu His Cys Val Cys Cys Thr Glu Asp Gly Glu Val Tyr Thr Trp 

3955 3960 3965 

Gly Asp Asn Asp Glu Gly Gin Leu Gly Asp Gly Thr Thr Asn Ala He 

3970 3975 3980 

Gin Arg Pro Arg Leu Val Ala Ala Leu Gin Gly Lys Lys Val Asn Arg 
3985 3990 3995 4000 

Val Ala Cys Gly Ser Ala His Thr Leu Ala Trp Ser Thr Ser Lys Pro 

4005 4010 4015 

Ala Ser Ala Gly Lys Leu Pro Ala Gin Val Pro Met Glu Tyr Asn His 

4020 4025 4030 

Leu Gin Glu He Pro He He Ala Leu Arg Asn Arg Leu Leu Leu Leu 

4035 4040 4045 

His His Leu Ser Glu Leu Phe Cys Pro Cys He Pro Met Phe Asp Leu 

4050 4055 4060 

Glu Gly Ser Leu Asp Glu Thr Gly Leu Gly Pro Ser Val Gly Phe Asp 
4065 4070 4075 4080 

Thr Leu Arg Gly He Leu He Ser Gin Gly Lys Glu Ala Ala Phe Arg 

4085 4090 4095 

Lys Val Val Gin Ala Thr Met Val Arg Asp Arg Gin His Gly Pro Val 
4100 4105 4110 
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Val Glu Leu Asn Arg lie Gin Val Lys Arg Ser Arg Ser Lys Gly Gly 

4115 4120 4125 

Leu Ala Gly Pro Asp Gly Thr Lys Ser Val Phe Gly Gin Met Cys Ala 

4130 4135 4140 

Lys Met Ser Ser Phe Gly Pro Asp Ser Leu Leu Leu Pro His Arg Val 
4145 4150 4155 4160 

Trp Lys Val Lys Phe Val Gly Glu Ser Val Asp Asp Cys Gly Gly Gly 

4165 4170 4175 

Tyr Ser Glu Ser lie Ala Glu lie Cys Glu Glu Leu Gin Asn Gly Leu 

4180 4185 4190 

Thr Pro Leu Leu lie Val Thr Pro Asn Gly Arg Asp Glu Ser Gly Ala 

4195 4200 4205 

Asn Arg Asp Cys Tyr Leu Leu Ser Pro Ala Ala Arg Ala Pro Val His 

4210 4215 4220 

Ser Ser Met Phe Arg Phe Leu Gly Val Leu Leu Gly lie Ala lie Arg 
4225 4230 4235 4240 

Thr Gly Ser Pro Leu Ser Leu Asn Pro Cys Arg Ala Leu Ser Gly Ser 

4245 4250 4255 

Ser Trp Leu Gly * 
4260 



<210> 1356 

<211> 64 

<212> PRT 

<213> Homo sapiens 



<400> 1356 
Met Ser Lys Val Lys Pro Leu His 

1 5 
Ser Leu Cys Leu Leu Ser Trp Cys 
20 

Val Thr Tyr Val Ser Pro Arg His 
35 40 
Glu Ser lie His Gly Cys Asp Pro 
50 55 



Gly Ala Pro Ala Pro Leu Leu Val 

10 15 
Gly Leu Pro Gly Val He Val His 

25 30 
Leu Ser Asn Thr Arg Ser Gly Leu 
45 

Met His Gly Ser Pro Val Gly * 
60 63 



<210> 1357 

<211> 111 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (Ill) 

<223> Xaa s any amino acid or nothing 



<400> 1357 
Met He Phe Asn Lys Ala Ala Asp 

1 5 
Leu Ala Thr Leu Lys Val Leu Ser 
20 

Ala Ser Thr Thr Arg Gin Pro His 
35 40 
Ala Gly Pro Leu Trp Val Arg Ser 



Thr Leu Gly Asp Val Trp He Leu 

10 15 
Leu Leu Trp Leu Leu Tyr Tyr Val 

25 30 
Ala Val Leu Tyr Gin Asp Pro His 
45 

Ser Leu Val Leu Phe Gly Ser Cys 
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50 55 60 

Thr Phe Cys Leu Asn lie Phe Arg Val Gly Tyr Asp Val Ser His lie 

65 70 75 80 

Arg Cys Lys Ser Gin Leu Asp Leu Val Phe Pro Val lie Glu Met Val 

85 90 95 

Phe He Gly Val Gin Thr Cys Val Leu Trp Lys His Cys Arg Xaa 

100 105 110 111 



<210> 1358 

<211> 47 

<212> PRT 

<213> Homo sapiens 



<400> 1358 

Met Ala Leu Leu He Ser Thr Cys He Asn Lys Ala Val Leu Arg Phe 

1 5 10 15 

Thr Leu Ser Ser Met Asn Asn Lys He He Leu Ser Trp Tyr Ser Phe 

20 . 25 30 

Asn Val He Leu He Phe His Glu Asn Val Val Tyr Tyr He * 
35 40 45 46 



<210> 1359 
<211> 73 
<212> PRT 

<213> Homo sapiens 



<400> 1359 
Met Phe Ser Pro Cys Gly Pro Ala 

1 5 
Cys Thr His Ser Gin Ala Leu Ala 
20 

He Gly Ala Ser Gly Phe Leu Leu 
35 40 
Val Phe Leu Gly Leu Val Tyr Ala 

50 55 
Ser Ser Arg Pro Val Thr Lys Glu 
65 70 72 



Ser Leu Gly Leu Leu Phe Val Leu 

10 15 
Phe Phe Trp Gly Pro Ser Ser Leu 

25 30 
Gin Arg Thr Ser Leu Leu Arg His 
45 

Cys Trp Ala His Trp Leu Tyr Cys 
6 0 

* 



<210> 1360 
<211> 57 
<212> PRT 

<213> Homo sapiens 



<400> 1360 
Met Lys Thr Gly Ser Leu Leu Leu 

1 5 
Ser Phe Asn Leu Phe Phe Ala Pro 
20 

He Phe Phe Ser Val Ser Ser He 
35 40 



Thr Leu Trp Phe Ser Gin Thr Phe 

10 15 
Pro His Ser Leu Leu Gin Ser Ser 

25 30 
Thr Thr Val His Pro He Leu Val 
45 
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Phe 


Phe Phe Ala 


Phe 


Phe Arg 


Thr * 








50 






55 


56 








<210> 1361 
















<211> 77 
















<212> PRT 
















<213> Homo 


sapiens 












<400> 1361 














Met 


Phe Val Leu 


Phe 


Leu 


He 


Leu Val Leu Arg Asn 


His Phe Leu Val 


l 




5 






10 




15 


Thr 


He Lys Tyr 


Gly Val Gly 


Cys Gly Phe He 


He 


Ser Val Cys Leu 




20 








25 




30 


Arg 


Ala Lys His 


Phe 


Asn 


Phe 


Asp Glu Ala Gin 


Phe 


Val Ser Phe Phe 




35 








40 




45 


Leu 


Cys Asp Ser 


Cys 


Phe 


Cys 


Leu Leu Arg Asn 


Leu 


Pro Thr Gin Arg 




50 






55 




60 




Leu 


Gin Arg Phe 


Phe 


Phe 




Trp Phe Phe Leu 


He 


* 


65 






70 




75 


76 






<210> 1362 
















<211> 106 
















<212> PRT 
















< 2 1 3 > Homo 


sapiens 












<400> 1362 














Met 


Gin Asn Arg 


Thr 


Gly 


Leu 


He Leu Cys Ala 


Leu 


Ala "Leu TiRii Mpt - 


1 




5 






10 




15 


Gly 


Phe Leu Met 


Val 


Cys 


Leu 


Gly Ala Phe Phe He 


Ser Tn> Glv Ser 




20 








25 




30 


He 


Phe Asp Cys 


Gin 


Gly Ser 


Leu He Ala Ala Tyr 


Leu Leu Leu Pro 




35 








40 




45 


Leu 


Gly Phe Val 


He 


Leu 


Leu 


Ser Gly He Phe 


Trp 


Ser Asn Tyr Arg 




50 






55 




60 




Gin 


Val Thr Glu 


Ser 


Lys Gly 


Val Leu Arg His 


Met 


Leu Arg Gin His 


65 






70 




75 




80 


Leu 


Ala His Gly 


Ala 


Leu 


Pro 


Val Ala Thr Val 


Asp 


Arg Ala Ala Leu 






85 






90 




95 


Leu 


Lys He Met 


Cys 


Lys 


Gin 


Leu Leu * 








100 








105 








<210> 1363 
















<211> 57 
















<212> PRT 
















<213> Homo 


sapiens 












<400> 1363 














Met 


Ala Trp Lys 


Pro Leu Gly 


Arg Gin Ala Val Leu 


Arg Glu Thr Pro 


1 




5 






10 




15 


Leu 


Ala Thr Leu 


Cys 


He Asp 


Arg Arg Gin Val 


Ser 


Ser Ser Leu Val 
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20 25 30 

Gin Glu Gly Phe His Ser Lys Ser Cys His Cys Leu Gly Asp Ser Phe 

35 40 45 

Arg Glu Lys Asn Gin Val Val Gly * 
50 55 56 



<210> 1364 

<211> 75 

<212> PRT 

<213> Homo sapiens 



<400> 1364 
Met Cys Leu Leu Lys Ala Ala Pro 

1 5 
Val Gly Lys Gly Asn Pro Arg Pro 
20 

Pro Pro Thr His Leu Arg Pro Gly 
35 40 
Val Gin Trp Arg Ser Leu Gly Ser 

50 55 
Gin Ala lie Leu Leu Pro Gin Pro 
65 70 



Phe Phe Phe Phe Tyr Val Pro Gin 

10 15 
Pro Arg Gly Cys Ser Ala Phe His 

25 30 
Ser Cys Ser Val Ala Gin Ala Gly 
45 

He Ala Ala Ser Val Ser Trp Val 
60 

Leu Glu * 
74 



<210> 1365 

<211> 58 

<212> PRT 

<213> Homo sapiens 





<400> : 


1365 






















Met 


Lys 


Leu 


Gin 


Val 


Phe 


Ala 


Val 


Asn He 


Thr 


Ala 


Leu Lys 


Ala 


Ala 


1 








5 








10 








15 




Arg 


Leu 


Glu 


Leu 


Phe 


Val 


Leu 


Pro 


Gly Gly 


Phe 


He 


Val Phe 


Leu 


Ala 








20 










25 






30 






Ser 


Glu 


Leu 


Lys 


Leu 


Gin 


Thr 


Ser 


Leu Glu 


Ser 


Val 


Ala Pro 


His 


Lys 






35 










40 








45 






Asp 


Ser 


Met 


Ser 


Leu 


Lys 


Ser 


Glu 


His * 













50 55 57 



<210> 1366 

<211> 58 

<212> PRT 

<213> Homo sapiens 



<400> 1366 
Met His Cys Ser Phe He Ser Ala 

1 5 
Leu Thr Val Ser Ala Ser He Phe 
20 

Ser Leu Ser Tyr Phe Ser Phe Leu 
35 40 



Phe Leu Leu Pro Val Phe Leu Ser 

10 15 
Val Ser Leu His Ser Phe Pro Leu 

25 30 
Gly Ser Phe Phe Leu Ser Val Cys 
45 
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Leu Asp Leu Tyr Ser Ser Leu Phe Phe * 
50 55 57 



<210> 1367 

<211> 48 

<212> PRT 

<213> Homo sapiens 





<400> 1367 










Met 


Met Gly Arg 


lie 


Phe Ala Ala Leu 


Ser Leu 


Tip T.vcj T.pii Mpr Mf*t- 


l 




5 




10 




Tvr 


Ser Leu Phe 


Pro 


Val He Glu Ser 


Ser Leu 


v-jro njLD JutJLL vjlu Val 




20 




25 




i n 

o U 




AT a Ttd At~ct 


His 


He Trp Pro Thr Ala Gly 


Arg vjiy vai fro 




35 




40 








<210> 1368 












<211> 96 












vOiOs DPT 












<*&jlj> riomo 


sapiens 








<400> 1368 










Met 


Gly Arg Arg 


Lys 


Ser Phe Phe Phe 


Leu Phe 


Leu Glu Cys Arg Gin 






5 




10 


15 


Lys 


Gly Leu His 


He 


Pro Leu Cys Thr 


Cys Ser 


X3.-LO -rt-L ct rl KJ Hiy rlU 




20 




25 






Pro 


Leu Ala Ala 


Pro 


Ser Ala Leu He 


Leu Pro 


Drn Rlii Tip cJpt* Hi r 




35 




40 




*± 3 


Thr 


Ser Arg Gly 


He 


Leu Leu Ser His 


Gly Leu 


pV»ci Prn TVir* ZV 1 a Thr 




50 




55 




fin 


Met 


Pro Leu Phe 


Phe 


Pro Ser His Ala 


Ser His 


Ser Pm Thr* V»"l Thy 


65 






70 


75 


pn 


Met 


Pro Leu Phe 


Phe 


Pro Ser His Ala 


Ser His 


Ser Pro Ser Thr * 






85 




90 


95 




<210> 1369 












<211> 76 












<212> PRT 












<213> Homo 


sapiens 








<400> 1369 










Met 


Trp Asp His 


Phe 


He Leu Ser Arg Val Leu 


Phe Cys Leu Phe Val 


1 




5 




10 


15 


Phe 


His Ser Arg 


Val 


Leu Lys Asp His Met Ala 


Ser Asn Ala Tyr Lys 




20 




25 




30 


Ser 


Ala Leu Phe 


Phe Thr Val Arg Tyr Leu Glu 


Thr Lys Gin Phe Leu 




35 




40 




45 


Leu 


Arg Cys Cys 


Cys 


Trp Pro Asp Ala Val Ala 


His Ala Cys Asn Thr 




50 




55 




60 


Ser 


Thr Leu Arg 


Gly Gin Gly Arg His 


He Thr 


* 
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65 70 75 



<210> 1370 
<211> 79 
<212> PRT 

<213> Homo sapiens 



<400> 1370 

Met Cys Ser Cys Leu His Thr Leu Gin Arg Arg Phe Leu His Phe Val 

15 10 15 

Ser lie Ala Leu Ser Lys lie Trp Gin Asn Asn Ala Phe His Leu Gin 

20 25 30 

Val Glu Val Ser Trp Leu Ser Thr Phe Val Asp Lys Val lie Val Met 

35 40 45 

Arg Leu lie Ser Ser Lys His Phe Thr Asp Thr Met Asn Asp Arg Val 

50 55 60 

His Ser Phe Leu Asn Asp He Gly Phe Val Cys Leu Leu Ser * 
65 70 75 78 



<210> 1371 

<211> 227 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (227) 

<223> Xaa = any amino acid or nothing 



<400> 1371 



Met Leu 


Tyr 


Phe 


Gin 


Leu 


Val 


He 


Met 


Ala 


Gly Thr Val 


Leu 


Leu 


Ala 


1 






5 










10 










15 




Tyr Tyr 


Phe 


Glu 


Cys 


Thr 


Asp 


Thr 


Phe 


Gin 


Val 


His 


He 


Gin Gly 


Phe 






20 










25 










30 






Phe Cys 


Gin 
35 


Asp 


Gly 


Asp 


Leu 


Met 
40 


Lys 


Pro 


Tyr 


Pro 


Gly 
45 


Thr 


Glu 


Glu 


Glu Ser 


Phe 


lie 


Thr 


Pro 


Leu 


Val 


Leu 


Tyr 


Cys 


Val 


Leu 


Ala 


Ala 


Thr 


50 










55 










60 










Pro Thr 


Ala 


He 


He 


Phe 


He 


Gly 


Glu 


He 


Ser 


Met 


Tyr 


Phe 


He 


Lys 


65 








70 










75 










80 


Ser Thr 


Arg 


Glu 


Ser 
85 


Leu 


He 


Ala 


Gin 


Glu 
90 


Lys 


Thr 


He 


Leu 


Thr 
95 


Gly 


Glu Cys 


Cys 


Tyr 
100 


Leu 


Asn 


Pro 


Leu 


Leu 
105 


Arg 


Arg 


He 


He 


Arg 
110 


Phe 


Thr 


Gly Val 


Phe 
115 


Ala 


Phe 


Gly 


Leu 


Phe 
120 


Ala 


Thr 


Asp 


He 


Phe 
125 


Val 


Asn 


Ala 


Gly Gin 


Val 


Val 


Thr 


Gly 


His 


Leu 


Thr 


Pro 


Tyr 


Phe 


Leu 


Thr 


Val 


Cys 


130 










135 










140 










Lys Pro 


Asn 


Tyr 


Thr 


Ser 


Ala 


Asp 


Cys 


Gin 


Ala 


His 


His 


Gin 


Phe 


He 


145 








150 










155 










160 


Asn Asn 


Gly 


Asn 


He 


Cys 


Thr 


Gly 


Asp 


Leu 


Gly Ser Asp 


Arg Lys 


Gly 








165 










170 










175 




Ser Glu 


He 


Leu 
180 


Ser 


Leu 


Gin 


Thr 


Arg 
185 


Cys 


Ser 


Glu 


His 


Leu 
190 


Leu 


Arg 
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Leu lie Trp Pro Arg Cys lie Phe Thr Arg His Asn Gin Gly Arg Gly 

195 200 205 

Gly Ser Ser Met Gly Pro Ser Arg Trp Leu Cys Leu Gly Thr Phe Leu 

210 215 220 

His Xaa Leu 
225 227 



<210> 1372 

<211> 99 

<212> PRT 

<213> Homo sapiens 



<400> 1372 

Met Phe Leu Ser Leu Ser Leu Thr Leu Cys Leu Cys Phe Ser Phe Phe 

15 10 15 

Cys Leu Tyr Leu Ser Leu Ser Leu Tyr Leu Arg Ser Phe Phe Cys Leu 

20 25 30 

Pro Phe His Val Ser Val Phe Leu Cys Leu Phe Pro Ser Val Leu Phe 

35 40 45 

Leu Ser Val Ala Leu Gly Ser Pro Glu Asn His lie Ser Trp Arg Lys 

50 55 60 

Val Gly Glu Glu Leu Lys Leu Ala Ser His Arg Asn Phe Cys Ser Leu 
65 70 75 80 

lie Gin Met Met Arg Ser Asn Lys Pro Ser Pro Ser Arg Gin Arg Gly 
85 90 95 

Trp Ala * 
98 



<210> 1373 

<211> 69 

<212> PRT 

<213> Homo sapiens 





<400> 1373 








Met 


Leu His Thr 


Pro Gin 


Thr 


Cys 


l 




5 






Ser 


Arg Pro Val 


Leu Tyr 


Thr 


Leu 




20 








Gly 


Asp Thr Phe 


Trp Ala 


Ser 


Trp 




35 






40 


Ser 


Ser Leu Leu 


Cys Leu 


Ser Asp 




50 




55 




Lys 


Gly Asp Ser 


* 






65 


68 









Arg Pro Gly Leu Cys Val Leu Ala 

10 15 
Cys Leu Leu lie Pro Val Leu Cys 

25 30 
Ser Leu Leu Thr Lys Ala Thr Pro 
45 

Lys Ser lie Pro Ser Leu lie Ser 
60 



<210> 1374 

<211> 296 

<212> PRT 

<213> Homo sapiens 
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<400> 1374 



Met 


Arg 


Ser 


Lys 


He 


Met 


He 


His 


He His 


He 


Phe 


Leu 


Leu 


Ala 


Ser 


l 








5 








10 










15 




Phe 


Arg 


Phe 


Lys 


Glu 


His 


Val 


Gin 


Asn Asn 


Leu 


Pro Arg 


Asp 


Leu 


Leu 








20 










25 








30 






Thr 


Gly 


Glu 


Gin 


Phe 


He 


Gin 


Leu 


Arg Arg Glu 


Leu 


Ala 


Ser 


Val 


Asn 






35 










40 








45 








Gly 


His 


Ser 


Gly 


Asp 


Asp 


Gly 


Pro 


Pro Gly Asp 


Asp Leu 


Pro 


Ser 


Gly 




50 










55 








60 










He 


Glu 


Asp 


He 


Thr 


Asp 


Pro 


Ala 


Lys Leu 


He 


Thr 


Glu 


He 


Glu 


Asn 


65 










70 








75 










80 


Met 


Arg 


His 


Arg 


He 
85 


He 


Glu 


He 


His Gin 
90 


Glu 


Met 


Phe 


Asn 


Tyr 
95 


Asn 


Glu 


His 


Glu 


Val 


Ser 


Lys 


Arg 


Trp 


Thr Phe 


Glu 


Glu Gly 


He 


Lys 


Arg 








100 










105 








110 






Pro 


Tyr 


Phe 


His 


Val 


Lys 


Pro 


Leu 


Glu Lys Ala 


Gin 


Leu 


Lys 


Asn 


Trp 






115 










120 








125 








Lys 


Glu 


Tyr 


Leu 


Glu 


Phe 


Glu 


He 


Glu Asn Gly 


Thr 


His 


Glu 


Arg 


Val 




130 










135 








140 










Val 


Val 


Leu 


Phe 


Glu 


Arg 


Cys 


val 


He Ser 


Cys 


Ala 


Leu 


Tyr 


Glu 


Glu 


14 5 










150 








155 










160 


Phe 


Trp 


He 


Lys 


Tyr 
165 


Ala 


Lys 


Tyr 


Met Glu 
170 


Asn 


His 


Ser 


He 


Glu 
175 


Gly 


Val 


Arg 


His 


Val 
180 


Phe 


Ser 


Arg 


Ala 


Cys Thr 
185 


He 


His 


Leu 


Pro 
190 


Lys 


Lys 


Pro 


Met 


Val 
195 


His 


Met 


Leu 


Trp 


Ala 
200 


Ala Phe 


Glu 


Glu 


Gin 
205 


Gin 


Gly 


Asn 


He 


Asn 
210 


Glu 


Ala 


Arg 


Asn 


He 
215 


Leu 


Lys Thr 


Phe 


Glu 
220 


Glu 


Cys 


Val 


Leu 


Gly 


Leu 


Ala 


Met 


Val 


Arg 


Leu 


Arg 


Arg Val 


Ser 


Leu 


Glu 


Arg 


Arg 


His 


225 










230 








235 










240 


Gly 


Asn 


Leu 


Glu 


Glu 


Ala 


Glu 


His 


Leu Leu 


Gin 


Asp Ala 


He 


Lys 


Asn 










245 








250 










255 




Ala 


Lys 


Ser 


Asn 
260 


Asn 


Glu 


Ser 


Ser 


Phe Tyr 
265 


Ala 


Val 


Lys 


Leu 
270 


Ala 


Arg 


His 


Leu 


Phe 


Lys 


He 


Gin 


Lys 


Asn 


Leu Pro 


Lys 


Ser Arg 


Lys 


Val 


Leu 






275 










280 








285 








Leu 


Glu 
290 


Ala 


He 


Glu 


Arg 


Asp 
295 


Lys 
296 

















<210> 1375 

<211> 75 

<212> PRT 

<213> Homo sapiens 



<400> 1375 
Met Cys Leu Leu Lys Ala Ala Pro 

1 5 
Val Gly Lys Gly Asn Pro Arg Pro 
20 

Pro Pro Thr His Leu Arg Pro Gly 
35 40 
Val Gin Trp Arg Ser Leu Gly Ser 

50 55 
Gin Ala He Leu Leu Pro Gin Pro 
65 70 



Phe Phe Phe Phe Tyr Val Pro Gin 

10 15 
Pro Arg Gly Cys Ser Ala Phe His 

25 30 
Ser Cys Ser Val Ala Gin Ala Gly 
45 

He Ala Ala Ser Val Ser Trp Val 
60 

Leu Glu * 
74 
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<210> 1376 






<211> 61 






<212> PRT 






<213> Homo sapiens 






<400> 1376 




Met 


Cys Tyr Glu Trp Val 


lie Thr 


1 


5 




Cys 


Gin Arg Thr Leu Trp 


Lys Pro 




20 




Leu 


Asn Ser Cys Pro Thr 


Pro He 




35 


40 


Pro 


Ser Pro Asn Phe Pro 


Ser Cys 




50 


55 




<210> 1377 






<211> 110 






<212> PRT 






<213> Homo sapiens 






<400> 1377 




Met 


Trp Val Trp Val Thr 


Ala Ala 


l 


5 




Ser 


Phe Val Lys Lys Lys 


Ser Leu 




20 




Arg 


Ser Pro Pro Pro Glu 


Gly Ser 




35 


40 


Phe 


Tvr Arcr Glv Glv Asn 


Gly Ala 




50 


55 


His 


Thr Met Ala Leu Glu 


Gly Gin 


65 


70 




Ser 


Cys Pro Ala Gin Gly 


Leu Ala 




85 




Leu 


His Lys Asn Lys Gly 


Gly Thr 




100 






<210> 1378 






<211> 47 






<212> PRT 






<213> Homo sapiens 






<400> 1378 




Met 


Phe Ala Leu Gin Lys 


Met Arg 


1 


5 




Glu 


Glu Gly Gly lie Thr 


Arg Phe 




20 




Leu 


Phe Ser Val Thr Phe 


Arg He 




35 


40 



Thr Val Gly Ser Trp 


Ala Leu 


Leu 


10 


15 




His Arg Thr Tyr Gin 




Thr 


25 


30 




Val Glu Glv Glv Leu 




Phe 


45 






Hp 55p*i~ Tim Spr * 

-i. JL» ^ >JCA. JC1 






60 






His Leu Leu Cys Ser 


Leu Ala 


Ala 


10 


15 




Gly Lys Leu Arg Val 


Asp Val 


Cys 


25 


30 




Arg Thr Gin Thr Ser 


Ser Ser 


Leu 


45 






Ser Tvr Ala Asn Tvr 


Xle Leu 


His 


60 






Arcr Ser His Tr~n Al a 


Pro Cys 


Val 


75 




80 


xjcu Hiy ttiy vj-L y wyo 


XXIX XXJUL 


JrlJLti 


90 


95 




Glu Ala Val Thr Val 


* 




105 109 






Leu Cys Val Leu Trp 


Arg Val 


Leu 


10 


15 




Gly Asp Ser His Ser 


Asp Ser 


Leu 


25 


30 




His Arg Asp Met Phe 


Cys * 




45 


46 
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<210> 1379 
<211> 140 
<212> PRT 

<213> Homo sapiens 





<400> 1379 








Met 


Arg 


His 


Pro 


Ser 


Pro 


Trp Pro Phe Leu Phe Phe Cys Phe Val Pro 


1 








5 




10 15 


Ala 


Thr 


Leu 


Arg 
20 


Ser 


Phe 


Pro Ser Gly Leu Val Trp Pro Gly Cys Trp 
25 30 


Trp 


Glu 


Pro 
35 


Arg 


Ala 


Ser 


Pro Ser Ser Leu Ala Pro Gly Met Lys Ser 
40 45 


Gin 


Leu 
50 


Trp 


Ala 


Ala 


Ala 


Trp Arg Pro Gly Thr Ser Leu Gin Gly Met 
55 60 


Ala 


Gly 


lie 


Leu 


Arg 


Gin Ala Ala Glu Ala Gly Pro Ala Gly Val Ala 


65 










70 


75 80 


Leu 


lie 


Leu 


He 


Lys 


Gly Thr Gly Asn Glu Glu Pro Leu Gly Pro Leu 










85 




90 95 


Pro 


Ser 


Arg 


Cys 
100 


Leu 


Cys 


Pro Pro Pro Glu Glu Pro Arg Phe His Trp 
105 110 


Ala 


Leu 


Gly 
115 


Lys 


Glu 


Pro 


Thr Gly Pro Gly Arg Pro Gin Pro Val Gin 
120 125 


His 


His 
130 


He 


Glu 


Gly 


Pro 


His Pro Val Gly Phe Gly 
135 140 



<210> 1380 
<211> 50 
<212> PRT 

<213> Homo sapiens 



<400> 1380 
Met Gin Glu Pro 
1 

Pro Leu Pro Asp 
20 

Cys Arg Met Leu 
35 

He * 
49 



Leu Thr Phe Leu 
5 

Ser Pro Thr Phe 

Phe Ala Gly Arg 
40 



Gin Leu Leu Arg 
10 

Ser Ala Phe He 
25 

He He Ser Gly 



Trp Gin Leu Phe 
15 

Leu Val Gly Leu 
30 

Leu Thr Arg Val 
45 



<210> 1381 
<211> 78 
<212> PRT 

<213> Homo sapiens 



<400> 1381 

Met Leu Arg Leu Asp He He Asn Ser Leu Val Thr Thr Val Phe Met 

15 10 15 

Leu He Val Ser Val Leu Ala Leu He Pro Glu Thr Thr Thr Leu Thr 
20 25 30 
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Val Gly Gly Gly Val Phe Ala Leu Val Thr Ala Val Cys Cys Leu Ala 

35 40 45 

Asp Gly Ala Leu lie Tyr Arg Lys Leu Leu Phe Asn Pro Ser Gly Pro 

50 55 60 

Tyr Gin Lys Lys Pro Val His Glu Lys Lys Glu Val Leu * 
65 70 75 77 



<210> 1382 

<211> 57 

<212> PRT 

<213> Homo sapiens 





<400> 1382 




















Met 


Leu 


Thr 


Thr 


Leu 


Leu 


Leu 


Leu 


Leu 


His Lys 


Arg He Phe 


Arg 


Gly 


1 








5 










10 




15 




Asn 


Phe 


His 


He 


Leu 


His 


Phe 


His 


He 


Cys He 


Gin He Lys 


Lys 


Gin 








20 










25 




30 






lie 


Pro 


He 


Leu 


Glu 


Asn 


Asp 


Leu 


Phe 


Lys Met 


Tyr Thr Val 


Ser 


Asn 






35 










40 






45 






Lys 


Ala 


Lys 


Thr 


Arg 


Thr 


Trp 


Ser 


* 











50 55 56 



<210> 1383 

<211> 64 

<212> PRT 

<213> Homo sapiens 



<400> 1383 

Met Val Cys Arg Leu Pro Cys Thr Leu Leu Pro Trp Pro Leu Lys His 

1 5 10 15 

Lys Gin Gly Ala Leu Leu Tyr He Cys Pro Ala Ser Leu Pro Ala Phe 

20 25 30 

Asn Pro Arg Asn Leu Ser Val Tyr Leu Leu Phe Ser Ala Ser Glu Ser 

35 40 45 

Leu Pro Leu Lys Ser Glu Gin Ala Arg Pro Gly Gly Ser Arg Leu * 
50 55 60 63 



<210> 1384 

<211> 67 

<212> PRT 

<213> Homo sapiens 



<400> 1384 
Met Leu Ser Phe Val Pro Leu Leu 

1 5 
Thr Asp Arg Gly Ala Ala Gly Ser 
20 

Ala Gly Glu Thr Ala Gly Gin Arg 
35 40 
Ala Ala Ala Val Gly Lys He Leu 



Ser Ser Trp Leu Gly Thr Trp He 

10 15 
Cys Gin Ala Glu Ala Pro Arg Leu 

25 30 
Val Trp Glu Arg Gly Met Gin Arg 
45 

Asp Pro Lys Gly His Thr Ala Ser 
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50 55 60 

Pro His * 
65 66 



<210> 1385 

<211> 50 

<212> PRT 

<213> Homo sapiens 



<400> 1385 

Met Leu Val Leu Phe Val Ala Thr Trp Ser Asp Leu Gly Leu Cys Lys 

15 10 15 

Lys Arg Pro Lys Pro Gly Gly Trp Asn Thr Gly Gly Cys Arg Tyr Pro 

20 25 30 

Gly Leu Ala Cys Pro Leu Gly Arg Pro Pro Gly Gin Trp Gly Ala Thr 
35 40 45 

Val * 
49 



<210> 1386 

<211> 123 

<212> PRT 

<213> Homo sapiens 





<400> 1386 








Met 


Lys 


Trp 


Val 


Thr 


Phe He Ser Leu Leu 


Phe Leu Phe Ser Ser Ala 


l 








5 


10 


15 


Tyr 


Ser 


Arg 


Gly 


Pro 


Lys Ala Glu Phe Ala 


Glu Val Ser Lys Leu Val 








20 




25 


30 


Thr 


Asp 


Leu 


Thr 


Lys 


Val His Thr Glu Cys 


Cys His Gly Asp Leu Leu 






35 






40 


45 


Glu 


Cys 


Ala 


Asp 


Asp 


Arg Ala Asp Leu Ala 


Lys Tyr He Cys Glu Asn 




50 








55 


60 


Gin 


Asp 


Ser 


He 


Ser 


Ser Lys Leu Lys Glu 


Cys Cys Glu Lys Pro Leu 


65 










70 


75 80 


Leu 


Glu 


Lys 


Ser 


His 


Cys He Ala Glu Val 


Glu Asn Asp Glu Met Pro 










85 


90 


95 


Ala 


Asp 


Leu 


Pro 


Ser 


Leu Ala Ala Asp Phe 


Val Glu Ser Lys Asp Val 








100 




105 


110 


Cys 


Lys 


Asn 


Tyr 


Ala 


Glu Ala Lys Asp Val 


Phe 






115 






120 


123 



<210> 1387 

<211> 65 

<212> PRT 

<213> Homo sapiens 



<400> 1387 

Met Pro Arg Leu Phe Ser Pro Leu He Leu Leu His Thr Leu Ser Leu 
1 5 10 15 
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Lys Ser His Glu Thr Phe Gin Trp 
20 

Arg Asp Ala Cys Phe Thr Trp Thr 
35 ^ 40 

He Asn Glu Trp Cys Cys Phe Pro 
50 55 



Ser Gin Phe Leu Tyr Gin Asn Thr 

25 30 

Tyr He Phe Pro Arg He Thr Trp 
45 

Val Val Gly Glu Lys Leu Gly Thr 

60 64 



<210> 1388 

<211> 56 

<212> PRT 

<213> Homo sapiens 





<400> 1388 








Met 


Gly Leu Leu 


Asn 


Lys 


Tyr Ala 


l 




5 






Ser 


Leu Val Lys 


Ser 


Glu 


Ser Leu 




20 








Leu 


Phe He Gin 


Phe 


Phe 


Leu Gly 




35 






40 


Cys 


Thr Ser Lys 


Phe 


Asp 


Ser * 



50 55 



Ser Val He He Tyr Leu Tyr Phe 

10 15 
Phe His Leu Met Tyr Leu Pro Ser 

25 30 
He Phe Ser Leu Lys Thr His Cys 
45 



<210> 1389 
<211> 76 
<212> PRT 

<213> Homo sapiens 



<400> 1389 
Met Arg Arg Arg Ala Leu Lys His 

1 5 
Thr Ala Gly Glu Ser Thr Gly Pro 
20 

Arg Ala Lys Glu Ala Asp Pro Ser 
35 40 
Gly Leu Glu Cys Gly Pro Arg Leu 

50 55 
Asp Gly Pro Arg Gly He Cys His 
65 70 



Trp Val Ala Leu Cys Leu Thr Trp 

10 15 
Trp Pro Ser Pro Glu Pro Ser Val 

25 30 
Gly Arg Arg Ser Leu Gly Ser Pro 
45 

Thr Arg Gly Ser Gly Arg Gin Cys 
60 

Ala Leu Gly * 
75 



<210> 1390 

<211> 149 

<212> PRT 

<213> Homo sapiens 



<400> 1390 

Met Ala Ala Ser Pro Ala Arg Pro Ala Val Leu Ala Leu Thr Gly Leu 

1 5 10 15 

Ala Leu Leu Leu Leu Leu Cys Trp Gly Pro Gly Gly He Ser Gly Asn 
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20 




Lys Leu 


Lys 


Leu 


Met Leu Gin Lys 




35 




40 


Thr Lys 


Val 


Ala 


Val Asp Glu Asn 


50 






55 


Leu Lys 


Arg 


Gin 


Lys Arg Gin Leu 


65 






70 


Gin Gin 


Trp 


Tyr 


Gin Gin Phe Leu 








85 


Phe Glu 


Asp 


Asp 


He Thr Tyr Trp 






100 




Glu Tyr 


Tyr 


Gly 


Asp Tyr Tyr Gin 




115 




120 


He Gly 


Pro 


Arg 


Ser Pro Tyr Gly 


130 






135 


Tyr Asp 


Asp 


Tyr 


* 


145 




148 





25 30 
Arg Glu Ala Pro Val Pro Thr Lys 
45 

Lys Ala Lys Glu Phe Leu Gly Ser 
60 

Trp Asp Arg Thr Arg Pro Glu Val 
75 80 
Tyr Met Gly Phe Asp Glu Ala Lys 

90 95 
Leu Asn Arg Asp Arg Asn Gly His 
105 110 
Arg His Tyr Asp Glu Asp Ser Ala 
125 

Phe Arg His Gly Ala Ser Val Asn 
14 0 



<210> 1391 

<211> 125 

<212> PRT 

<213> Homo sapiens 



<400> 1391 

Met Val Met Gly Trp His Trp Pro Gin Gly Leu Gly Leu Ser Leu Ser 

15 10 15 

Leu Cys Pro Ser Asp Leu Asp Gly Trp Val Ser Arg Glu Val Pro Leu 

20 25 30 

Leu Asp Arg Pro Gin Ala Leu Pro Pro Cys Val Gin He Leu Ser Ala 

35 40 45 

Pro Ala Ser Thr Ser Cys Pro Ser Ala Leu Ser Pro Trp His Asp Pro 

50 55 60 

Gly Leu Pro Val Thr Ser Gin Asn His Phe Ala Trp Phe Pro Leu Gly 
65 70 75 80 

Ser Lys Ala Cys Leu Gly Pro Ser He Asp Arg Glu Ala Val Lys Glu 

85 90 95 

He Asn Ala Glu Glu Gly Val Arg Arg Gin Thr Gin Gly Pro He Lys 

100 105 110 

Val Arg Lys Gin Ala Gly Cys Gly Gly Ser Cys Leu * 
115 120 124 



<210> 1392 
<211> 5,6 
<212> PRT 

<213> Homo sapiens 



<400> 1392 
Met He He Gin He Cys Thr He 

1 5 
Cys Val Cys Val Phe Phe Arg Val 
20 

Leu Glu Thr Lys He Leu Lys Val 
35 * 40 



Ser Arg He Glu Phe He Cys Leu 

10 15 
He Trp Leu Pro Val Glu Phe Tyr 

25 30 
Val Phe Val He Val Phe Val Pro 
45 
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lie lie Leu Pro Leu His Pro * 
50 55 



<210> 1393 

<211> 55 

<212> PRT 

<213> Homo sapiens 



<400> 1393 

Met Glu Ala Trp Lys Ala Leu He Gly Leu Phe Pro Leu Arg Ser Ser 

15 10 15 

Ala Ser Pro Phe Thr Tyr His Cys Trp Glu Pro Ala Gin Pro Ala His 

20 25 30 

Gin Glu Phe His Ser Thr He Ala Leu Arg Gly Arg Gly Gly Lys Pro 

35 40 45 

Gin Glu Glu Ser Ser Pro * 
50 54 



<210> 1394 

<211> 51 

<212> PRT 

<213> Homo sapiens 



<400> 1394 

Met Ser Leu Asn Pro Glu Phe Leu Trp Leu Lys Trp Phe Ser Leu Leu 

1 5 10 15 

Leu Arg Gly Arg Arg Asn Ser Cys Leu He Ala Leu Lys Gly Tyr His 

20 25 30 

Ser Val Met He Phe His Leu Pro Leu He Pro Ser Ser Val Thr Ser 

35 40 45 

Cys His * 
50 



<210> 1395 

<211> 105 

<212> PRT 

<213> Homo sapiens 



<400> 1395 

Met Pro Cys Phe Met Pro Asn Pro Gly Ala Val Leu Gly Leu Pro Pro 

15 10 15 

Trp Leu Leu Ser Thr Gin Arg Leu Thr His Thr Arg Ala Tyr Leu Asn 

20 25 30 

Trp Leu Ala Ser Asp Arg Trp Met Arg Arg His Trp Arg Thr Gly Glu 

35 40 45 

Ser Gin Val Glu Arg Ser Ser Arg Pro Trp Trp Glu Thr Gin His Leu 

50 55 60 

Ser Pro Ala Ser Leu Gly Arg Arg Pro Ala Pro Gly Leu Gin Glu His 
65 70 75 80 

Phe Leu Asp Thr Asp Gly Lys Val Ala Asp Ser Gly Leu Gin Met Gly 
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85 90 
Phe Gly Leu Leu Ser Leu Pro Ser lie 
100 105 



95 



<210> 1396 

<211> 49 

<212> PRT 

<213> Homo sapiens 



<400> 1396 

Met Leu Cys Asn Leu Ala Leu Lys Leu Leu Asn Cys Val Ser Ala Trp 

1 5 .10 15 

Asn Met Asn lie Arg Leu Lys Cys Leu Leu Lys Pro Lys Asn Val Ser 

20 25 30 

Lys Val Cys Ser Arg Gly Leu Tyr Phe He Tyr Val Met Asp Ser Leu 
35 40 45 48 

* 



<210> 1397 

<211> 104 

<212> PRT 

<213> Homo sapiens 





<400> 1397 


Met 


Leu 


Ser 


Trp Val 


1 






5 


Val 


Trp 


Val 


Phe Trp 








20 


Ala 


Pro 


Ala 


Leu Arg 






35 




Ala 


Glu 


Leu 


Phe His 




50 






Gly 


Gly 


Gly 


Gly Ala 


65 








Trp 


Gly 


Leu 


Thr Asp 








85 


Thr 


Pro 


Gly 


He Ala 



100 



Phe Pro Gly Ser Val Phe 
10 

His Gin Ala Ser Leu Gly 
25 

Val Gly Leu He Pro Gly 
40 

Leu Glu Asp Lys Asp Gly 
55 

Gly His Asp Leu He Leu 
70 75 
Asp Gly Glu Ala Arg Val 
90 

Phe Ser * 
103 



Gly Leu Cys Leu Ser 
15 

Arg Ala Ser Gly Cys 
30 

Cys Arg Gly Leu Arg 
45 

Ser Ser Gly Leu Gly 
60 

Arg Arg Ala Trp Cys 
80 

Gin Ala Leu Gly Met 
95 



<210> 1398 

<211> 82 

<212> PRT 

<213> Homo sapiens 



<400> 1398 

Met Lys Pro Val Trp Val Ala Thr Leu Leu Trp Met Leu Leu Leu Val 

15 10 15 

Pro Arg Leu Gly Ala Ala Arg Lys Gly Ser Pro Glu Glu Ala Ser Phe 
20 25 30 
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Tyr Tyr Gly Thr Phe Pro Leu Gly Gly His His Ser Ala Glu Gly Thr 

35 40 45 

Ala Arg Gin Pro Leu Pro lie Leu Pro Val Leu Ala Pro Ala Pro Ala 

50 55 60 

His Arg His Pro Ser Arg Ala Gly Glu Gin Glu Gly Asn Arg lie Leu 
65 70 75 80 

Gin * 
81 



<210> 1399 
<211> 68 
<212> PRT 

<213> Homo sapiens 



<400> 1399 

Met Gly Ala Val Leu Leu Val Cys Leu Gin Thr Ser lie Ala Ala Arg 

15 10 15 

Asp Asp Leu Lys Asp Ala Val Asp Ser Gly Leu Leu Leu Ala Asn Ser 

20 25 30 

Leu Ser His Phe Val Pro Leu Val Val Arg Asn Tyr Leu Val His Cys 

35 40 45 

Asn Leu Leu Gin Thr Leu Lys Phe Leu Leu Gly Asn Cys Thr Ala Gly 

50 55 60 

Lys Ala Ser * 
65 67 



<210> 1400 
<211> 54 
<212> PRT 

<213> Homo sapiens 



<400> 1400 
Met Ala Val Ala Phe Val Leu Ser 

1 5 
Phe Arg Val Ala Asp Gin Arg Lys 
20 

Asn Tyr Asp Val Met Lys Asp Phe 
35 40 
Phe Gin Ser Val Lys * 
50 53 



Leu Gly Val Ala Ala Leu Tyr Lys 

10 15 
Lys Ala Tyr Ala Asp Phe Tyr Arg 

25 30 
Glu Glu Met Arg Lys Ala Gly lie 
45 



<210> 1401 

<211> 232 

<212> PRT 

<213> Homo sapiens 



<400> 1401 

Met Leu Phe Ala Phe lie Ser Leu Leu Val Met Leu Pro Thr Trp Trp 

15 10 15 

He Val Ser Ser Trp Leu Val Trp Gly Val He Leu Phe Val Tyr Leu 
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20 25 30 

Val lie Arg Ala Leu Arg Leu Trp Arg Thr Ala Lys Leu Gin Val Thr 

35 40 45 

Leu Lys Lys Tyr Ser Val His Leu Glu Asp Met Ala Thr Asn Ser Arg 

50 55 60 

Ala Phe Thr Asn Leu Val Arg Lys Ala Leu Arg Leu lie Gin Glu Thr 
65 70 75 80 

Glu Val lie Ser Arg Gly Phe Thr Leu Leu Leu Asp Arg Val Ser Ala 

85 90 95 

Ala Cys Pro Phe Asn Lys Ala Gly Gin His Pro Ser Gin His Leu lie 

100 105 110 

Gly Leu Arg Lys Ala Val Tyr Arg Thr Leu Arg Ala Ser Phe Gin Ala 

115 120 125 

Ala Arg Leu Ala Thr Leu Tyr Met Leu Lys Asn Tyr Pro Leu Asn Ser 

130 135 140 

Glu Ser Asp Asn Val Thr Asn Tyr lie Cys Val Val Pro Phe Lys Glu 
145 150 155 160 

Leu Gly Leu Gly Leu Ser Glu Glu Gin lie Ser Glu Glu Glu Ala His 

165 170 175 

Lys Leu Tyr Arg Trp Leu Gin Pro Ala Cys lie Glu Gly Phe Val Pro 

180 185 190 

Thr Leu Gly Gly Thr Glu Phe Arg Val Leu Gin Thr Val Ser Pro He 

195 200 205 

Thr Phe Tyr Ser Gin Phe Thr Ser Trp Ala Leu Thr Tyr Ser Ser Thr 

210 215 220 

Ser Ala Ser Ser Tyr Leu He * 
225 230 231 



<210> 1402 

<211> 48 

<212> PRT 

<213> Homo sapiens 



<400> 1402 
Met Ala Pro Ala Arg Pro Trp Trp 

1 5 
Trp Glu Ala Glu Glu Asp Gly Ser 
20 

Leu Ala Ser Met Val Lys Pro Arg 
35 40 



Leu Thr Pro Val He Pro Ala Leu 

10 15 
Arg Gly Gin Glu Phe Lys Thr Ser 

25 30 
Leu Tyr Tyr Lys Tyr Lys Asn * 
45 47 



<210> 1403 

<211> 53 

<212> PRT 

<213> Homo sapiens 



<400> 1403 
Met Leu Trp Arg Leu He He He 

1 5 
Ser Arg Leu Leu Ala Asp Cys Asp 
20 

-Glu Arg Lys Leu Leu Leu Asp Phe 
35 40 



Leu Cys Glu Ala Leu Gin Arg Lys 

10 15 
His Phe Ser Phe Pro Asn Arg Tyr 

25 30 
Thr Val Arg He Trp He Gin Thr 
45 
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Tyr Cys Pro His * 
50 52 



<210> 1404 
<211> 90 
<212> PRT 

<213> Homo sapiens 



<400> 1404 



Met 


Arg 


Val 


Phe 


Cys 


Val Gly Leu Leu 


Leu Phe Ser Val Thr Trp 


Jr\XcX 


1 








5 




10 


15 




Ala 


Pro 


Thr 


Phe 


Gin 


Pro Gin Thr Glu 


Lys Thr Lys Gin Ser Cys 


val 








20 




25 




30 




Glu 


Glu 


Gin Arg 


Gin 


Glu Glu Lys Asn 


Lys Asp Asn He Gly Phe 


TT A c 

xlio 






35 






40 




45 




His 


Leu 


Gly 


Lys 


Arg 


He Asn Gin Glu 


Leu Ser 


Ser Lys Glu Asn 


Tin 




50 








55 




60 




Ua 1 
V dl 


Gin 


Glu Arg 


Lys 


Lys Asp Leu Ser 


Leu Ser 


Glu Ala Ser Glu 


Asn 


65 










70 


75 




o u 


Lys 


Gly 


Ser 


Ser 


Lys 


Ser Gin Asn Tyr 


Phe 














85 




90 








<210> 1405 














<211> 477 














<212> PRT 














<213> Homo 


sapiens 










<400> 1405 












Met 


Ala 


Gly 


Arg 


Gly 


Gly Ser Ala Leu 


Leu Ala 


Leu Cys Gly Ala 


lieu 


1 








5 




10 


15 




Ala 


Ala 


Cys 


Gly 


Trp 


Leu Leu Gly Ala 


Glu Ala 


Gin Glu Pro Gly 


Ala 








20 




25 




30 




Pro 


Ala 


Ala 


Gly 


Met 


Arg Arg Arg Arg 


Arg Leu Gin Gin Glu Asp 


Gly 






35 






40 




45 




He 


Ser 


Phe 


Glu 


Tyr 


His Arg Tyr Pro 


Glu Leu Arg Glu Ala Leu 


Val 




50 








55 




60 




Ser 


Val 


Trp 


Leu 


Gin 


Cys Thr Ala He 


Ser Arg 


He Tyr Thr Val 


Gly 


65 










70 


75 




80 


Arg 


Ser 


Phe 


Glu 


Gly 


Arg Glu Leu Leu 


Val He 


Glu Leu Ser Asp 


Asn 










85 




90 


95 




Pro 


Gly 


Val 


His 


Glu 


Pro Gly Glu Pro 


Glu Phe 


Lys Tyr He Gly 


Asn 








100 




105 




110 




Met 


His 


Gly 


Asn 


Glu 


Ala Val Gly Arg 


Glu Leu 


Leu He Phe Leu 


Ala 






115 






120 




125 




Gin 


Tyr 


Leu 


Cys 


Asn 


Glu Tyr Gin Lys 


Gly Asn Glu Thr He Val 


Asn 




130 








135 




140 




Leu 


He 


His 


Ser 


Thr 


Arg He His He 


Met Pro 


Ser Leu Asn Pro 


Asp 


145 










150 


155 




160 


Gly 


Phe 


Glu 


Lys 


Ala 


Ala Ser Gin Pro 


Gly Glu Leu Lys Asp Trp 


Phe 










165 




170 


175 




Val 


Gly 


Arg 


Ser 


Asn 


Ala Gin Gly He 


Asp Leu Asn Arg Asn Phe 


Pro 








180 




185 




190 




Asp 


Leu 


Asp 


Arg 


He 


Val Tyr Val Asn 


Glu Lys Glu Gly Gly Pro 


Asn 
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195 










200 








205 








Asn 


His 


Leu 


Leu 


Lys 


Asn 


Met 


Lys 


Lys 


He 


Val Asp 


Gin 


Asn 


Thr 


Lys 




210 










215 








220 










Leu 


Ala 


Pro 


Glu 


Thr 


Lys 


Ala 


Val 


He 


His 


Trp He 


Met 


Asp 


He 


Pro 


225 










230 










235 








240 


Phe 


Val 


Leu 


Ser 


Ala 


Asn 


Leu 


His 


Gly 


Gly 


Asp Leu 


Val 


Ala 


Asn 


Tyr 










245 










250 








255 




Pro 


Tyr 


Asp 


Glu 


Thr 


Arg 


Ser 


Gly 


Ser 


Ala 


His Glu 


Tyr 


Ser 


Ser 


Ser 








260 










265 








270 






Pro 


Asp 


Asp 


Ala 


He 


Phe 


Gin 


Ser 


Leu 


Ala 


Arg Ala 


Tyr 


Ser 


Ser 


Phe 






275 










280 








285 








Asn 


Pro 


Ala 


Met 


Ser 


Asp 


Pro 


Asn 


Arg 


Pro 


Pro Cys 


Arg 


Lys 


Asn 


Asp 




290 










295 








300 










Asp 


Asp 


Ser 


Ser 


Phe 


Val 


Asp 


Gly 


Thr 


Thr 


Asn Gly 


Glv 


Ala 


Trp 


Tvr 


305 










310 










315 








320 


Ser 


Val 


Pro 


Gly 


Gly 


Met 


Gin 


Asp 


Phe 


Asn 


Tyr Leu 


Ser 


Ser 


Asn 


Cvs 










325 










330 








335 




Phe 


Glu 


He 


Thr 


Val 


Glu 


Leu 


Ser 


Cvs 


Glu 


Lys Phe 


Pro 


Pro 


Glu 


Glu 








340 










345 








350 






Thr 


Leu 


Lvs 


Thr 


Tvr 


Trr> 


Glu 


Asp 


Asn 


Lys 


Asn Ser 


Leu 


He 


Ser 


Tvr 






355 










360 








365 








Leu 


Glu 


Gin 


He 


His 


Arcr 


Glv 


Val 


Lys 


Glv 


Phe Val 




Asp 


Leu 


Gin 




370 










375 








380 










Glv 


Asn 


Pro 


He 


Ala 


Asn 


Ala 


Thr 


He 


Ser 


Val Glu 


Glv 


He 


Asp 


His 


385 










390 










395 








400 


Asp 


Val 


Thr 


Ser 


Ala 


Lys 


Asp 


Gly 


Asp 


Tyr 


Trp Arg 


Leu 


Leu 


He 


Pro 










405 










410 








415 




Gly 


Asn 


Tyr 


Lys 


Leu 


Thr 


Ala 


Ser 


Ala 


Pro 


Gly Tyr 


Leu 


Ala 


He 


Thr 








420 










425 








430 






Lvs 


Lys 


Val 


Ala 


Val 


Pro 


Tvr* 


Ser 


Pro 


Ala 


Ala Gly 


Val 


Asp 


Phe 


Glu 






435 










440 








445 








Leu 


Glu 


Ser 


Phe 


Ser 


Glu 


Arcr 


Lys 


Glu 


Glu 


Glu Lys 


Glu 


Glu 


Leu 


Met 




450 










455 








460 










Glu 


Trp 


Trp 


Lys 


Met 


Met 


Ser 


Glu 


Thr 


Leu 


Asn Phe 


* 








465 










470 










475 476 












<210> 1406 


























<211> ! 


55 


























<212> PRT 


























<213> Homo 


sapiens 






















<400> : 


L406 
























Met 


Phe 


He Gly 


He 


Trp 


Val 


Ser 


Leu 


Tyr 


Gin Val 


Leu 


Trp 


Leu 


Lys 


1 








5 










10 








15 




Glu 


Leu 


Leu 


Trp 


Gly 


His 


Tyr 


He 


Phe 


Trp 


Val Ser 


Arg 


Lys 


Met 


Phe 








20 










25 








30 






Val 


Tyr Gly Gly 


Val 


Gly 


Gly 


Lys 


Thr 


Ala 


Asn He 


Cys 


Arg 


Lys 


Gly 



35 40 45 



Arg He He Lys Lys Val * 
50 54 



<210> 1407 
<211> 66 
<212> PRT 
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<213> Homo sapiens 





<400> 1407 
















Met 


Leu Leu Gly 


Val 


Arg Ala Val 


Pro Leu 


Cys 


Ser 


Ala 


Trp Gin Gly 


1 




5 




10 








15 


Ala 


Val Gly Leu 


Val 


Ser Leu Thr 


lie Ser 


lie 


Cys 


Lys 


His Gly Leu 




20 






25 








30 


Ser 


Phe Gin Gin 


Asn 


Leu Val Pro 


Gly Lys 


Ser 


Asn 


Val 


Pro Lys Ala 




35 




40 








45 




Ser 


Asp Met Pro 


Arg 


Cys Pro Pro 


Val Asp 


Ala 


Ala 


Ala 


Asn Ser Arg 




50 




55 






60 






Ser 


Met 
















65 


66 

















<210> 1408 

<211> 58 

<212> PRT 

<213> Homo sapiens 



<400> 1408 
Met Leu Leu Lys Phe Leu Cys Glu 

1 5 
Glu Phe Leu Asp Ser Pro Arg Ser 
20 

Ser Met Phe Asn Phe Val Lys Asn 
35 40 
Pro Phe Pro Thr Pro Thr Ser Arg 
50 55 



Cys Met Pro Ser Leu Leu Leu Ser 

10 15 
Gly lie Asp Gly Ser Asn Gly Asn 

25 30 
Cys His Phe Pro Thr Ala Ala Ala 
45 

Val * 
57 



<210> 1409 
<211> 72 
<212> PRT 

<213> Homo sapiens 





<400> 1409 






Met 


lie Glu Thr 


Trp 


Leu Trp Leu 


1 




5 




Gly 


Gin Trp Ser 


Gly 


Pro Thr Phe 




20 






Ala 


His He Gly 


Pro 


Lys Tyr Gly 




35 




40 


Gly 


Thr Val Lys 


Val 


Ser Cys Pro 




50 




55 


Gin 


Gly Lys Gly 


Thr 


Pro Asp * 


65 






70 71 



Leu Leu Leu Asn Val Gly Gly Thr 

10 15 
Arg Arg Glu Asn Val Leu Pro Ala 

25 30 
Pro Leu Leu Pro Ser Thr Ala Lys 
45 

Ser Ser Thr Pro His Pro Pro Leu 
60 



<210> 1410 

<211> 53 

<212> PRT 

<213> Homo sapiens 
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<400> 1410 

Met Arg Phe Leu Leu Leu Trp Phe lie Leu Arg Gly Arg Gin Leu Val 

15 10 15 

Pro Leu Arg Pro Arg Arg Ser Pro Leu Pro Asp Thr Asn Ala Pro Leu 

20 25 30 

Pro Gly Leu Gly Gly Gly Asp Gly Ser Thr Gin Thr Pro Phe Ala Gin 

35 40 45 

Ser Arg Arg Leu * 
50 52 



<210> 1411 

<211> 82 

<212> PRT 

<213> Homo sapiens 



<400> 1411 

Met Ala Ser Gin Ser Met Cys Phe Leu Trp Leu Ala Pro Val Thr Trp 

1 5 10 15 

Cys Val Met Phe Ser Ser Arg Thr Cys Tyr Ser Pro Cys Gly Asn Phe 

20 25 30 

Ser Thr Ala Pro Gly Arg Val lie Phe His Ser Trp Asp Arg Ala Gin 

35 40 45 

Phe Val Tyr Ser Phe Leu Ser Arg Trp Arg Leu Gly Leu Phe Pro Pro 

50 55 60 

Leu Ala Ser Val Asn Gly Asp Ala Val lie Met Gly Val Pro Val Phe 
65 70 75 80 

val * 

81 



<210> 1412 
<211> 72 
<212> PRT 

<213> Homo sapiens 





<400> 1412 
















Met 


Phe 


Leu Leu 


Leu 


Phe 


Cys 


Leu 


Met Phe Asp Phe Thr Lys 


Val 


Phe 


1 






5 








10 


15 




Phe 


lie 


Leu Leu 


Leu 


His 


He 


Phe 


Cys Leu Ser Thr Cys Leu 


Phe 


Leu 






20 










25 30 






Gly 


Leu 


His He 


Cys 


Ala 


Ser 


Phe His Ala Arg Ala Leu Leu Glu Thr 






35 








40 


45 






Ala 


Leu 


He Leu 


Leu 


Arg Met 


Lys 


He Ala Gly Phe Gin Val 


He 


Leu 




50 








55 




60 






Phe 


Pro 


Gin Asp 


Phe 


Val 


Leu 


* 








65 








70 


71 











<210> 1413 
<211> 59 
<212> PRT 
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<213> Homo sapiens 



<400> 1413 
Met Met Thr lie Lys Glu Phe Thr 

1 5 
Ser Thr Phe Pro Ser Lys Lys Phe 
20 

Asn Ser Glu Asn Trp Leu Gly Val 
35 40 
Thr Leu Gly Trp Pro Arg Arg Arg 
50 55 



Leu Leu Leu Val Ser Leu Gin Phe 

10 15 
Leu Leu Glu Thr His Phe Leu Lys 

25 30 
Val Ala His Ala Cys Ser Leu Ser 
45 

Thr Ala * 
58 



<210> 1414 

<211> 78 

<212> PRT 

<213> Homo sapiens 



<400> 1414 



Met Leu Arg 


Leu 


Asp 


He 


He 


Asn 


1 




5 








Leu lie Val 


Ser 


Val 


Leu 


Ala 


Leu 




20 










Val Gly Gly Gly 


Val 


Phe 


Ala 


Leu 


35 










40 


Asp Gly Ala 


Leu 


He 


Tyr 


Arg 


Lys 


50 








55 




Tyr Gin Lys 


Lys 


Pro 


Val 


His 


Glu 


65 






70 







Ser Leu Val Thr Thr Val Phe Met 

10 15 
He Pro Glu Thr Thr Thr Leu Thr 

25 30 
Val Thr Ala Val Cys Cys Leu Ala 
45 

Leu Leu Phe Asn Pro Ser Gly Pro 
60 

Lys Lys Glu Val Leu * 
75 77 



<210> 1415 

<211> 171 

<212> PRT 

<213> Homo sapiens 



<400> 1415 
Met His Met Met 
1 

Ser Leu Gly Arg 
20 

Phe Val Val Met 
35 

Ser Phe He Gly 
50 

Glu Lys Leu Cys 
65 

Leu Pro Glu Leu 

Leu Ala Leu Met 
100 

Asp Asn Lys His 
115 

Met Glu Glu Glu 



Lys Leu Ser He 
5 

Ser Leu Asp Ala 

Glu His Cys Leu 
40 

Gin Asn Lys Ser 
55 

Pro Glu Ala Ser 
70 

Lys Thr Ala Val 
85 

Gin Lys Lys Leu 

Leu Leu Ser Glu 
120 

Gly Met Val He 



Lys Val Leu Leu 
10 

Asp His Ala Pro 
25 

Lys His Gly Leu 

Phe Phe Gly Pro 
60 

Asp He Ala Thr 
75 

Gly Arg Gly Arg 
90 

Ala Asp Tyr Leu 
105 

Phe Tyr Glu Pro 
Val Gly Leu Leu 



Gin 


Ser Ala Leu 




15 


Leu 


Gin Gin Phe 




30 


Lys 


Val Lys Lys 


45 




Leu 


Glu Leu Val 


Ser 


Val Arg Asn 




80 


Ala 


Trp Leu Tyr 




95 


Lys 


Val Leu He 




110 


Glu 


Ala Leu Met 


125 




Val 


Gly Leu Asn 
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130 135 140 



Val 


Leu Asp Ala 


Asn 


Leu 


Trp 


Leu 


Glu 


Arg 


Arg Arg 


Leu Gly Phe Ser 


145 






150 










155 






160 


Gly 


Trp Ser Asn 


Arg 


Phe 


Phe 


Pro 


Leu 


Pro 


* 












165 










170 












<210> 1416 
























<211> 77 
























<212> PRT 
























<213> Homo 


sapiens 




















<400> 1416 






















Met 


Leu Thr Arg 


Leu 


Val 


Leu 


Ser 


Ala 


His 


Leu 


Ser 


Ser Thr 


Thr Phe 


-i. 




5 










xu 








15 


Pro 


Pro Trp Thr 


His 


Ala 


Ala 


He 


Ser 


Trp 




■UCU 


Asp Asn Val Leu 




20 










25 








30 




Met 


Pro Ser Pro 


Arg 


He 


Trp 


Pro 


Gin 


Val 


J.I1X 


Pro 


Thr Ala Gly Gin 




35 








40 










45 




Asp 


Val His Ala 


He 


Val 


Thr 


Arg 


Thr 


Cys 


Glu 


Ser 


Val Leu 


Ser Ser 




50 






55 










60 






Val 


Val Tyr Thr 


His 


Gly 


Cys 


Gly 


Cys 


Val 


Arg 


Cys 


* 




65 






70 










75 


76 








<210> 1417 
























<211> 249 
























<212> PRT 
























<213> Homo 


sapiens 




















<400> 1417 






















Met 


Glu Lys He 


Pro 


Glu 


He 


Gly 


Lys 


Phe 


Gly Glu 


Lys Ala Pro Pro 


1 




5 










10 








15 


Ala 


Pro Ser His 


Val 


Trp 


Arg 


Pro 


Ala 


Ala 


Leu 


Phe 


Leu Thr 


Leu Leu 




20 










25 








30 




Cys 


Leu Leu Leu 


Leu 


He 


Gly 


Leu 


Gly 


Val 


Leu 


Ala 


Ser Met 


Phe His 




35 








40 










45 




Val 


Thr Leu Lys 


He 


Glu 


Met 


Lys 


Lys 


Met 


Asn 


Lys 


Leu Gin 


Asn He 




50 






55 










60 






Ser 


Glu Glu Leu 


Gin 


Arg 


Asn 


He 


Ser 


Leu 


Gin 


Leu 


Met Ser 


Asn Met 


65 






70 










75 






80 


Asn 


He Ser Asn 


Lys 


He 


Arg 


Asn 


Leu 


Ser 


Thr 


Thr 


Leu Gin 


Thr He 






85 










90 








95 


Ala 


Thr Lys Leu 


Cys 


Arg 


Glu 


Leu 


Tyr 


Ser 


Lys 


Glu 


Gin Glu 


His Lys 




100 










105 








110 




Cys 


Lys Pro Cys 


Pro 


Arg 


Arg 


Trp 


He 


Trp 


His 


Lys 


Asp Ser 


Cys Tyr 




115 








120 










125 




Phe 


Leu Ser Asp 


Asp 


Val 


Gin 


Thr 


Trp 


Gin 


Glu 


Ser 


Lys Met 


Ala Cys 




130 






135 










140 






Ala 


Ala Gin Asn 


Ala 


Ser 


Leu 


Leu 


Lys 


He 


Asn 


Asn 


Lys Asn 


Ala Leu 


145 






150 










155 






160 


Glu 


Phe He Lys 


Ser 


Gin 


Ser 


Arg 


Ser 


Tyr 


Asp Tyr 


Trp Leu Gly Leu 






165 










170 








175 


Ser 


Pro Glu Glu 


Asp 


Ser 


Thr 


Arg 


Gly 


Met 


Arg Val 


Asp Asn 


He He 




180 










185 








190 
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Asn Ser Ser Ala 
195 

Tyr Cys Gly Tyr 
210 

Tyr Lys Gin Arg 
225 

Gly Ser Thr Tyr 



Trp Val He Arg 
200 

He Asn Arg Leu 
215 

Met He Cys Glu 
230 

Phe Arg Glu Ala 
245 248 



Asn Ala Pro Asp 

Tyr Val Gin Tyr 
220 

Lys Met Ala Asn 
235 

* 



Leu Asn Asn Met 
205 

Tyr His Cys Thr 

Pro Val Gin Leu 
240 



<210> 1418 

<211> 65 

<212> PRT 

<213> Homo sapiens 



<400> 1418 
Met Gly Leu Lys Asn Val Phe Leu 

1 5 
Tyr Ser Glu Phe Leu Ser Leu Pro 
20 

Pro Phe Leu Pro Phe Ser Leu Pro 
35 40 
Arg Tyr Leu Lys Cys Trp Tyr Leu 
50 55 



Pro Val Phe Leu Pro Phe Leu Leu 

10 15 
Pro Ser Leu Ser Ser Ser Leu Leu 

25 30 
Gly His Phe Ser Asn Leu His Gin 
45 

Arg He Ser Val Thr Pro Leu He 
60 64 



<210> 1419 

<211> 468 

<212> PRT 

<213> Homo sapiens 



<400> 1419 



Met 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Pro 


Leu 


Leu 


Trp Gly 


Arg Glu 


Arg Val 


l 








5 










10 






15 


Glu 


Gly 


Gin 


Lys 


Ser 


Asn 


Arg 


Lys 


Asp Tyr 


Ser Leu 


Thr Met 


Gin Ser 








20 










25 






30 




Ser 


Val 


Thr 


Val 


Gin 


Glu 


Gly 


Met 


Cys Val 


His Val 


Arg Cys 


Ser Phe 






35 










40 








45 




Ser 


Tyr 


Pro 


Val 


Asp 


Ser 


Gin 


Thr 


Asp 


Ser 


Asp Pro 


Val His 


Gly Tyr 




50 










55 








60 






Trp 


Phe 


Arg 


Ala 


Gly 


Asn 


Asp 


He 


Ser 


Trp 


Lys Ala 


Pro Val 


Ala Thr 


65 










70 










75 




80 


Asn 


Asn 


Pro 


Ala 


Trp 


Ala 


Val 


Gin 


Glu 


Glu 


Thr Arg 


Asp Arg 


Phe His 










85 










90 






95 


Leu 


Leu 


Gly 


Asp 


Pro 


Gin 


Thr 


Lys 


Asn 


Cys 


Thr Leu 


Ser He 


Arg Asp 








100 










105 






110 




Ala 


Arg 


Met 


Ser 


Asp 


Ala 


Gly 


Arg 


Tyr 


Phe 


Phe Arg 


Met Glu 


Lys Gly 






115 










120 








125 




Asn 


He 


Lys 


Trp 


Asn 


Tyr 


Lys 


Tyr 


Asp 


Gin 


Leu Ser 


Val Asn 


Val Thr 




130 










135 








14 0 






Ala 


Leu 


Thr 


His 


Arg 


Pro 


Asn 


He 


Leu 


He 


Pro Gly 


Thr Leu 


Glu Ser 


145 










150 










155 




160 


Gly 


Cys 


Phe 


Gin 


Asn 


Leu 


Thr 


Cys 


Ser 


Val 


Pro Trp 


Ala Cys 


Glu Gin 
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165 



Gly 


Thr 


Pro 


Pro Met 


He Ser 


Trp 








180 






His 


Pro 


Ser 


Thr Thr 


Arg Ser 


Ser 






195 






200 


Gin 


His 


His 


Gly Thr 


Ser Leu 


Thr 




210 






215 




Gly 


Val 


Thr 


Thr Asn 


Arg Thr 


He 


225 








230 




Gin 


Asn 


Leu 


Thr Val 


Thr Val 


Phe 








245 






Ala 


Leu 


Gly 


Asn Ser 


Ser Ser 


Leu 








260 






Arg 


Leu 


Val 


Cys Ala 


Val Asp 


Ser 






275 






280 


Thr 


Trp 


Arg 


Ser Leu 


Thr Leu 


Tyr 




290 






295 




Val 


Leu 


Glu 


Leu Gin 


Val His 


Leu 


305 








310 




Arg 


Ala 


Gin 


Asn Ser 


Leu Gly 


Ser 








325 






Leu 


Gin 


Gin 


Glu Tyr 


Thr Gly 


Lys 








340 






Leu 


Gly 


Ala 


Val Gly 


Gly Ala 


Gly 






355 






360 


Phe 


Cys 


Val 


He Phe 


He Val 


Val 




370 






375 




Arg 


Pro 


Ala 


Ala Asp 


Val Gly 


Asp 


385 








390 




lie 


Arg 


Gly 


Ser Ala 


Ser Gin 


Gly 








405 






Asp 


Asn 


Pro 


Arg His 


His Gly 


Leu 








420 






Arg 


Glu 


He 


Gin Tyr 


Ala Pro 


Leu 






435 






440 


Asp 


Leu 


Ser 


Gly Gin 


Glu Ala 


Thr 




450 






455 




He 


Pro 


Lys 


* 






465 




467 









170 


175 




Met Gly Thr Ser 


Val Ser Pro 


Leu 


185 


190 




Val Leu Thr Leu 


He Pro Gin 


Pro 




205 




Cys Gin Val Thr 


Leu Pro Gly 


Ala 


220 






Gin Leu Asn Val 


Ser Tyr Pro 


Pro 


235 




240 


Gin Gly Glu Gly 


Thr Ala Ser 


Thr 


250 


255 




Ser Val Leu Glu 


Gly Gin Ser 


Leu 


265 


270 




Asn Pro Pro Ala 


Arg Leu Ser 


Trp 




285 




Pro Ser Gin Pro 


Ser Asn Pro 


Leu 


300 






Gly Asp Glu Gly 


Glu Phe Thr 


Cvs 


315 




320 


Gin His Val Ser 


Leu Asn Leu 


Ser 


330 


335 




Met Arg Pro Val 


Ser Gly Val 


Leu 


345 


350 




Ala Thr Ala Leu 


Val Phe Leu 


Ser 




365 




Arg Ser Cys Arg 


Lvs Lvs Ser 


Ala 


380 






He Gly Met Lys 


Asp Ala Asn 


Thr 


395 




400 


Asn Leu Thr Glu 


Ser Trp Ala 


Asp 


410 


415 




Ala Ala His Ser 


Ser Gly Glu 


Glu 


425 


430 




Ser Phe His Lys 


Gly Glu Pro 


Gin 




445 




Asn Asn Glu Tyr 


Ser Glu He 


Lys 



460 



<210> 1420 

<211> 150 

<212> PRT 

<213> Homo sapiens 



<400> 1420 
Met He Arg Cys Leu Ala Gin Pro 

1 5 
Leu Ala Gin Val Leu Gly Asp Ser 
20 

Arg Arg Ser Phe Arg Ala Glu Gly 
35 40 
Gly Thr Ala Val Pro Trp His Lys 

50 55 
Arg Ser Ala Ala Pro Leu Pro Ala 
65 ' 70 



Ala Ala Val Leu Ser Ser Leu Gly 

10 15 
Gly Arg Asp Glu Gin Val Leu Leu 

25 30 
Cys Val Leu Cys Leu Cys Thr Trp 
45 

Val Glu Gly Ser Gly Gly Pro Cys 
60 

Ser Ala Pro Phe Ser He Asp Gly 
75 80 
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Arg 


Ala Val 


Pro 


Trp Val 


Phe Ser 








85 




Leu 


Gly Glu 


Gin 


Met Arg 


Asp Gly 






100 






Trp 


Val Leu 


Gin 


Leu Ser 


Trp Pro 




115 






120 


Cys 


Pro Arg 


Leu 


Val Cys 


Leu Ala 




130 






135 


Glu 


Thr Pro 


Arg 


Lys * 




145 






149 





Ala Leu Gin Ala Glu Val Gly Val 

90 95. 
Arg Gly Leu Cys Gly Ser His Pro 
105 110 
Gly Val Phe Pro Gin Cys Trp Leu 
125 

Lys Gin Asn Trp Gin Cys Pro Phe 
140 



<210> 1421 

<211> 89 

<212> PRT 

<213> Homo sapiens 



<400> 1421 
Met Tyr Val Phe Leu Leu Cys Pro 

1 5 
Thr Tyr Met Arg Leu Leu Pro Gin 
20 

lie Leu Arg Gin Thr Glu Pro Leu 
35 40 
Gin Gly Leu Phe Tyr Ala Ser Phe 

50 55 
Leu Leu Arg Arg Thr Val Val lie 

65 70 
Gly Val Ser Leu Phe Gin Asn Ala 
85 88 



Ala Cys Gly Arg Leu Met Gly Ser 

10 ^ 15 

Ser Glu Pro Ala Leu His Asn Arg 

25 30 
Leu Tyr Phe Lys Arg Gly Lys Gin 
45 

Pro Ala Val His Arg Met Asp Ser 
60 

Leu Tyr Lys Arg Thr Asn Thr Val 
75 80 

* 



<210> 1422 
<211> 83 
<212> PRT 

<213> Homo sapiens 





<400> 1422 












Met 


Met 


Thr Trp 


Ala 


Ser 


Leu Ala 


Leu Gly Leu Thr 


Arg Ala Leu Gly 


1 






5 






10 


15 


Gly 


Met 


Gly Ser 


Phe 


Leu 


Leu Arg 


lie Leu Gly Trp 


Ser Trp Ala Met 






20 








25 


30 


Gly 


Ser 


Arg Ser 


Arg 


Ala 


Arg Trp 


Pro Arg Gly Arg 


Leu Gly Phe Thr 






35 






40 




45 


Ser 


Met 


Leu Ser 


Cys 


Met 


Arg Gin 


Cys Ser Val Cys 


Arg Met lie Met 




50 








55 


60 




Ser 


Leu 


Val Glu 


Val 


Leu 


Val Ala 


Thr Ser Gin Val 


Val Lys Leu Trp 


65 








70 




75 


80 


Ser 


Arg 


★ 













82 



<210> 1423 
<211> 54 
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<212> PRT 

<213> Homo sapiens 



<400> 1423 

Met lie Leu Phe Pro Leu Cys Pro Ser lie Leu Ser Leu Lys Pro Lys 

15 10 15 

Lys Lys Glu Ala Leu Pro Ser Leu Ser Val Met Gly Thr Val Phe Leu 

20 25 30 

Leu Val Ser Cys Ser Leu Pro Ser Pro Ala Ala Cys Gly Arg Asn Ala 

35 40 45 

Ala Thr Ala Gin His * 
50 53 



<210> 1424 

<211> 73 

<212> PRT 

<213> Homo sapiens 



<400> 1424 
Met Cys Phe Ser Cys Leu Pro Leu 

1 5 
His Tyr Pro Ala Val Gly Arg Leu 
20 

Pro Ala Ser Ser Arg Glu Trp Asn 
35 40 
Lys Gin Lys Leu Tyr Gly His lie 

50 55 
His Met Tyr Cys Asp Pro Ala His 
65 70 72 



Gin Cys Leu Ala Met Gly His Lys 

10 15 
Ala Lys Arg Ser Gin Leu Ala Ser 

25 30 
His Gly Ser Asn Thr Leu Leu Arg 
45 

Phe His Leu Leu Ser Pro Arg Asn 
60 

* 



<210> 1425 

<211> 245 

<212> PRT 

<213> Homo sapiens 





<400> 1425 




















Met 


Ala 


Cys 


Tyr 


Leu 


Leu 


Val 


Ala 


Asn He 


Leu 


Leu Val 


Asn Leu 


Leu 


1 








5 








10 






15 




He 


Ala 


Val 


Phe 


Asn 


Asn 


Thr 


Phe 


Phe Glu 


Val 


Lys Ser 


He Ser 


Asn 








20 










25 






30 




Gin 


Val 


Trp 


Lys 


Phe 


Gin Arg Tyr Gin Leu He Met Thr 


Phe His 


Glu 






35 










40 






45 






Arg 


Pro 


Val 


Leu 


Pro 


Pro 


Pro 


Leu 


He lie 


Phe 


Ser His 


Met Thr 


Met 




50 










55 








60 






He 


Phe 


Gin 


His 


Leu 


Cys 


Cys 


Arg 


Trp Arg 


Lys 


His Glu 


Ser Asp 


Pro 


65 










70 








75 






80 


Asp Glu 


Arg 


Asp 


Tyr 


Gly Leu Lys 


Leu Phe 


He 


Thr Asp Asp Glu 


Leu 










85 








90 






95 




Lys 


Lys 


Val 


His 


Asp 


Phe 


Glu 


Glu 


Gin Cys 


He 


Glu Glu Tyr Phe Arg 








100 










105 






110 




Glu 


Lys 


Asp 


Asp 


Arg 


Phe 


Asn 


Ser Ser Asn Asp Glu Arg 


He Arg Val 






115 










120 






125 
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Thr 


Ser 


Glu 


Arg 


Val 


Glu 


Asn 


Met 


Ser 


Met 


Arg 


Leu 


Glu 


Glu 


Val 


Asn 




130 










135 










140 










Glu 


Arg 


Glu 


His 


Ser 


Met 


Lys 


Ala 


Ser 


Leu 


Gin 


Thr 


Val 


Asp 


He 


Arq 


145 










150 










155 










160 


Leu 


Ala 


Gin 


Leu 


Glu 


Asp 


Leu 


He 


Gly 


Arg 


Met 


Ala 


Thr 


Ala 


Leu 


Glu 










165 










170 










175 




Arg 


Leu 


Thr 


Gly 


Leu 


Glu 


Arg 


Ala 


Glu 


Ser 


Asn 


Lys 


He 


Arg 


Ser 


Arg 








180 










185 










190 






Thr 


Ser 


Ser 


Asp 


Cys 


Thr 


Asp 


Ala 


Arg 


Leu 


His 


Trp 


Pro 


Val 


Arg 


Ala 






195 










200 










205 








Ala 


Leu 


Thr 


Ser 


Gin 


Glu 


Arg 


Glu 


His 


Leu 


Ser 


Ala 


Pro 


Lvs 


Arg 


Glv 

VJ j. y 




210 










215 










220 










Leu 


Glu 


Pro 


Trp 


Gin 


Asn 


He 


Leu 


Phe 


He 


Gin 


Tvr 


Lvs 


Pro 


Ala 


Ala 


225 










230 










235 










240 


Ser 


Ser 


Ser 


Thr 


* 






























244 




























<210> 1426 




























<211> 520 




























<212> PRT 




























<213> Homo 


sapiens 
























<221> misc 


feature 
























<222> 


(1) 


(520) 
























<223> Xaa = any amino acid 


or nothing 














<400> 1426 


























Met 


Asp 


He 


Leu 


Leu 


Leu 


Leu 


Leu 


Phe 


Phe 


Met 


He 


lie 


Phe 


Ala 


He 


1 








5 










10 










15 




Leu 


Gly 


Phe 


Tyr 


Leu 


Phe 


Ser 


Pro 


Asn 


Pro 


Ser 


Asp 


Pro 




Phe 


Ser 








20 










25 










30 






Thr 


Leu 


Glu 


Asn 


Ser 


He 


Val 


Ser 


Leu 


Phe 


Val 


Leu 


Leu 


Thr 


Thr 


Ala 






35 










40 










45 








Asn 


Phe 


Pro 


Asp 


Val 


Met 


Met 


Pro 


Ser 


Tyr 


Ser 




Asn 


Pro 




Ser 




50 










55 










60 










Cvs 


Val 


Phe 


Phe 


He 


Val 


Tyr 


Leu 


Ser 


He 


Glu 


Leu 




Phe 


He 


Met 


65 










70 










75 










80 


Asn 


Leu 


Leu 


Leu 


Ala 


Val 


Val 


Phe 


Asp 


Thr 


Phe 


Asn 


Asp 


He 


Glu 


Lys 










85 










90 










95 




Arq 


Lys 


Phe 


Lys 


Ser 


Leu 


Leu 


Leu 


His 


Lys 


Arg 


Thr 


Ala 


He 


Gin 


His 








100 










105 










110 






Ala 


Tyr 


Arg 


Leu 


Leu 


He 


Ser 


Gin 


Arg 


Arg 


Pro 


Ala 


Glv 


He 


Ser 


Tvr 

a y j- 






115 










120 










125 








Arg 


Gin 


Phe 


Glu 


Gly 


Leu 


Met 


Arg 


Phe 


Tyr 


Lys 


Pro 


Arcr 


Met 


Ser 


Ala 




130 










135 










140 










Arq 


Glu 


Arg 


Tyr 


Leu 


Thr 


Phe 


Lys 


Ala 


Leu 


Asn 


Gin 


Asn 


Asn 


Thr 


Pro 


145 










150 










155 










160 


Leu 


Leu 


Ser 


Leu 


Lys 


Asp 


Phe 


Tyr 


Asp 


He 


Tyr 


Glu 


Val 


Ala 


Ala 


Leu 










165 










170 










175 




Lys 


Trp 


Lys 


Ala 


Thr 


Lys 


Asn 


Arg 


Glu 


His 


Trp 


Val 


Asp 


Glu 


Leu 


Pro 








180 










185 










190 






Arg 


Thr 


Ala 


Leu 


Leu 


He 


Phe 


Lys 


Gly 


He 


Asn 


He 


Leu 


Val 


Lys 


Ala 






195 










200 










205 








Lys 


Ala 


Phe 


Gin 


Tyr 


Phe 


Met 


Tyr 


Leu 


Val 


Val 


Ala 


Val 


Asn 


Gly 


Val 




210 










215 










220 










Trp 


He 


Leu 


Val 


Glu 


Thr 


Phe 


Met 


Leu 


Lys 


Gly 


Gly 


Asn 


Phe 


Phe 


Ser 
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225 

Lys His Val Pro 

Glu Leu Phe Leu 
260 

Ser Gly Trp Asn 
275 

Gly Leu Leu Ala 
290 

Val Leu Arg Pro 
305 - 

Tyr Arg Asn Val 

Ser Leu Gly Leu 
340 

Gly Met Glu Phe 
355 

Ser Thr Val Ala 
370 

Arg Thr Val Val 
385 

lie Leu Asn Ser 

Trp Tyr lie lie 
420 

Arg Leu Tyr Phe 
435 

He He Val Ala 
450 

Ser Arg Lys Asn 
465 

Lys Glu He Ser 

Glu Ala Arg Xaa 
500 

Ser Gin Met Glu 
515 





230 






Trp Ser 


Tvr 


Leu 


245 








Lys 


Val 


Ala 


Glv 


Leu 


Phe 


Asp 


Phe 








280 


Leu 


Ala 


Leu 


Asn 






295 




Leu 


Gin 


Leu 


Leu 




310 






Leu Asp 


Thr 


Met 


325 








Thr 


Leu 


Leu 


Tip 


Phe 


Cys 


Gly 


He 








360 


Asp Ala 


Tyr 


Arg 






■17c 




Glu 


Glu 




Tyr 




390 






Phe 


Val 


Tnr 


Leu 


405 








Met 


Glu 


vjx y 


17-, "1 

Val 


Met 


Thr 


Phe 


Tyr 








440 


Phe 


He 


Leu 


Glu 






455 




Gin Asp 


Ser 


Glu 




470 






Lys 


Glu 


Glu 


Leu 


485 








Ala 


Ser 


Ser 


Asp 



Arg Tyr Gin Gin 
.520 



235 

Val Phe Leu Thr 
250 

Leu Gly Pro Val 
265 

Ser Val Thr Val 

Met Glu Pro Phe 
300 

Arg Leu Phe Lys 
315 

Phe Glu Leu Leu 
330 

Phe Tyr Tyr Ser 
345 

Val Phe Pro Asn 

Trp Arg Asn His 
380 

Tyr Tyr Leu Asn 
395 

Phe Glu Leu Thr 
410 

Thr Ser Gin Thr 
425 

He Ala Thr Met 

Ala Phe Val Phe 
460 

Val Asp Gly Gly 
475 

Val Ala Val Leu 
490 

Val Thr Arg Leu 
505 



240 



He 


Tvr 


Glv 

w j. jr 


Val 






255 




Glu 


Tvr 


Leu 


Ser 




270 






Phe 


Ala 


Phe 


Leu 


285 








Tyr 


Phe 


He 


Val 


Leu 


Lvs 


Glu 


Arg 








320 


Pro 


Arcr 


Met 


Ala 






335 




Phe 


Ala 


He 


Val 




O J KJ 






v.. y 0 


uys 


Asn 


Tnr 


_J 0 z> 








Thr 


Val 


Gly 


Asn 


noli 


Php 

flit: 


Asp 


Asn 










Val 


Val 


Asn 


Asn 










Ser 


JtlJLS 


Trp 


Ser 




430 






Val 


Val 


Met 


Thr 


445 








Arg 


Met 


Asn 


Tyr 


He 


Thr 


Leu 


Glu 








480 


Glu 


Leu 


Tyr 


Arg 






495 




Leu 


Glu 


Thr 


Leu 




510 







<210> 1427 
<211> 106 
<212> PRT 

<213> Homo sapiens 



<400> 1427 

Met Ser Pro Gin His Leu Leu Leu Thr Leu Pro Leu Pro Leu Arg Ser 

15 10 15 

Pro He Leu Phe Ser His Thr Ala Gin Leu Leu Val Leu Thr Arg He 

20 25 30 

Ala Phe Arg Ala Cys Glu Leu Phe Phe Phe Val Met Val Ser Leu Cys 

35 40 45 

Cys Pro Gly He His Ser Phe He Ala Thr He Thr Tyr Glu Arg Asn 

50 55 60 

Ala Phe Gin Ser He Ser Ser Val Gin Gin Gin His Leu His Phe Gly 
65 70 75 80 

Cys Ala Leu Ser Pro Pro Ala Pro Arg Glu Ser Phe Ser Pro Cys Leu 
85 90 95 
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Thr Thr His Arg Leu Pro 
100 



<210> 1428 
<211> 841 
<212> PRT 

<213> Homo sapiens 



<400> 1428 



Met 


Al a 


Leu 


Ala 


Ser 


Ala 


1 








5 




Leu 


ir lie 


Ser 


Leu 


Leu 


Veil 








20 






v^l 


Tyr 


Leu 


Arg 


V CtX 


Pro 






-J J 








Lys 


vai 


Asn 


Leu 


vj-LU 


rO ii 
blU 




D U 










Ser 


Asp 


Pro 


Al =s 

/via 


Jrlie 


Arg 


D 3 












rilS 


Asp 


Leu 


lie 


Leu 


Ser 










ft 




Ser 


Asp 


(j±y 


tjin 


Arg 


TV -V-/-T 

Arg 














ai a 

Aid 


Arg 


Pi n 


As 11 


Lys 


Ser 






lie: 








Leu 


Lys 


Arg 


Ser 


Lys 


Arg 




lift 










Ul Li 


As ii 


Ser 


Leu 


r*i 


Pro 


145 










150 


Asp 


Hid 


Hid 




ASIl 


Tyr 










JLO ~J 




v<Al 


Asp 


Lys 


f21 n 
bill 


Pro 


file 








i nn 

X o u 








Tic, 


XT ilC 


L,ys 


x iir 


Arg 






195 








Ala 


Leu 


Tyr 


Gly 


Tyr 


Ala 




210 










Pro 


Leu 


Pro 


Leu 


He 


He 


225 










230 


Tyr 


Phe 


Glu 


His 


Arg 


Val 










245 




Ser 


Gly 


Thr 


Ser 


Val 


Gly 








260 






Asp 


Thr 


Leu 


His 


Thr 


Arg 






275 








Asp 


His 


Pro 


Lys 


His 


Phe 




290 










Thr 


Thr 


Thr 


Pro 


Phe 


Leu 


305 










310 


He 


Met 


Glu 


Val 


Arg 


Asp 










325 




Thr 


Gly 


Thr 


He 


Thr 


He 








340 






Ser 


Phe 


Thr 


Glu 


Thr 


Ser 






355 








Asp 


Val 


Glu 


He 


Leu 


Arg 



Ser 


Cys 


Phe 


* 






105 




Ala 


Pro 


Gly 


Ser He Phe 








10 


Leu 


Thr 


Leu 


Leu Cys Asp 






25 




Ser 


His 


Leu 


Gin Ala Glu 




40 






Cys 


Leu 


Lys 


Ser Ala Ser 


55 






60 


He 


Leu 


Glu 


Aso Glv Ser 








75 


Ser 


Glu 


Arg 


Lvs Sp*r Phf=» 








90 


Glu 


Gin 


Gin 








105 




Pro 


Lys 


Lys 






12 0 






Arci 


Tit* 


Ala 




135 






140 


Phe 


Pro 


Gin 


His Val Gin 

V dX xj Xil 








155 


Thr 


He 


Phe 


■X y ±. t_> CL. JL JL c 








170 


Asn 


Leu 


Phe 


Tvr Tie 1 Gin 






185 




Ser 


He 


Asp 


Arcr Glu Lvs 

**x wx u xi y <lj 




200 






Thr 


Thr 


Ala 


Asp Gly Tyr 


215 






220 


Lvs 


He 


Glu 


Asp Asp Asn 








235 


Thr 


He 


Phe 


Thr Val Pro 








250 


Lvs 


Val 


Thr 


Ala Thr Asp 






265 




Leu 


Lvs 


Tvr 


Lys He Leu 




280 






Ser 


He 


His 


Pro Asp Thr 


295 






300 


Asp 


Arg 


Glu 


Lys Cys Asp 








315 


Met 


Gly 


Gly 


Gin Pro Phe 








330 


Ser 


Leu 


Glu 


Asp Glu Asn 






345 




Tyr 


Val 


Thr 


Glu Val Glu 




360 






Met 


Lys 


Val 


Gin Asp Gin 
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Cys 


Lys 


Gin 


Leu 






15 




Ala 


Cys Gin 


Lys 




30 






Thr 


Leu 


Val 


Gly 


45 








Leu 


He Arg 


Ser 


He 


Tyr Thr 


Thr 








O f\ 

80 


Ser 


He 


Phe 


Leu 






95 




Val 


Val 


Leu 


Ser 




110 






Lys 


Asp Thr 


Ala 


125 








Ala 


Ser 


Leu 


Met 


Gin 


He 


Gin 


Ser 








160 


Ser 


Gly Pro 


Gly 






175 




Lys Asp Thr 


Gly 




190 






Tyr 


Glu 


Gin 


pne 


205 








Ala 


Pro 


Glu 


Tyr 


Asp Asn Ala 


Pro 








240 


Glu 


Asn 


Cys 


Arg 






255 




Leu Asp 


Glu 


Pro 




270 






Gin 


Gin 


He 


Pro 


285 








Gly Val 


He 


Thr 


Thr 


Tyr 


Gin 


Leu 








320 


Gly Leu 


Phe 


Asn 






335 




Asp 


Asn 


Pro 


Pro 




350 






Glu Asn Arg 


He 


365 








Asp 


Leu 


Pro 


Asn 
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370 - 375 



Thr 


Pro 


His 


Ser 


Lys 


Ala 


Val 


Tyr 


385 










390 






Gly 


Asn 


Phe 


He 


He 


Ser 


Thr 


Asp 










405 








Cys 


Val 


Val 


Lys 


Pro 


Leu 


Asn 


Tyr 








420 










Gin 


Val 


Gly 


Val 


He 


Asn 


Glu 


Ala 






435 










440 


Gin 


Thr 


Pro 


Thr 


Met 


Cys 


Thr 


Thr 




450 










455 




Ser 


Asp 


Glu 


Gly 


Pro 


Glu 


Cys 


His 


465 










470 






Gin 


Asp 


Gly 


Phe 


Pro 


Ala 


Gly 


Gin 




• 






485 








Asp 


Pro 


Glu 


He 


Ser 


Ser 


Gly 


Glu 








500 










Asp 


Glu 


Asp 


Asn 


Trp 


Phe 


Glu 


lie 






515 










520 


Thr 


Leu 


Lys 


Val 


Leu 


Asp 


Arg 


Glu 




530 










535 




Tyr 


Asn 


He 


Ser 


Val 


Val 


Ala 


Gly 
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Thr 


Leu 


Val 


Val 


His 


Leu 


Asp 
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Val 


Thr 


He 


Cys 
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Val 


Asp 
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Asp 


Gly 
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Asp 


Asn 


Ser 


Ala 


Ser 




610 
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Asp 
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Lys 


Thr 


Ala 


He 


Leu 


Arg 
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Tyr 
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Ser 


Val 


Pro 


He 


Gin 


He 
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Met 


Leu 


Thr 


Val 


Arg 


Val 
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Cys 


Thr 


Met 


Lys 
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Lys 


Ser 


Thr 
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Leu 


Gly 


Arg 


Trp 


Ala 


He 


Leu 


Ala 




690 










695 




Leu 


Cys 


He 


Leu 


Phe 


Thr 


Cys 


Phe 


705 










710 






Lys 


Lys 


Cys 


Phe 


Pro 


Glu 


Asp 


He 










725 








Asn 


Thr 


Glu 


Gly 


Pro 


Gly 


Glu 


Glu 
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Pro 


Met 


Gin 


Thr 


Ser 


Asn 


lie 


Cys 
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Val 


Gly 


Gly 


Gin 


Gly 


He 


Lys 


Thr 
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775 




Gly 


Gly 


Tyr 


Thr 


Leu 


Asp 


Ser 


Asn 


785 
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Ser 


Val 


Lys 


Gly 


Val 


Gly 


Gin 
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Thr 


Asp 


Trp 


Gin 


Ser 


Phe 


Thr 


Gin 
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Arg Gly His Thr Leu lie Lys Asn 
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Leu Gin 


Gly Asn 


Glu 


Asn 
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400 
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Asn 


Thr Asn 


Glu Gly 


Val 


Leu 




410 






415 




Glu 


Val 


Asn Arg 


Gin Val 


He 


Leu 


425 






430 






Gin 


Phe 


Ser Lys 


Ala Ala 


Ser 


Ser 
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Thr 


Val 


Thr Val 


Lys He 


He 


Asp 
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Pro 


Pro 


Val Lys 


Val He 


Gin 


Ser 






475 






480 


Glu 


Leu 


Leu Gly 


Tyr Lys 


Ala 


Leu 




490 






495 




Gly 


Leu 


Arg Tyr 


Gin Lys 


Leu 


Gly 


505 






510 






Asn 


Gin 


His Thr 


Gly Asp 


Leu 


Arq 








525 






Ser 


Lys 


Phe Val 


Lys Asn 


Asn 


Gin 






540 








Asp 


Ala 


Val Gly 


Arg Ser 


Cys 


Thr 






555 






560 


Asp 


Tyr 


Asn Asp 


His Ala 


Pro 


Gin 




570 






575 




Gin 


Asn 


Asn Glu 


Asp Phe 


Val 


Val 


585 
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Pro 


Glu 


Asn Gly 


Pro Pro 


Phe 


Gin 
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Lys 


Asn 


Trp Asn 


lie Lys 


LVS 


Lvs 
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Gin 


Arg 


Gin Asn 


Leu Asp 


Tyr 


Asn 
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640 


Lys 


Asp 


Arg His 


Gly Leu 


Val 


Ala 




650 
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Cys 


Asp 


Cys Ser 


Thr Pro 


Ser 


Glu 


665 
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Arg 


Asp 


Val Arg 


Pro Asn 


Val 


lie 
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Met 


Val 


Leu Gly 


Ser Val 


Leu 


Leu 






700 








Cys 


Val 


Thr Ala 


Lys Arg 


Thr 


Val 






715 






720 


Ala 


Gin 


Gin Asn 


Leu He 


Val 


Ser 




730 






735 




Val 


Thr 


Glu Ala 


Asn lie 


Arg 


Leu 


745 






750 






Asp 


Thr 


Ser Met 


Ser Val 


Gly 


Thr 








765 






Gin 


Gin 


Ser Phe 


Glu Met 


Val 


Lys 
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Lys 


Gly 


Gly Gly 


His Gin 


Thr 


Leu 
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800 


Gly 


Asp 


Thr Gly 


Arg Tyr 


Ala 


Tyr 




810 
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Pro 


Arg 


Leu Gly 


Glu Glu 


Ser 


He 
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809 
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<210> 1429 . 
<211> 262 
<212> PRT 

<213> Homo sapiens 



<400> 1429 



Met 


Glu 


Leu 


Leu 


Gin 


Val Thr lie 


Leu Phe Leu Leu Pro Ser He 


Cys 
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5 




10 15 




Ser 


Ser 


Asn 


Ser 


Thr 


Gly Val Leu 


Glu Ala Ala Asn Asn Ser Leu 


Val 
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25 30 




Val 


Thr 


Thr 


Thr 


Lvs 


Pro Ser He 


Thr Thr Pro Asn Thr Glu Ser 


Leu 






35 






40 


45 




Gin 


Lvs 


Asn 


Val 


Val 


Thr Pro Thr 


Thr Gly Thr Thr Pro Lys Gly 


Thr 




50 








55 


60 




lie 


Thr 


Asn 


Glu 


Leu 


Leu Lys Met 


Ser Leu Met Ser Thr Ala Thr 


Phe 
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Asp 
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Asp 
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Ala 


Val 
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120 


125 




Gin 


Ser 


Ser 


He 


Lys 


Thr Thr Glu 


He Pro Gly Ser Val Leu Gin 


Pro 




130 








135 


140 




Asp 


Ala 


Ser 


Pro 


Ser 


Lys Thr Gly 


Thr Leu Thr Ser He Pro Val 


Thr 


145 










150 


155 


160 
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Pro 


Glu 


Asn 


Thr 


Ser Gin Ser 


Gin Val He Gly Thr Glu Gly 


Gly 
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170 175 




Lys 


Asn 


Ala 


Ser 


Thr 


Ser Ala Thr 


Ser Arg Ser Tyr Ser Ser He 


He 
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185 190 




Leu 


Pro 


Val 


Val 


He 


Ala Leu He 


Val He Thr Leu Ser Val Phe 


Val 






195 






200 


205 




Leu 


Val 


Gly 


Leu 


Tyr 


Arg Met Cys 


Trp Lys Ala Asp Pro Gly Thr 


Pro 
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Glu 


Asn 


Gly 


Asn 


Asp 


Gin Pro Gin 


Ser Asp Lys Glu Ser Val Lys 


Leu 


225 










230 
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240 


Leu 


Thr 


Val 


Lys 


Thr 
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Glu Ser Gly Glu His Ser Ala 


Gin 
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Thr 
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Asn 
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<212> PRT 

<213> Homo sapiens 



<400> 1430 
Met Ser Tyr Thr Ala Phe Leu Ser 

1 5 
Leu Cys Asp Phe Ala Leu Tyr Val 
20 

Phe Arg Gin Gin Asn Ser Pro Gin 



Val Cys Cys Leu Pro Leu Leu Pro 

10 15 
Leu Leu Asp Lys Phe Lys Gly Gly 

25 30 
Ser He Tyr Gin His Asn Pro Tyr 
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35 40 45 

Gin Asn Pro Asn Asn Val Leu lie Phe Leu Gin Lys Trp Lys Asn Arg 

50 55 60 

Cys * 
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<210> 1431 

<211> 437 
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<213> Homo sapiens 
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Val 
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Thr 
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Val 


Tvr 


Pro 


Ser 


Pro 


Val 
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Glv 


145 










150 






Gin 


Cys 


Lys 


Leu 


Glu 


Tyr 


Gin 


Ala 










165 








Val 


Lys 


Cys 


Glu 


Gly 


His 


Cys 


Pro 








180 










Thr 


Ser 


Arg 


Asn 


Val 


Lys 


Arg 


Ala 
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200 


Val 


Ala 


Asn 


Arg 


Leu 


Arg 


Asp 


Trp 




210 










215 




Ser 


Gin 


Asn 


Lys 


Lys 


Thr 


Lys 


Thr 


225 










230 






Phe 


Asp 


Thr 


Ser 


He 


Leu 


Pro 


He 










245 








Phe 


Asn 


Arg 


Leu 


Asp 


Thr 


Asn 


Tyr 
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Leu 


Arg 


Ser 


He 


Tyr 


Leu 


Asp 


Lys 






275 










280 


Phe 


Asn 


Ser 


Cys 


Asp 


Thr 


Tyr 


Lys 




290 










295 




Trp 


Cys 


Tyr 


Cys 


Phe 


Gin 


Arg 


Gin 


305 










310 






Leu 


Ser 


Asn 


He 


Gin 


Lys 


Arg 


Gin 










325 








Tyr 


He 
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Cys 


Asp 


Glu 


Asp 



340 





val 
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Ala 


Ala 


Ala 


Trp 


Cys 
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Ala Gly 
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Arg 
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Asp 
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Gin Trp 
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Thr 
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Trp 
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Trp 


Ser 
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Asp 
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Asp 
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Val 


Cys 


ne 
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rJcL 


Lys 
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Gly Val 


Asp 


JtllS 
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Cys 
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Gin 


Cys 


Pro 
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Gly His 
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Val 


Leu Gly 


Lys 


Gin 


He 


Ser 
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Cys 


Pro 


Ser Asp 


Lys 


Pro 


Thr 


Ser 
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Ser 
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Glu 


Phe 


Arg 


Glu 
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Ala 
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His 


Glu 


Ser 


Gly 
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Leu 


Arg 
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Glu Arg 


Ser 


Arg 
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Lys 
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Ser 
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Trp 


Met 
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Asp 
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Asp 


Gin 


Ser 


Glu 
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Thr 


Lys 


Ala 
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285 








Asp 


Ser 
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He 
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Glu 
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Thr 


Glu 
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Val 
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Gly 
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Gly 


Tyr 


Tyr 
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Pro 


Thr 


Gin 


Cys 
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350 
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His Gly 


Ser 


Val 


Gly Gin Cys Trp 




355 




360 


Val Met 


Gly 


Ser 


Arg He Asn Gly 


370 






375 


Glu lie 


Ser 


Gly 


Asp Phe Ala Ser 


385 






390 


Asp Glu 


Asp 


Asp 


Glu Asp Asp He 








405 


Asp Asp 


Asp 


Glu 


Asp Glu Gly Asp 






420 




Asp Val 


Tyr 


He 


* 




435 


436 





Cys Val Asp Arg Tyr Gly Asn Glu 
365 

Val Ala Asp Cys Ala He Asp Phe 
380 

Gly Asp Phe His Glu Trp Thr Asp 
395 400 
Met Asn Asp Glu Asp Glu He Glu 

410 415 
Asp Asp Asp Gly Gly Asp Asp His 
425 430 



<210> 1432 

<211> 53 

<212> PRT 

<213> Homo sapiens 



<400> 1432 
Met Ser Tyr Val Glu He Leu He 

1 5 
Phe Phe Pro Ser Ser Arg Arg His 
20 

Cys Lys Phe Phe Lys Phe Cys Leu 
35 40 
Leu Asn Tyr Leu * 
50 52 



Pro Val Leu Leu Cys Leu His Ala 

10 15 
Val Ala Trp Phe Leu He Phe He 

25 30 
He Leu Lys Phe He He Leu He 
45 



<210> 1433 

<211> 76 

<212> PRT 

<213> Homo sapiens 



<400> 1433 
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Lys 
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Phe Trp Leu 


Cys Leu 
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Trp 


Phe 


Val 


Asn 


Lys 


Gly Met He 


Leu Cys 
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Leu Phe 
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He Tyr Ser Leu 


Tyr 
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Trp Thr 


Val 


Leu Trp 


He Arg Lys 
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Tyr 


Gin 


Thr 


Leu 


Leu 


Lys Glu Ser 


Phe Phe 


Ser 


Leu Asn 


Thr Phe Leu 
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60 




Phe 


Lys 


Asp 


Lys 


Ala 


Ser Thr Ser 
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<400> 1434 
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Ala 
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Lys 


Pro 
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Pro 


Lys 


Pro 
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Arg 
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Gly 
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Ser 
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Gly 
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Ser 


Gly 


Gly 


Ser 


Tyr 
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Asp 


Arg 


Asp 


Asp 


Gly 
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Arg 


Tyr 


Pro 


Pro 


Arg 


Pro 


Arg 


Pro 


Arg 


Pro Pro 


Ala 


Gly 


Gly 


Gly 


Gly 
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Gly 


Gly 


Tyr 


Ser 


Ser 


Tyr 


Gly 


Asn 


Ser 


Asp Asn 


Thr 


His 


Gly 


Gly 


Asp 
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Ser 


Thr 


Tyr 


Gly 


Asn 


Pro 


Glu 


Gly Asn 


Met 


Val 


Ala 


Lys 


lie 
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140 










Val 


Ser 
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He 


Val 
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Val 


Val 


Val 


Val Thr 


Leu 


Leu 


Gly 


Ala 


Ala 
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Lys 
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Gly 
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Trp 
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Arg 
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Pro 


Ser 
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Glu 


Ala 
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Ser 
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Ser 
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Pro 


Arg 
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Trp 
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Ala 


Arg 
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Trp 
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Leu 


Lys 


Ser 


Trp 


Arg Pro 


Ser 


Ser 


Ala 


Ser 


Gly 
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Gly 
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Arg 
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Glu 


Gly 


Arg 
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Glu 


Arg 


Asp 
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Asp 


Arg 


Glu 
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Glu 


Glu Gly 
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Arcr 


Val 
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Glu 
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Gin 


Trp 


Glu 


Gin 
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Gly 
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Pro 
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Gly 


Arg 
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Gly 


Arg 


Glu 


Gly 


Glu 


Gly Arg 


Arg 


Glu 


Gly 


Gin 


Leu 
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Val 
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Val 


Ala 
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Arg 


Ala 
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Gly Leu 


Gly 


Arg 


Gly 


Thr 


Leu 
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<211> 77 
<212> PRT 

<213> Homo sapiens 





<400> 1436 
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Trp He Val 


Leu 


Leu Gly Gly 


Phe 


Val Gly Pro Leu Tyr Leu Thr 
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Pro 


Ala Pro Ser 
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Cys Thr His 


Thr 
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30 


Leu 


Val Thr Gly 
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Thr Ser Gin 


Leu Trp Leu Asn Ala Ala Gly Glu 
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45 
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Arg 


Met Trp Ser 


Met 


Ala Ser Met Thr Glu Gin Pro 
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Glu 
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Met 


Tyr Met Leu 


Pro 


Thr Leu His Glu 
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<212> PRT 

<213> Homo sapiens 





<400> 1438 
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Leu Phe 
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Phe 


Lys 
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Glu Ser Arg 
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Ser Thr 


Gly Asp Asn He Arg Glu Phe Leu 
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45 
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Met Phe Cys 


Met 


He 


Val Leu 
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